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[Figure 1]

SEQ ID NO: 1 - Amino acid sequence of a heavy chain of anti-HER2
antibody
EVQLVESGGGLVQPGGSLRLSCAASGFNIKDTYIHWVR
QAPGKGLEWVARIYPTNGYTRYADSVKGRFTISADTSK
NTAYLQMNSLRAEDTAVYYCSRWGGDGFYAMDYWGQGT
LVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVT
VPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHT
CPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVYV
VDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYR
VVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDI
AVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKS
RWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

[Figure 2]

SEQ ID NO: 2 - Amino acid sequence of a light chain of anti-HER2
antibody
DIQMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQQ
KPGKAPKLLIYSASFLYSGVPSRFSGSRSGTDFTLTIS
SLQPEDFATYYCQQHYTTPPTFGQGTKVEIKRTVAAPS
VFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDN
ALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHK
VYACEVTHQGLSSPVTKSFNRGEC

[Figure 3]
SEQ ID NO: 3 - Amino acid sequence of heavy chain CDRH1
GFNIKDTY

[Figure 4]
SEQ ID NO: 4 - Amino acid sequence of heavy chain CDRH2
IYPTNGYT



WO 2021/260579

[Figure 5]
SEQ ID NO: 5 - Amino
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acid sequence of heavy chain CDRH3

SRWGGDGFYAMDY

[Figure 6]
SEQ ID NO: 6 - Amino
QDVNTA

[Figure 7]
SEQ ID NO: 7 - Amino
of light chain CDRL2
SASFLYS

[Figure 8]
SEQ ID NO: 8 - Amino
QQHYTTPPT

[Figure 9]
SEQ ID NO: 9 - Amino

acid sequence of light chain CDRL1

acid sequence comprising an amino acid sequence

(SAS)

acid sequence of light chain CDRL3

acid sequence of heavy chain variable region

EVQLVESGGGLVQPGGSLRLSCAASGFNIKDTYIHWVR
QAPGKGLEWVARIYPTNGYTRYADSVKGRFTISADTSK
NTAYLQMNSLRAEDTAVYYCSRWGGDGFYAMDYWGQGT

LVTVSS

[Figure 10]

SEQ ID NO: 10 - Amino acid sequence of light chain variable region
DIQMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQQ
KPGKAPKLLIYSASFLYSGVPSRFSGSRSGTDFTLTIS
SLQPEDFATYYCQQHYTTPPTFGQGTKVEIK
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[Figure 11]

SEQ ID NO: 11 - Amino acid sequence of heavy chain
EVQLVESGGGLVQPGGSLRLSCAASGFNIKDTYIHWVR
QAPGKGLEWVARIYPTNGYTRYADSVKGRFTISADTSK
NTAYLQMNSLRAEDTAVYYCSRWGGDGFYAMDYWGQGT
LVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVT
VPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHT
CPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVYV
VDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYR
VVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDI
AVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKS
RWQQGNVFSCSVMHEALHNHYTQKSLSLSPG
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[Figure 12A]

KPL4 (HER2 High) NCI-N87 (HER2 High)

MDA-MB-468 (HER2 Low)
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[Figure 12B]

HCC1937 (HER2 Low) HCC1954 (HER2 High)

HCC38 (HER2 Low) T47D (HER2 Low)
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[Figure 12C]

KPL4 (HER2 High) NCI-N87 (HER2 High)

MDA-MB-468 (HER2 Low)
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[Figure 12D]

HCC1937 (HER2 Low) HCC1954 (HER2 High)

HCC38 (HER2 Low) T47D (HER2 Low)
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[Figure 13]
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[Figure 14]
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[Figure 15]
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[Figure 16]
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[Figure 17]
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[Figure 18A]
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[Figure 18B]
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[Figure 19]
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