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(57) Abstract: The present invention addresses the problem of providing an antibody capable of detecting human PRB1
protein in serum as well as saliva. The problem is solved by an antibody capable of binding to human PRB1 protein or
an antigen-binding fragment of the antibody. The antibody has a configuration such that a heavy-chain variable region
comprises an amino acid sequence having 95% or higher identity to a heavy-chain variable region represented by an amino
acid sequence lying between position-21 to position-141 in SEQ ID NO:11, and a light-chain variable region comprises an
amino acid sequence having 95% or higher identity to a light-chain variable region represented by an amino acid sequence
lying between position-26 to position-132 in SEQ ID NO:16.
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