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WHAT IS CLAIMED IS:

1. A nen-human-ebesity-animalmedelmouse obesity model whose gut microbiota
population comprises at least an Enterobacter cloacae 329 having a 16S rRNA gene,

wherein the sequence of the 16S rRNA gene is at least 95% similar to SEQ ID NO.1.

32. A method for establishing a nen-human-obesityanimal-medelnouse obesity model,

comprising,

inoculating a germ-free mouscanimal with an FEnterobacter cloacae B29
having a 16S rRNA gene while feeding the germ-free antmabnouse with a diet having
atteast534.9% of fat content for a period of time to provide a nen-human-ebesity
antmalmedelmouse obesity model, wherein the sequence of the 16S rRNA gene is at
least 95% similar to SEQ ID NO.1.

43, The method of Claim 32, wherein the ren-human-ebesityanimalmedelmouse obesity

model manifests a metabolic syndrome.

54, The method of Claim 43, wherein the metabolic syndrome comprises obesity, insulin

resistance, chronic inflammation, or a combination thereof:.

75. The method of Claim 32, wherein the period of time is at least 4 weeks.

80. The method of Claim 32, wherein the—inoculating the germ-free animalmouse
comprises intragastric administration, topical administration, oral administration, or a

combination thereof.

97. The method of Claim 32, wherein the—inoculating the germ-free animalmouse

comprises inoculating the germ-free animalmouse with at least 10 bacteria cells.
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) . bod of Claim 3 wherein the-diet] l 20% of £ '

128. The method of Claim 32, wherein the diet comprises at least 4.5 kcal per gram.

149,  The method of Claim 43-2 wherein the Enterobacter cloacae 1329 is capable of

colonizing in the germ-free animalmouse’s gut.




2310. A method for screening an obesity causing bacterium, comprising,

inoculating a germ-free amimalmouse with an Enterobacter cloacae B29

having a 16S rRNA gene while feeding the germ-free animalmouse with a high-fat
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diet having 34.9%
animal-medelmouse obesity model, wherein the sequence of the 16S rRNA gene is at
least 95% similar to SEQ ID NO.1 and the Enterobacter cloacae B29 is capable of

colonizing the gut of a germ-free animalmouse, and the nen-humean—ebesityanimal

medelmouse obesity model exhibits at least one type of metabolic or immune system

disorders, and

comparing a test microorganism or combination thereof with the Enterobacter
cloacae B29, if the test microorganism or a combination thereof exhibits similar effect
as the Enterobacter cloacae B2Y, it is indicative that the test microorganism or

combination thereof may cause obesity.

The method of Claim 2310, wherein the metabolic syndrome comprises weight gain,

obesity, insulin resistance, chronic inflammation, or a combination thereof.
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WHAT IS CLAIMED IS:

10.

A mouse obesity model whose gut microbiota population comprises at least an
Enterobacter cloacae B29 having a 16S rRNA gene, wherein the sequence of the 16S
rRNA gene is at least 95% similar to SEQ ID NO.1.

A method for establishing a mouse obesity model, comprising,

inoculating a germ-free mouse with an Enterobacter cloacae B29 having a
16S rRNA gene while feeding the germ-free mouse with a diet having 34.9% of fat
content for a period of time to provide a mouse obesity model, wherein the sequence

of the 16S rRNA gene is at least 95% similar to SEQ ID NO.1.

The method of Claim 2, wherein the mouse obesity model manifests a metabolic

syndrome.

‘The method of Claim 3, wherein the metabolic syndrome comprises obesity, insulin

resistance, chronic inflammation, or a combination thereof.
The method of Claim 2, wherein the period of time is at least 4 weeks.

The method of Claim 2, wherein inoculating the germ-free mouse comprises
intragastric administration, topical administration, oral administration, or a

combination thereof.

The method of Claim 2, wherein inoculating the germ-free mouse comprises

inoculating the germ-free mouse with at least 10? bacteria cells.
The method of Claim 2, wherein the diet comprises at least 4.5 kcal per gram.

The method of Claim 2 wherein the Enterobacter cloacae B29 is capable of

colonizing in the germ-free mouse’s gut.
A method for screening an obesity causing bacterium, comprising,

inoculating a germ-free mouse with an Enterobacter cloacae B29 having a

16S rRNA gene while feeding the germ-free mouse with a high-fat diet having 34.9%
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of fat content for a period of time to provide a mouse obesity model, wherein the

sequence of the 16S rRNA gene is at least 95% similar to SEQ ID NO.1 and the
Enterobacter cloacae B29 is capable of colonizing the gut of a germ-free mouse, and
the mouse obesity model exhibits at least one type of metabolic or immune system

disorders, and

comparing a test microorganism or combination thereof with the Enterobacter
cloacae B29, if the test microorganism or a combination thereof exhibits similar effect
as the Enterobacter cloacae B29, it is indicative that the test microorganism or

combination thereof may cause obesity.

The method of Claim 10, wherein the metabolic syndrome comprises weight gain,

obesity, insulin resistance, chronic inflammation, or a combination thereof.



