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Figure 1D
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Figure 2

polylinker




12/13

= WO ov>Y HSM-€ v vd 0PAS Lo |.

| auab oovu:ysy-cd

] vd opns] ausab deu As_ ANO

P omaI]

N%_ _59,\>mv HSM-E V<Qo¢>w 1 10 e
HAQyw:IAqQyw:ySy-gd

S vdoms|enolznolH [iHo] HA EEEEE ovnsl 10 || A |

SSEer

¢ 9IN3L]



13/13

4

v;mmv{mmmw%
7

HSM-€

uo ovyv

1CHO

HLHO| HA HAE ANl

= vdomsleHolzHo

HiLH

o HA ,Ez Ao

v vd OvAS

AVINNH _\.mwx“_ma

Lo

wd Si I_HL

vdovAsl 1D

vd ovAsl 1D

1A HAE NND |
A !A_z AWD o fases

REI >§. I |

{vd OPAS fomend

€HO

vd OPAS ot

v OPAS |t FIIN >§g HA _\IOE, NIO*

£
H

vd ovASHEHD NIO~HFIO, HA

)
3

sl
3

AN AW >

| HA

LHO

E CHOHEHOD||vd OvAS =

HA || LHO| H [zHolleHo]vd s}
1IN @! TA 071D <Qov>ws...w

SEXTETT




<1l10>

<1lz20>

BioFactura,

SEQUENCE LISTING

Inc.

TRANSFECTED CELLS
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<150>
<151>

Uus

<160> 4
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<210> 1
<211>
<212>
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DNA
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<400> 1
atgcetggat

cgaatgttgy
cgaaaacatg
ggagacattc
cacaccgctg
aatctgaaag
atctacagcea
gceccatgagy
atggctgaga
catacttgtg
actgtgaaaa
gccaacccag
caggaccoca
cctcaccaaa
gattctgget
gtgagcttce
acagtgctaa
cagccacttyg

gtgaagcagce
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sp.

ggagctgect
tgcaggagga
aagaggaatt
tggatgeecca
ctgectattga
gtactcagct
gctcagtget
aagagcatca
aggcagtgcet
ccttaagact
cagcactgaa
tgtatgtggg
agaagtccee
gctatgatga
ggaggcttec
tgctacgtce
atagcegtgtt
tcagectggga

acagggagac
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gtccaagetg
atgecctgaag
ccecegtggat

cctactggat

tgtggctgga
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tgctgteate
cctagatgte
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Asn

Ile

320

Arg

Lys

Leu

Cys

Leu

Val

Lys

80

Asn

Asn

Rsp



Ser

Gly

145

Asp

Ala
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Val

225

Thr

Leu
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305

Val
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Asn
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