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Figure 1

SEQ ID NO: 2 Scaffold alpha chain variable region

10 20 30 40 50 60
AQSVTQLGSH VSVSEGALVL LRCNYSSSVP PYLEWYVQYP NQGLOLLLKY TSAATLVKGI
CDR1 CDR2
70 80 90 100 110
NGFEAEFKKS ETSFHLTKPS AHMSDAAEYEF CAARPSSSNT GKLIFGQGTT LQVKP

CDR3

SEQ ID NO: 3 Scaffold beta chain variable region

10 20 30 40 50 60
AAGVIQSPRH LIKEKRETAT LKCYPIPRHD TVYWYQOGPG QDPQFLISEY ERKMQSDKGSI
CDR1 CDR2
70 80 90 100 110
PDRFSAQQFS DYHSELNMSS LELGDSALYE CASSFTGFDE QFFGPGTRLT VL
CDR3
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Figure 2

SEQ ID NO 4: mutant alpha chain (a169)
AQSVTQLGSHVSVSEGALVLLRCNYSARWGDGVPPYLEWYVQYPNQGLOQLLLKYTGGDLVVKGINGEFE
AEFKKSETSFHLTKPSAHMSDAAEYFCAARPSSSNTGKLIFGQGTTLQVKP

SEQ ID NO 5: mutant alpha chain (a212)
AQSVTQLGSHVSVSEGALVLLRCNYSARWGDGVPPYLEWYVQYPNQGLQLLLKYTGGDLVVKGINGEFE
AEFKKSETSFHLTKPSAHMSDAAEY FCAARPSDSNTGKLIFGQGTTLQVKP

SEQ ID NO 6: mutant alpha chain (a213)
AQSVTQLGSHVSVSEGALVLLRCNYSARWGDGVPPYLEWYVQYPNQGLQLLLKYTGGDLVVKGINGEFE
AEFKKSETSFHLTKPSAHMSDAAEYFCAARPSSANTGKLIFGQGTTLQVKP

SEQ ID NO 7: mutant beta chain (b58)
AAGVIQSPRHLIKEKRETATLKCYPIPRHDTVYWYQQGPGQDPQFLISFFETMFSDKGSIPDRFSAQQ

FSDYHSELNMSSLELGDSALYFCASSVWDWDEQFFGPGTRLTVL

SEQ ID NO 8: mutant beta chain (b77)
AAGVIQSPRHLIKEKRETATLKCYPIPRHDTVYWYQQGPGQDPQFLISFFETKFSDKGSIPDRFSAQQ

FSDYHSELNMSSLELGDSALYFCASSVWDYDEQFFGPGTRLTVL

SEQ ID NO 9: mutant beta chain (b78)
AAGVIQSPRHLIKEKRETATLKCYPIPRHDTVYWYQQGPGQDPQFLISFFETMESDKGSIPDRESAQQ
FSDYHSELNMSSLELGDSALYFCASSVWDYDEQFFGPGTRLTVL

Figure 3

SEQ ID NO 10: Alpha extracellular constant domain
DIQONPDPAVYQLRDSKSSDKSVCLETDEFDSQTNVSQSKDSDVY ITDKCVLDMRSMDEKSNSAVAWSNK
SDFACANAFNNSIIPEDT

SEQ ID NO 11: Beta extracellular constant domain
EDLNKVFPPEVAVFEPSEAEISHTQKATLVCLATGFYPDHVELSWWVNGKEVHSGVCTDPQPLKEQPA
LNDSRYALSSRLRVSATFWQDPRNHFRCQVQFYGLSENDEWTQDRAKPVTQIVSAEAWGRAD
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Figure 4

SEQ ID NO 12: antiCD3-U0
ATQOMTQSPSSLSASVGDRVTITCRASQDIRNYLNWYQQKPGKAPKLLIYYTSRLESGVPSRFESGSGSG
TDYTLTISSLOPEDFATYYCQOGNTLPWTFGQGTKVEIKGGGGSGGGGSGGGGSGGGGSGGGSEVQLV
ESGGGLVQPGGSLRLSCAASGY SEFTGYTMNWVRQAPGKGLEWVALINPYKGVSTYNQKEFKDRFTISVD
KSKNTAYLOMNSLRAEDTAVYYCARSGYYGDSDWYFDVWGQGTLVTVSS

SEQ ID NO 13: antiCD3-U2
ATQMTQOSPSSLSASVGDRVTITCRASQDIRNYLNWYQQKPGKAPKLLIYYTSRLESGVPSRESGSGSG
TDYTLTISSLOPEDFATYYCQOGNTLPWTFGOGTKVEIKGGGGSGGGGSGGGGSGGGGSGGGSEVQLV
ESGGGLVQPGGSLRLSCAASGY SEFTGYAMNWVROQAPGKGLEWVALINPYKGVSTYNQKFKDRFTISVD
KSKNTAYLOMNSLRAEDTAVYYCARSGYYGDSDWY FDVWGQGTLVTVSS

SEQ ID NO 14: antiCD3-U28
ATOMTQSPSSLSASVGDRVTITCRASOQDIRNYLNWYQQOKPGKAPKLLIYYTSRLESGVPSRESGSGSG

TDYTLTISSLQPEDFATYYCQQOGNTLPWTEGQGTKVEIKGGGGSGGGGSGGGGSGGGGSGGGSEVQLYV
ESGGGLVQPGGSLRLSCAASGY SETGYAMNWVRQAPGKGLEWVALINPYKGVSTYNQKEFKDRETEFSVD
KSKNTAYLOMNSLRAEDTAVYYCARSGYYGDSDWY EDVWGQGTLVTVSS
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Figure 6
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