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FIG. 3A

WT-1 isoform A
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FIG. 3B

WT-1 isoform B
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FIG. 3C

WT-1 isoform D
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FIG. 3D

WT-1 isoform E
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FIG. 3E

WT-1 isoform F
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FIG. 4A

Construct 3158

GSHSMRYFSTSVSRPGRGEPRFIAVGYVDDTQFVRFDSDAASQRMEPRAPWIEQE
GPEYWDEETGKVKAHSQTDRENLRIALRAYNOSEAGSHTLOMMFEGCDVGSDGR

FIRGYHOYAYDGKDYIALKEDIRSWTAADMAAOITKRKWEAAHVAEQORAYL
EGTCVDGLRRYLENGKETL.ORTDPPKTHMTHHPISDHEATLRCWALGFYPAFEITL
TWORDGEDQTOQDTEILVETRPCGDGTFOKWAAVVVPSGEEQRYTCHVOHEGLP
KPLTIL RWEGGGGSGGGGSGGGGSAPTSSSTKKTQLQLEALLLDLQMILNGIN
NYKNPKLTRMLTAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFH
LRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIISTLTG
GGGSGGGGSGGGGSGGGGSAPTSSSTKKTQLQLEALLLDLQMILNGINNYKN
PKLTRMLTAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFHLRPR
DLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIISTLTGGGGS
GGGGSGGGGSDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVS
HEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKV
SNKALPAPIEKTISKAKGOPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPG

HLA-A*24:02 — double underlined
(G4S)3 and (G4S)4 — underlined
1IL-2 (H16A; F42A) — bold

Human IgG1 Fc (LALA) — italicized
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FIG. 4B

Construct 2750

APTSSSTKKTQLOLEALLLDLOMILNGINNYKNPKLTRMLTAKFYMPKKATELKHLQCL
EEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFL
NRWITFCQSIISTLTGGGGSGGGGSGGGGSGGGGSAPTSSSTKKTQLOLEALLLDLOMI
LNGINNYKNPKLTRMLTAKFYMPKKATELKHLOCLEEELKPLEEVLNLAQSKNFHLRPR
DLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIISTLTGGGGSGGGGE
SGGGGSGGGGSGSHSMRYEFSTSVSRPGRGEPREFTAVGYVDDTQFVRFDSDAASQRMEPR
APWIEQEGPEYWDEETGKVKAHSQTDRENLRIALRAYNQSEAGSHTLOMMEGCDVGSDG
RFLRGYHQYAYDGKDYTIALKEDLRSWTAADMAAQI TKRKWEAAHVAEQQRAYLEGTCVD
GLRRYLENGKETLQRTDPPKTHMTHHPISDHEATLRCWALGFYPAETTLTWORDGEDQT
QDTELVETRPCGDGTEFQKWAAVVVPSGEEQRYTCHVQHEGLPKPLTLRWEAAAGGDKTH
TCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVE
VHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQ
PREPQVYTLPP SREEMTKNOVSLTCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSD
GSFFLYSKLTVDKSRWOOGNVESCSVMHEALHNHYTOKSLSLSPGK* *

IL2(H16A; F42A) — bold

(G4S)4 linker — italicized

HLA-A*2402 (Y84A; A236C) — double underlined
AAAGG linker — bold and italicized

hIgG1 Fe (L234A; L235A) — bold and underlined
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FIG. 4C

Construct 3159

GSHSMRYFSTSVSRPGRGEPRFIAVGY VDDTQFVRFDSDAASQRMEPRAPWIEQE
PEYWDEETGKVKAHSQTDRENIRIALRAY EAGSHTL.OMMFGCDVGSDGR

FLRGYHQYAYDGKDYIALKEDLRSWTAADMAAQITKRKWEAAHVAEQORAYL

EGTCVDGILRRYILENGKETLORTDPPKTHMTHHPISDHEATLRCWALGFYPAEITL
TWORDGEDQTQDTEIL VETRPCGDGTFOKWAAVVVPSGEEQRYTCHVOHEGLP

KPLTIRWEAAAGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVICVV
VDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHOQDWLNGKEY
KCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIA
VEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOQGNVFSCSVMHEALAN
HYTOKSLSLSPGGGGGSGGGGSGGGGSAPTSSSTKKTQLQLEALLLDLQMILN
GINNYKNPKLTRMLTAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSK
NFHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIIS
TLTGGGGSGGGGSGGGGSGGGGSAPTSSSTKKTQLQLEALLLDLQMILNGIN
NYKNPKLTRMLTAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFH
LRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIISTLT

HLA-A*24:02 — double underlined
Human IgG1 Fc (LALA) — italicized
(G4S)3 and (G4S)4 — underlined
IL-2 (H16A; F42A) — bold
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FIG. 4D

Construct 2752

CMTWNOMNLGGGGSGGGGSGGGGS IORTPKIQVYSCHPAENGKSNELNCYVSGFHPSDI

EVDLLKNGERIERVEHSDLSFSKDWSFYLLYYTEFTPTERKDEYACRVNHVTLSQPRKIVK
WDRDM

epitope: CMTWNQMNL — WT1 (235-243)
(G4S)3 — underlined

B2M (R12C) — italicized

FIG. 4E

Construct 2753

CYTWNQMNLGGGGSGGGGSGGGGS IQRTPRIQVYSCHPAENGKSNFLNCYVSGFHPSDIE

VDLLKNGERIEKVEHSDLSESKDWSFYLLYYTEFTPTEKDEYACRVNHVILSQPKIVEKW
DRDM

epitope: CYTWNQMNL - WT1 (235-243)
(G4S)3 — underlined
B2M (R12C) — italicized
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FIG. 8 (continued)
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FIG. 9A

o ol o S R g
L [Pl 2]
e srrs wrd greh e eedh rrrh rd P

Lt

W
X2

oy

R

g e

2

7

H

s

N

Laded

o

ORI
L
B
R

batd ‘ b
# frz 25 Y]
fee pe's P b S
P v I sy prion
274 kS kS Yol Yor
oL s . i
P + %4 AT o AR b
£ 5 Tu i i i i a4 . B
12 [ P g < t $
; H TR wa h i oo g
3 4 # 55 Y owd g b2 g o
P P T LM oLn 110 b [ 51
43 v el e w A )
Es% ¥ i b R S b3
P -, - . P :
Lt b 2 123 oyl T
i % F %
s % Sox
4 54 z = P
PP PP ansk P P
’ s I 4 e 4
2 2 e 5 P ¥
7 G ’ el “ Fed b 174
“ % 4] S 224 9z 29
% » [47] o o 3 %} w2
i 2 # . foa Lon 5t
Z 7 P o - 4
s \ # v Sy Soer ik
2 ; i i P P o
v 5k g ¥ 3 ey
s % k . b
(2] b Yo
29 W
5 i
b <
4
fou ] :
six 7 et
b oy 3 o
7 [ i o
|2 w7 Py ]
7 7y 7 [
i ) Bl
) 52 y ;
4 o e
e %
iy b %
t e ¢
o %
o33

; ;
e b1 7
4 4 4
3. s s
’ o 5 [
- i L h
b 7 i
V% %
: %
5 i h e
s b1 ¥
7 i 5
i L g wet
i ] % LA %

i g ek st ot R R
5 o

P
A




WO 2020/132297 PCT/US2019/067575

21/66

FIG. 9B

GSHSMRYFXITSVSRPGRGEPRFTAVGYVDDTQFVRFDSDAASQXZMEPRAPWIEQEGPEYWDY
3X41X5X6X7KEX8”QX9X10RX11X12LX13X14X15X16X17YYVQ$LX18p;H 'X190X20

MX21GCDVGX22DX23RFLRGYXZ40XE5AYDCKDY TALEZ6EDLREWTAADMAAQK2ZTTX287
X2 OKWEX30X31X32EA EPX33QX3 YLX35GX36CVEITXIBLRRYLENGKE TL“‘T“X399Y

THMTHHX40X41S D"FATIPCWATX42FVPMF TLIWQRDGEDQTQDTELVET RDAGDPT QKW
AK43VVZ O”XééFpT TFHVQ"FGuPKLuL“RTJX45

X1 is ¥, Y 5, Oor T; X2 is K or R; X3 13 Q, G, E, or R; X4 is N

S
R or G; X6 is N or K; X7 is M or V; X8 is H or Q; X9

is T or I; X10 is D or H; X11 is A, V, or E; X1z is N or D; X13
is G or Ry X14 is T or I; X15 is L oxr A; Xlo is R or L; X17 1is G
or R; X188 is A or D; X19 is I, L, or V; X200 ig I, R or M; X21 is
Foor Y; XZ2Z 1is 35 or P; X23 1s W or G; X24 1is R, H, or @; XZ5 is
D or Y; X26 1z N or K; X27 is T or I; X28 is K or Q; X29 is R or
H; X30 is A or T; X31 is A or V; X32 is H or R; X332 is R, L, Q,
or W; X34 is V or A; X35 is D or E; X36 is R or T; X37 is D or
E; X38 is W or G; X39 is P or A; X40 is P or A; X4lis V or 1;
X422 is S or G; 43 is A or S; ¥44 is Q or E; and ¥45 is P or L.
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FIG. 10A

1
&

TR
A 2

AR

33

T3

AT

VY

N

-

R

b3

Y
ELtiE)

L

b
P

43

o
24

ot

(oo s i 4o
Lo ]

eI I e T e

G
TRIP

P

Bk

SDF

. T
L&

sl

L
P2 7
P 223
o
“
wd v wh W
[
T
> &
Lop
4
%
#
£
Ed
e
&
o %
P %
prg b
< A .
is e &
2 #
<3

k]

Lo

£

s

P

RA A R R

*
£
E3
4
kS
3
v
*
¥
21
7

£

I

EiE)

HVGHEGL

TS
L

et
“r
bigs

W e R R R

z

EEE

R Y

FoN W W R

&



WO 2020/132297 PCT/US2019/067575

23/66

FIG. 10B

GSHSMRYFX1TX2X3SRPGRGEPRFIX4VGYVDDTX5FVRFDSDAX6SPRX7X8PRAPWIEQEG
PEYWDRX9TQOX10X11KTX12X13TQOX14YX15X16NLX17X18X19X20YYNQSEAGSHX21X
22QX23MYGCDLGPDGRLLRGHDQSAYDGKDY IALNEDLX24 SWTAADTAAQTIX25Q0RKX26EA
ARX27AEQX28RX29YLEGX30CVEWLRRYLENGKX31X32L.X33RADPPKTHVTHHPX34SDH
EATLRCWALGFYPAEITLTWQRDGEDQTQDTELVETRPAGDRTEF QKWAAVVVPSGEEQRYTCHV
QHEGLPKPLTLRWEP

X1 is H, Y, or D; X2 is A or S3; X3 is M or V; X4 is A, S, or T;
X5 is Q or L; X6 is A or T; X7 is E, M K, or T; X8 is A or T; X9
is E or N; X10 is I or K; X11 is Y, F, S, or C; X12 is N or Q;
X13 1is A or T; X14 is D or Y; X15 1is E or V; X1l6 is S or N; X17
is T, N, or I; X18 is A or L; X19 is L, or R; X20 is R or G; X21
is T or I; X22 is L or I; X23 is R or S; X24 is R or S; X25 is S
or T; X26 is L or W; X27 is E OR V; X28 is R, D, L or W; X29 is
A or T; X30 is L, E or T; X31 is E or D; X32 is K or T; X33 1is E
or Q; and X34 is I or V.
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FIG. 11B

X1SHSMX2YFX3TAVSX4PCRGEPX5F IX6VGYVDDTQFVXTFDSDAASPRCEPRX8PWVEQEG
PEYWDRETQX9YKRQAQX10DRVX11LRX12LRGYYNQSEX13X14SHX15X160X17MX18GC
DX19GPDGRLLRGX20X210X22AYDGKDY IALNEDLRSWTAADTAAQTI TQRKX23FAARX24A
EQX25RAYLEGX26CVENLRRYLX27NGKX28 TLORAEX2 9PKTHVTHHPX30SDHEATLRCWA
LGFYPAEITLTWOX31DGEDQTODTELVETRPAGDGTFOKWAAVX32VPSGX33EQRYTCHX34
QHEGLX35EPLTLX36WX37P

X1l is C or G; X2 is R or K; X3 is F, Y, S, or D; X4 is R or W;
X5 is H or R; X6 is A or S; X7 is Q or R; X8 is A or E; X9 is N
or K;X10 is T or A; X11 is S or N; X12 is N or K; X13 is A or D;
X14 is G or R; X15 is T or I; X16 is L or I; X17 is W or R; X18
is C, Y, F, or S; X19 is L, or V; X20 is Y or H; X21 is D or N;
X22 i1is Y, F, S, or L; X23 is L or W; X24 is E, A, Or T; X25 1is
R, L, or W; X26 is L or T; X27 is E OR K; X28 is E or K; X29 is
H or P; X30 is R or V; X31 is W or R; X32 1is V or M; X33 is E or
Q; X34 is M or V; X35 is P or Q; X36 is R or S; and X37 is P or
G.
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FIG. 12
HLA-E
GSHSLKYFHT SVSRPGRGEP RFISVGYVDD TQFVREFDNDA ASPRMVPRAP
WMEQEGSEYW DRETRSARDT AQIFRVNLRT LRG;YNQS&EA GSHTLQWMHG
CELGPDEZRFL RGYEQFAYDG KDYLTLNEDL RSWTAVDTéA QISEQKSNDA
SEAFHQX3X4YL EDTCVEWLHK YLEKGKETLL HLEPPKTHVT HHPISDHEAT
LRCWALGFYP AEITLTWQQD GEGHTQDTEL VETRPAGDGT FQKWAAVVVP
SGEEXERYTCH VQHEGLgEEPV TLRWKPASQP TIPI N
Xl= K or E; X2= R or G; X3= R or G; X4= A or V; Xb= Q or P; and X6=
P or S
Encompasses: HLA-E*0101 (HLA-E*01:01:01:01); HLA-E*(01:03 (HLA-
E*01:03:01:01); HLA-E*01:04; HLA-E*01:05; HLA-E*01:06; HLA-E*(01:07;
HLA-E*(01:09; HLA-E*(01:10
HLA-F
GSHSLRKEFST AVSRPGRGEP RYIAVEYVDD TQFLREDSDA AIPRMEPREEQ
WVEQEGPQYW EWTTGYAKAN AQTDRVALRN LLRRYNQSEA GSHTLQGMNG
CDMGPDGRLL RGYHQHAYDG KDYISLNEDL RSWEAADTXA QITQRFYEAE
EYAEEFRTYL EGECLELLRR YLENGKETLQ RADPPKAH?A HHPISDHEAT
LRCWALGFYP AEITLTWQRD GEEQTQDTEL VETRPéGDGT FQKWAAVVVP
EéGEEQRYTCH VOHEGLPQPL ILRWEQSE&QP TIPI

Xl= Y or F;

X2= P or Q;

X3= S or P; and X4= P or L

Encompasses:
F*01:03(HLA-F*01:03:01:01);

HLA-F*0101

(HLA-F*01:01:01:01);
HLA-F*01:04;

HLA-F*01:02;
HLA-F*01:05; HLA-F*01:06;

HLA-

HLA-G

GSHSMRYFSA AVELRPGRGEP RFIAMG&EVDD §§QF§£RFDSDS ACPRMEPRAP

WVE§§EGPEYW EEETRNTKAH AQTDRMNLQT §§RGXYNQSEA SSHTLQWMIEZ
CDLX8X9DGRL§£2 RGYEQYAYDG KDYLALNEDL RSWTKADTéA QISKRKCEAA

NVAEQRRAX11lL  EGTCVEWLX12R X13LENGKEX14LQ RADPX15KTHVT HHPVFDYEAT

LRCWALGFYP AEIILTWQELED GEDQTQDVEL VETRPQGDGT FQKWAAVVVP

SGEEQRYELZCH VOHEGLPEPL MLRWEngSSLP TIPI

Xl= S or F; X2= Y or H; X3= T, 8, or M; X4= L or V; X5= Q or R; X6=
P or L; X7= G or D; X8= G or V; X9= S or C; X10= L or I; X1ll= Y or

H; X12= H or R; X13= Y or H; X14= M or T; X15= P or A; Xl6= R, W,

or Q; X17= T or M; X18= K or E;

Encompasses: HLA-G*0101 (HLA-G*01:01:01:01); HLA-G*01:02; HLA-
G*01:03 (HLA-G*(01:03:01:01),; HLA-G*01:04 (HLA-G*01:04:01:01); HLA-
G*01:06; HLA-G*01:07; HLA-G*01:08; HLA-G*01:09: HLA-G*(01:10; HLA-
G*01:10; HLA-G*01:11; HLA-G*(01:12; HLA-G*01:14; HLA-G*(01l:15; HLA-
G*01:16; HLA-G*01:17; HLA-G*01:18: HLA-G*01:19; HLA-G*(01:20; HLA-
G*01:22
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FI1G. 13

HLA-A GSHSMRYFXTSVSRPGRGEPRE IAVGYVDDTQEFVREDSDAASQXMEPRAPWIEQEGPEYW 60
HLA-B GSHSMRYFXTXXSRPGRGEPREIXVGYVDDTXFVREDSDAXSPRXXPRAPWIEQEGPEYW 60
HLA-C XSHSMXYFXTAVSXPGRGEPXF IXVGYVDDTQFVXFDSDAASPRGEPRXPWVEQEGPEYW 60
HLA-E GSHSLKYFHTSVSRPGRGEPREISVGYVDDTQFVREDNDAASPRMVPRAPWMEQEGSEYW 60
HLA-F GSHSLRXFSTAVSRPGRGEPRYIAVEYVDDTQFLREFDSDAAIPRMEPREXWVEQEGPQYW 60
HLA-G GSHSMRYF SAAVXRPGRGEPREFIAMGXVDDXQFXRFDSDSACPRMEPRAPWVEXEGPEYW 60

***: * : * Kk k kK :* : * K Kk * **.*: * K *:* * K :**

84

HLA-A DXXTXXXKAXSOXXRXXYPXKXXXHYFNQSEKGSHTXQOXMXGCDVGXDXRFLRGYXQOXAYDG 120
HLA-B DRXTOXXKTXXTOXYXXNLXXXAYKYNQOSERGSHXXQOXMYGCDLGPDGRLLRGHDQSAYDG 120
HLA-C DRETQOXYKRQAQXDRVXIRXLREGYYNQSEKXSHXXOXMXGCDXGPDGRLLRGXXQOXAYDG 120
HLA-E DRETRSARDTAQIFRVNIRTLRGYYNQOSXRGSHTLOQWMHGCELGPDXRFLRGYEQFAYDG 120
HLA-F EWITTGYAKANAQTDRVAINRNLLARKNQSEAGSHTLQGMNGCDMGPDGRLLRGYHQHAYDG 120
HLA-G EEETRNTKAHAQTDRMNIYQOTXRGYKYNQSEASSHTLOWMIXCDLXXDGRLXRGYEQYAYDG 120

* : pe xSk K * ok *x % *: * *: * K * * ok ok K

aacl aac?
139
HLA-A KDYIALXEDLRSWTAADMAROXTXKKWEXXXEAEQXRXYLXGXCVXXLRRYLENGKETLQ 180
HLA-B KDYIALNEDLXSWTAADTYARQOIXQORKXEAARXAEQXRXYLEGXCVEWLRRYLENGKXXLX 180
HLA-C KDYIALNEDLRSWTAADTARQITORKXEAARXAEQXRAYLEGXCVEWLRRYLXNGKXTLQ 180
HLA-E KDYLTLNEDLRSWTAVDIARQOISEPKSNDASEAEHOXXYLEDTCVEWLHKYLEKGKETLL 180
HLA-F KDYISLNEDLRSWITAADIVROITORE YEAEEYAEEFRTYLEGECLELLRRYLENGKETLO 180
HLA-G KDYLALNEDLRSWIAADIARQISKRKCEAANVAEQRRAXLEGTCVEWLXRXLENGKEXLQ 180
***::* kAKX kAKX KX Kk .** : **. * . *: * : * :** *
aac3 aacé
236

HLA-A RIDXPKTHMTHHXXSDHEATLRCWALXFYPAEITLTWORDGEDQTODTEYVETRPRGDGTE|241
HLA-B RADPPKTHVTHHPXSDHEATLRCWALGFYPAEITLTWQRDGEDQTQDTEYVETRPAGDRTE|241
HLA-C RAEXPKTHVTHHPXSDHEATLRCWALGFYPAEITLTWOXDGEDQTODTEYVETRPAGDGTE|241
HLA-E HLEPPKTHVTHHPISDHEATLRCWALGFYPAEITLTWQQODGEGHTQODTELYVETRPRGDGTE|241
HLA-F RADPPKAHVAHHPISDHEATLRCWALGFYPAEITLTWQRDGEEQTCDTEYVETRPAGDGTE|241
HLA-G RADPXKTHVTHHPVEDYEATLRCWALGFYPAEIILTWOXDGEDQTODVELYVETRPAGDGTE|241

*:*::** *:********* KAKXKIKKX XKAAkKX KKK :***‘********** * K

ach aacé

HLA-A QKWAXVVVPSGXEQRYTCHVQHEGLPKPLTLRWEX ———————— 276
HLA-B QKWAAVVVPSGEEQRYTCHVQHEGLPKPLTLRWEP ———————— 276
HLA-C OKWAAVXVPSGXEQRYTCHXQHEGLXEPLTLXWXP———————— 276
HLA-E QKWAAVVVPSGEEXRYTCHVQHEGLXEPVTLRWKPASQPTIPI 284
HLA-F QKWAAVVVPXGEEQRYTCHVQHEGLPOQPLILRWEQSXQPTIPI 284
HLA-G OKWAAVVVPSGEEQRYXCHVQHEGLPEPLMLRWXQSSLPTIPI 284

Fhkx Kk kKX Kk Kk KkKk xKk Kkkkkk k. x K
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APTSSSTKKTQLOLEALLLDLOMILNGINNYKNPKLTRMLTAKFYMPKKATELKHLOCLEEELKP

LEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTEMCEYADETATIVEFLNRWITEFCQSIIS

TLTGGGGSGGGGSGGGGSGGGGSAPTSSSTKKTQLOLEALLLDLOMILNGINNYKNPKLTRMLTA

KFPYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTEFMCEY

ADETATIVEFLNRWITFCQSIISTLTGGGGSGGGGSGGGGSGGGGSGSHSMRYFFTSVSRPGRGE

PRETAVGYVDDTQFVREFDSDAASQRMEPRAPWIEQEGPEYWDGETRKVKAHSQTHRVDLGTLRGC

YNQSEAGSHTVORMYGCDVGSDWRELRGYHOYAYDGKDYTALKEDLRSWTAADMAAQTTKHKWEA

AHVAEQLRAYLEGTCVEWLRRYLENGKETLOQRTDAPKTHMTHHAVSDHEATLRCWALSFYPAETT

LTWORDGEDQTODTELVETRPCGDGTEFQKWAAVVVPSGOEQRYTCHVOHEGLPKPLTLRWEAAAG

GDKTHICPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVICVVVDVSHEDPEVKENWYVDGVEV
HNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVY
TLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDK
SRWQOGNVFSCSVMHEALHNAYTQKSLSLSPGK

hIL2 (H16A; F42A) -- underlined

(G4S)n — bold

HLA A0202 (Y84C; A236C) — double underlined
AAAGG -bold

IgG1 Fec (LALA) -- italicized
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FIG. 14B

2380

VLDFAPPGAGCGGSGGGGSGGGGSIQRTPKIOVYSCHPAENGKSNFLNCYVSG
FHPSDIEVDLLKNGERIEKVEHSDLSEFSKDWSFYLLYYTEFTPTEKDEYACRVNH
VTLSOPKIVKWDRDM

WT1(37-45) epitope: VLDFAPPGA (SEQ ID NO://)
G2C linker — bold
B2M (R12C) — underlined

FIG. 14C
2381
RMFPNAPYLGCGGSGGGGSGGGGSIQRTPKIQVYSCHPAENGKSNFLNCYVSG

FHPSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNH
VTLSQPKIVKWDRDM

WT1(126-134) epitope: RMFPNAPYL (SEQ ID NO://)
G2C linker -- bold
B2M (R12C) — underlined
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FIG. 14D

2405

APTSSSTKKTQLOLEALLLDLOMILNGINNYKNPKLTRMLTAKF YMPKKATELKHLOQCLEEELKP

LEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSITS

TLTGGGGSGGGGSGGGGSGGGGSAPTSSSTKKTQLOLEALLLDLOMILNGINNYKNPKLTRMLTA

KFPYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEY

ADETATIVEFLNRWITFCOSIISTLTGGGGSGGGGSGGGGSGGGGSGSHSMRYFTITSVSRPGRGE

PREFTAVGYVDDTQFVRFDSDAASQRMEPRAPWIEQEGPEYWDGETRKVKAHSQTHRVDLGTLRGC

YNQSEAGSHTVORMYGCDVGSDWRELRGYHOYAYDGKDYTALKEDLRSWTAADMAAQTTKHKWEA

AHVAEQLRAYLEGTCVEWLRRYLENGKETLOQRTDAPKTHMTHHAVSDHEATLRCWALSFYPAETT

LTWORDGEDQTODTELVETRPAGDGTFQKWAAVVVPSGOEQRYTCHVOHEGLPKPLTLRWEAAAG

GDKTHICPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVITCVVVDVSHEDPEVKENWYVDGVEV
HNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVY
TLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTVDK
SRWQOGNVEFSCSVMHEALHNHYTQKSLSLSPG

hIL2 (H16A; F42A) -- underlined
(G4S)n - bold

HLA A0202 (Y84C) — double underlined
AAAGG -bold

IgG1 Fe (LALA) -- italicized
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FIG. 14E
1380

APTSSSTKKTQLQLEALLLDLOMILNGINNYKNPKLTRMLTAKF YMPKKATELKHLQCLEEELKP

LEEVLNLAQSKNFOLRPRDLISNINVIVLELKGSETTEMCEYADETATIVEFLNRWITEFCQOSIIS

TLTGGGGSGGGGSGGGGSGGGGSAPTSSSTKKTQLOLEALLLDLOMILNGINNYKNPKLTRMLTA

KFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEY

ADETATIVEFLNRWITFCQSIISTLTGGGGSGGGGSGGGGSGGGGSGSHSMRYFFTSVSRPGRGE

PRETAVGYVDDTQFVRFDSDAASQRMEPRAPWIEQEGPEYWDGETRKVKAHSQTHRVDLGTLRGA

YNQSEAGSHTVORMYGCDVGSDWRELRGYHOYAYDGKDYTALKEDLRSWTAADMAAQTTKHKWEA

ANOVAEQLRAYLEGTCVEWLRRYLENGKETLOQRTDAPKTHMTHHAVSDHEATLRCWALSEYPAERTT

LTWORDGEDQTODTELVETRPCGDGTEFQKWAAVVVPSGOEQRYTCHVOHEGLPKPLTLRWEAAAG

GDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEV
HNAKTKPREEQYNSTYRVVSVLIVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQFREPQVY
TLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDK
SRWQOGNVFSCSVMHEALHNAYTQKSLSLSPGK

hIL2 (H16A; F42A) -- underlined

(G4S)n - bold

HLA A0202 (A236C) — double underlined
AAAGG - bold

IgG1 Fc (LALA) -- italicized
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VLDFAPPGAGCGGSGGGGSGGGGSIQRTPKIOVYSRHPAENGKSNFLNCYVSG
FHPSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNH
VTLSQPKIVKWDRDM

WT1(37-45) epitope: VLDFAPPGA (SEQ ID NO://)
G2C linker — bold
B2M — underlined

FIG. 14G

(39

76

5]

RMFPNAPYLGCGGSGGGGSGGGGSIORTPKIOVYSRHPAENGKSNFLNCYVSG
FHPSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNH
VTLSOPKIVKWDRDM

WTT1 (126-134) epitope: RMFPNAPYL (SEQ ID NO://)
G2C linker — bold
B2M — underlined

FIG. 14H

7%

62

wn

YMFPNAPYLGCGGSGGGGSGGGGSIQRTPKIQVYSCHPAENGKSNFLNCYVSG
FHPSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNH
VTLSQPKIVKWDRDM

WTI (126-134; R126Y) epitope: YMFPNAPYL (SEQ ID NO://)
G2C linker — bold
B2M (R12C) — underlined
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YMFPNAPYLGCGGSGGGGSGGGGSIORTPKIQVYSRHPAENGKSNFLINCYVSG
FHPSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNH
VTLSQPKIVKWDRDM

WT1 (126-134; R126Y) epitope: YMFPNAPYL (SEQ ID NO://)
G2C linker — bold
B2M — underlined
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FIG. 17A
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FIG. 17C
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FIG. 18A
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FIG. 18C
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FIG. 20A

3592

APTSSSTKKTQLQLEALLLDLOQMILNGINNYKNPKLTRMLTAKFYMPKKAT
ELKHLQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFM
CEYADETATIVEFLNRWITFCQSIISTLTGGGGSGGGGSGGGGSGGGGSAPTSS
STKKTQLQLEALLLDLOQMILNGINNYKNPKLTRMLTAKFYMPKKATELKH
LQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYA
DETATIVEFLNRWITFCQSIISTLTGGGGSGGGGSGGGGSGGGGSGSHSMRYFS
TSVSRPGRGEPRFIAVGYVDDTQFVRFDSDAASORMEPRAPWIEQEGPEYWDEE

TGKVKAHSOTDRENLRIALRCYNOQSEAGSHTLOMMFEGCDVGSDGRFLRGYHOQY

AYDGKDYIALKEDLRSWTAADMAAOQITKRKWEAAHVAEQORAYLEGTCVDGL
RRYLENGKETLORTDPPKTHMTHHPISDHEATLRCWALGFYPAEITLTWQRDGE

DOTODTELVETRPCGDGTFOKWAAVVVPSGEFORYTCHVOHEGI PKPI TILRWE
AAAGGDKTHTCPPCPAPEAAGGPSYVFLFPPKPKDTLMISRTPEVTCVVVDVS

HEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNG

KEYKCKVSNKALPAPIEKTISKAKGOPREPOVYTLPPSREEMTKNQVSLTCL
VKGFYPSDIAVEWESNGOQPENNYKTTPPVLDSDGSFFLYSKLTYVDKSRWQQ

GNVESCSYVMHEALHNHYTOKSLSLSPG

IL-2 (H16A; F42A) - bold

(G48)4 — underlined

HLA-A*24:02 (Y84C; A236C) — double underlined
AAAGQG linker — bold and italicized

hlgG1 Fe (L234A; L235A) — bold and underlined
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FIG. 20B
3425

GSHSMRYFSTSVYSRPGRGEPRFIAVGYVDDTOFVRFDSDAASORMEPRAPWIEQE
GPEYWDEETGKVKAHSOTDRENLRIALRCYNOQSEAGSHTLOMMFEGCDVGSDGR
FLRGYHOYAYDGKDYIALKEDLRSWTAADMAAQITKRKWEAAHVAEQORAYL
EGTCVDGILRRYLENGKETLORTDPPKTHMTHHPISDHEATL.RCWALGFYPAEITL
TWORDGEDOTODTELVETRPCGDGTFOKWAAVVVPSGEEORYTCHVOHEGLP
KPLTLRWEAAAGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVT
CVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLH
ODWILNGKEYKCKVSNKALPAPIEKTISKAKGOPREPOVYTLPPSREEMTKN
QVSLTCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWOOQGNVFSCSYMHEALHNHYTOKSLSLSPGGGGGSGGGGSCGGGGSAPT
SSSTKKTQLQLEALLLDLOMILNGINNYKNPKLTRMLTAKFYMPKKATELK
HLQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEY
ADETATIVEFLNRWITFCQSIISTLTGGGGSGGGGSGGGGSGGGGSAPTSSSTK
KTQLQLEALLLDLQMILNGINNYKNPKLTRMLTAKFYMPKKATELKHLQC
LEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADET
ATIVEFLNRWITFCQSIISTLT

HLA-A*24:02 (Y84C; A236C) — double underlined
AAAGG linker — bold and italicized

hIgG1 Fe (L234A; L235A) — bold and underlined
(G4S); and (G4S)4 — underlined

IL-2 (H16A; F42A) — bold
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FIG. 20C

196

GSHSMRYFSTSVSRPGRGEPRFIAVGYVDDTOFVRFDSDAASORMEPRAPWIEQE
GPEYWDEETGKVKAHSOTDRENLRIALRCYNOQSEAGSHTLOMMFEGCDVGSDGR
FLRGYHOYAYDGKDYIALKEDLRSWTAADMAAQITKRKWEAAHVAEQORAYL
EGTCVDGILRRYLENGKETLORTDPPKTHMTHHPISDHEATLRCWALGFYPAEITL
TWORDGEDOTODTELVETRPCGDGTFOKWAAVVVPSGEEQRYTCHVOHEGLP
KPLTLRWEAAAGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVT
CVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLH
ODWILNGKEYKCKVSNKALPAPIEKTISKAKGQPREPOVYTLPPSREEMTKN
OVSLTCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTVD

KSRWOOGNVFSCSYMHEALHNHYTOQKSISLSPG

HLA-A*24:02 (Y84C; A236C) — double underlined
AAAGG linker — bold and italicized
hlgG1 Fe (L234A; L235A) — bold and underlined
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FIG. 20D
2764

GSHSMRYFSTSVYSRPGRGEPRFIAVGYVDDTOFVRFDSDAASORMEPRAPWIEQE
GPEYWDEETGKVKAHSOTDRENLRIALRAYNOQSEAGSHTLOMMFEGCDVGSDGR
FLRGYHOYAYDGKDYIALKEDLRSWTAADMAAQITKRKWEAAHVAEQORAYL
EGTCVDGILRRYLENGKETLORTDPPKTHMTHHPISDHEATL.RCWALGFYPAEITL
TWORDGEDOTODTELVETRPCGDGTFOKWAAVVVPSGEEORYTCHVOHEGLP
KPLTLRWEAAAGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVT
CVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLH
ODWILNGKEYKCKVSNKALPAPIEKTISKAKGOPREPOVYTLPPSREEMTKN
QVSLTCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTVD

KSRWOOQGNVFSCSYMHEALHNHYTQKSLSLSPGK

HLA-A*24:02 (Y84A; A236C) — double underlined
AAAGG linker — bold and italicized
hIgG1 Fe (L234A; L235A) — bold and underlined



WO 2020/132297 PCT/US2019/067575

45/66

FIG. 20E
3593

APTSSSTKKTQLQLEALLLDLOQMILNGINNYKNPKLTRMLTAKFYMPKKAT
ELKHLQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFM
CEYADETATIVEFLNRWITFCQSIISTLTGGGGSGGGGSGGGGSGGGGSAPTSS
STKKTQLQLEALLLDLOMILNGINNYKNPKLTRMLTAKFYMPKKATELKH
LQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYA
DETATIVEFLNRWITFCQSHSTLTGGGGSGGGGSGGGGSCGGGGSGSHSMRYES
TSVSRPGRGEPRFIAVGYVDDTQFVRFDSDAASORMEPRAPWIEQEGPEYWDEE

TGKVKAHSOTDRENLRIALRCYNQSEAGSHTLOMMFEGCDVGSDGRFLRGYHOQY

AYDGKDYIALKEDIRSWTAADMAAOQITKRKWFAAHVAFQORAYILEGTCVDGL
RRYLENGKETLORTDPPKTHMTHHPISDHEATIRCWATLGFYPAEITLTWORDGE

DOTODTELVETRPAGDGTFOKWAAVVVPSGEEQORYTCHVOHEGI PKPIL TIL RWE
AAAGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVS
HEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNG
KEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCL
VKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWOQQ

GNVESCSVMHEALHNHYTOKSLSLSPG

IL-2 (H16A; F42A) — bold

(G4S)4 — underlined

HLA-A*24:02 (Y84C; A236) — double underlined
AAAGG linker — bold and italicized

hlgG1 Fe (L234A; L235A) — bold and underlined
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FIG. 20F
3426

GSHSMRYFSTSVYSRPGRGEPRFIAVGYVDDTOFVRFDSDAASORMEPRAPWIEQE
GPEYWDEETGKVKAHSOTDRENLRIALRCYNOQSEAGSHTLOMMFEGCDVGSDGR
FLRGYHOYAYDGKDYIALKEDLRSWTAADMAAQITKRKWEAAHVAEQORAYL
EGTCVDGILRRYLENGKETLORTDPPKTHMTHHPISDHEATL.RCWALGFYPAEITL
TWORDGEDOTODTEL VETRPAGDGTFOKWAAVVVPSGEEQRYTCHVOHEGI P
KPLTLRWEAAAGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVT
CVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLH
ODWILNGKEYKCKVSNKALPAPIEKTISKAKGOPREPOVYTLPPSREEMTKN
QVSLTCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWOOQGNVFSCSYMHEALHNHYTOKSLSLSPGGGGGSGGGGSGGGGSAPT
SSSTKKTQLQLEALLLDLOMILNGINNYKNPKLTRMLTAKFYMPKKATELK
HLQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEY
ADETATIVEFLNRWITFCQSIISTLTGGGGSGGGGSGGGGSGGGGSAPTSSSTK
KTQLQLEALLLDLQMILNGINNYKNPKLTRMLTAKFYMPKKATELKHLQC
LEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADET
ATIVEFLNRWITFCQSIISTLT

HLA-A*24:02 (Y84C; A236) — double underlined
AAAGG linker — bold and italicized

hIgG1 Fe (L234A; L235A) — bold and underlined
(G4S); and (G4S)4 — underlined

IL-2 (H16A; F42A) — bold
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FIG. 20G

3197

GSHSMRYFSTSVYSRPGRGEPRFIAVGYVDDTOFVRFDSDAASORMEPRAPWIEQE
GPEYWDEETGKVKAHSOTDRENLRIALRCYNOQSEAGSHTLOMMFEGCDVGSDGR
FLRGYHOYAYDGKDYIALKEDLRSWTAADMAAQITKRKWEAAHVAEQORAYL
EGTCVDGILRRYLENGKETLORTDPPKTHMTHHPISDHEATL.RCWALGFYPAEITL
TWORDGEDOTODTEL VETRPAGDGTFOKWAAVVVPSGEEQRYTCHVOHEGI P
KPLTLRWEAAAGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVT
CVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLH
ODWILNGKEYKCKVSNKALPAPIEKTISKAKGOPREPOVYTLPPSREEMTKN
QVSLTCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTVD

KSRWOQOQGNVFSCSYMHEALHNHYTQKSLSLSPG

HLA-A*24:02 (Y84C; A236) — double underlined
AAAGG linker — bold and italicized
hIgG1 Fe (L234A; L235A) — bold and underlined
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FIG. 20H

188

CYTWNOQMNLGCGGSGGGGSGGGGSIQRTPKIQVYSCHPAENGKSNFLNCYVSGFH
PSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVTLSQP
KIVKWDRDM

epitope: CYTWNQMNL — WT1 (235-243; M236Y)
(GCGGS)G4S)2 — underlined
p2M (R12C) — italicized

FIG. 201

604

CYTWNOMNLGCGGSGGCGSGOGGGSIQRTPKIQVYSCHPAENGKSNFLNCYVSGFH
PSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVTLSQP
KIVKWDRDMGGGGSGGGGSGGGGSAPTSSSTKKTQLQLEALLLDLQMILNGIN
NYKNPKLTRMLTAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFH
LRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSISTLTG
GGGSGGGGSGGGGSGGGGSAPTSSSTKKTQLQLEALLLDLQMILNGINNYKN
PKLTRMLTAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFHLRPR
DLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSHSTLT

epitope: CYTWNQMNL — WT1 (235-243; M236Y)
(GCGGSYG4S),, (G4S)3, and (G4S)s — underlined
B2M (R12C) — italicized

IL-2 (H16A; F42A) — bold



WO 2020/132297 PCT/US2019/067575

49/66

FIG. 20J
3603

CYTWNOMNLGGGGSGGGGSGCGGSIORTPKIQVYSCHPAENGKSNFLNCYVSGFH
PSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVTLSQP
KIVKWDRDMGGGGSGGGGSGGGGSAPTSSSTKKTQLQLEALLLDLQMILNGIN
NYKNPKLTRMLTAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFH
LRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSHSTLTG
GGGSGGEGGSGGGEGSGGGGSAPTSSSTKKTQLQLEALLLDLQMILNGINNYKN
PKLTRMLTAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFHLRPR
DLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIISTLT

epitope: CYTWNOQMNL — WTI (235-243; M236Y)
(G48)3 and (G4S)4 — underlined

B2M (R12C) — italicized

IL-2 (H16A; F42A) — bold

FIG. 20K

192

CYTWNOMNLGCGGSGGGGSGGGGSIQRTPKIQVYSRHPAENGKSNFLNCYVSGFH
PSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVTLSQP
KIVKWDRDM

epitope: CYTWNQMNL — WT1 (235-243; M236Y)
(GCGGS)(G4S)2 — underlined
2M (R12) — italicized
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FIG. 20L
3605

CYTWNOQMNLGCGGSGGGGSGGGGSIQRTPKIQVYSRHPAENGKSNFLNCYVSGFH
PSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVTLSQP
KIVKWDRDMGGGGSGGGGSGGGGSAPTSSSTKKTQLQLEALLLDLQMILNGIN
NYKNPKLTRMLTAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFH
LRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIISTLT
GGGGSGGEGEGSGGGGSGGGGSAPTSSSTKKTQLQLEALLLDLOMILNGINNYK
NPKLTRMLTAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFHLRP
RDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIISTLT

epitope: CYTWNOQMNL — WTI (235-243; M236Y)
(GCGGSYGAS),, (G4S)3, and (G4S)4 — underlined
B2M (R12) — italicized

IL-2 (H16A; F42A) — bold

FIG. 20M

529
NYMNLGATLGCGGSGCGGGGSGGGGSIORTPKIQVYSCHPAENGKSNFLNCYVSGFH
PSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVTLSQP
KIVKWDRDM

epitope: NYMNLGATL — WT1 (239-247; Q240Y)
(GCGGS)G4S)2 — underlined
2M (R12C) — italicized
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FIG. 20N
3709

NYMNLGATLGCGGSGGGGSGGGGSIQORTPKIQVYSCHPAENGKSNFLNCYVSGFH
PSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVTLSQP
KIVKWDRDMGGGGSGGGGSGGGGSAPTSSSTKKTQLQLEALLLDLQMILNGIN
NYKNPKLTRMLTAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFH
LRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSHSTLTG
GGGSGGEGGSGGGEGSGGGGSAPTSSSTKKTQLQLEALLLDLQMILNGINNYKN
PKLTRMLTAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFHLRPR
DLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIISTLT

epitope: NYMNLGATL — WTT1 (239-247; Q240Y)
(GCGGSYGAS),, (G4S)3, and (G4S)4 — underlined
B2M (R12C) — italicized

IL-2 (H16A; F42A) — bold

FIG. 200

528

NYMNLGATLGGCGGSGGGGSGGGGSIQRTPKIQVYSCHPAENGKSNFLNCYVSGFH
PSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVTLSQP
KIVKWDRDM

epitope: NYMNLGATL — WT1 (239-247; Q240Y)
(G4S); — underlined
B2M (R12C) — italicized
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FIG. 20P
3708

NYMNLGATLGGGGSGGGGSGGGGSIQRTPKIQVYSCHPAENGKSNFLNCYVSGFH
PSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVTLSQP
KIVKWDRDMGGGGSGGGGSGGGGSAPTSSSTKKTQLQLEALLLDLQMILNGIN
NYKNPKLTRMLTAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFH
LRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSHSTLTG
GGGSGGCGGSGGGEGSGGGGSAPTSSSTKKTOLOLEALLLDLOMILNGINNY KNPK

LTRMILTAKFYMPKKATELKHL.OCLEEELKPLEEVINLAQSKNFHIL.RPRDIISNIN
VIVLELKGSETTFMCEYADETATIVEFLNRWITFCOSIISTLT

epitope: NYMNLGATL (SEQ ID NO://) - WT1 (239-247; Q240Y)
(G48)3 and (G4S)4 — underlined

B2M (R12C) — italicized

IL-2 (H16A; F42A) — bold

FIG. 20Q

530

NYMNLGATLGCGGSGCGGGSGGGGSIORTPKIQVYSRHPAENGKSNFLNCYVSGFH
PSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVTLSQP
KIVKWDRDM

epitope: NYMNLGATL — WT1 (239-247; Q240Y)
(GCGGS)(G4S)2 — underlined
2M (R12) — italicized
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FIG. 20R
3710

NYMNLGATLGCGGSGGGGSGGGGSIQORTPKIQVYSRHPAENGKSNFLNCYVSGFH
PSDIEVDLLKNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVTLSQP
KIVKWDRDMGGGGSGGGGSGGGGSAPTSSSTKKTQLQLEALLLDLQMILNGIN
NYKNPKLTRMLTAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFH
LRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSHSTLTG
GGGSGGEGGSGGGEGSGGGGSAPTSSSTKKTQLQLEALLLDLQMILNGINNYKN
PKLTRMLTAKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFHLRPR
DLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIISTLT

epitope: NYMNLGATL — WTT1 (239-247; Q240Y)
(GCGGSYGAS),, (G4S)3, and (G4S)4 — underlined
B2M (R12) — italicized

IL-2 (H16A; F42A) — bold
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FIG. 21
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FIG. 21 (Cont.)

400~ Leukopak 12, WT1 37-45 sp CD8

B OnM
B 10nM
£ 3007 M 100nM
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23 B 1000nM
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G2C R12C/G2C
treatment
100- Leukopak 12, WT1 126-134 sp CD8 B OnM
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§ B 100nM
3 B 1000nM
(/p)
o
<<
G2C
treatment
1000— Leukopak 12, WT1126-134 R126Y sp CD8 [ g 5
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FIG. 22
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FIG. 22 (Cont.)
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FIG. 22 (Cont.)
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FIG. 24

AgS gate

R12C/G2C

Alicno

PM

Media

60/66

0.73

2.55

IFNg

-

0.60

0.89

IFNg

WT1 126mim/T2

WT1126/T2

PCT/US2019/067575
> el
0 N
— <rf
. Fa B g :
<, ¢l
q- ‘) &9’? ‘— E_

IFNg

IFNg



WO 2020/132297

Percentage of CD69+ cells
among NK cells

©)]
o

I
o

N
o

61/66

FIG. 25
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FIG. 27

37-45 double disulfide

Loading Sample ID: FcRI: Sample ID: 1715-2380-005:
KD (M): 1.674E-07 - by Conc. (nM)
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FIG. 27 (Cont.)

37-45 double disulfide

Loading Sample ID: FcRIIA: Sample ID:
1715-2380-005 - by Conc. (nM)
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FIG. 27 (Cont.)

37-45 double disulfide

Loading Sample ID: FcRIIB: Sample ID:
1715-2380-005: KD (M) <1.0E-12 - by Conc. (nM)
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FIG. 27 (Cont.)

37-45 double disulfide

Loading Sample ID: FcRn: Sample ID:

66/66

1715-2380-005: KD (M): 1.054E-07 - by Conc. (nM)

PCT/US2019/067575

Time (sec)
300 -—-— 100 ——333 ——— 111

S;‘;?&Z‘% Sample D | KD(M) |kon(1/Ms)| kdis(i/s) | Fullxr2 | Full RA2

FCcRI | 1715-2380-005 | 1.67E-07 | 1.92E+05 | 0.03209 | 0.0063 | 0.9997
FCRIA | 1715-2380-005 |No binding| - - -
FCRIB | 1715-2380-005 | <1.0E-12* | 1.61E+05 | <1.0E+05 | 0.0018 | 0.9608
FeRIIAF | 1715-2380-005 | 6.21E-07 | 6.61E+04 | 411E-02 | 0.0046 | 0.9793
FCRIIAV | 1715-2380-005 | 3.46E-07 | 9.83E+04 | 3.40E-02 | 0.0089 | 0.9973
FCRIIB | 1715-2380-005 [No Binding| - - -
FcRn (pH 6.0) | 1715-2380-005 | 1.05E-07 | 2.83E+05 | 2.98E-02 | 00139 | 0.9963




