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Fig. 1
SEQ ID NO: 230

MFVFLVLLPLVSSQCVNLTTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFFSNVTWFHAIHVSGTNGTKRFD
NPVLPFNDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIVNNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESEFRVYS
SANNCTFEYVSQPFLMDLEGKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITRFQTLLAL
HRSYLTPGDSSSGWTAGAAAYYVGYLQPRTFLLKYNENGTITDAVDCALDPLSETKCTLKSFTVEKGIYQTSNFRVQPTE
SIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGD
EVRQIAPGQTGKIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPCNGVEG
FNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVNFNFNGLTGTGVLTESNKKFLPFQQ
FGRDIADTTDAVRDPQTLEILDITPCSFGGVSVITPGTNTSNQVAVLYQDVNCTEVPVAIHADQLTPTWRVYSTGSNVFQT
RAGCLIGAEHVNNSYECDIPIGAGICASYQTQTNSPRRARSVASQSHAYTMSLGAENSVAYSNNSIAIPTNFTISVTTEILPV
SMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQEVFAQVKQIYKTPPIKDFGGFNFSQILPDPS
KPSKRSFIEDLLFNKVTLADAGFIKQYGDCLGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAA
LQIPFAMQMAYRFNGIGVTQNVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLQDVVNQNAQALNTLVKQLSSNFGAIS
SVLNDILSRLDKVEAEVQIDRLITGRLQSLQTYVTQQLIRAAEIRASANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQS
APHGVVFLHVTYVPAQEKNFTTAPAICHDGKAHFPREGVFVSNGTHWFVTQRNFYEPQHTTDNTFVSGNCDVVIGIVNNT
VYDPLQPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDLQELGKYEQYIKWPWYIWL
GFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFDEDDSEPVLKGVKLHYT
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Fig. 2
A SEQID NO: 231

NITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIA
PGQTGKIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPCNGVEGFNCYFP
LQSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVNFNFNGLTGTGVLTESNKKFLPFQQFGRDIA
DTTDAVRDPQTLE

B: seqiDNoO: 802

RVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADS
FVIRGDEVRQIAPGQTGKIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPC
NGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVNF

C: seQ D NoO: 803
RVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADS
FVIRGDEVRQIAPGQTGNIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPC
NGVKGFNCYFPLQSYGFQPTYGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVNF

D: sea D NO: 804
RVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADS
FVIRGDEVRQIAPGQTGKIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPC
NGVEGFNCYFPLQSYGFQPTYGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVNF

E: seaipbNo: 805
RVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADS
FVIRGDEVRQIAPGQTGKIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYRYRLFRKSNLKPFERDISTEIYQAGSTPC
NGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVNF

Fig. 3
SEQID NO: 232

DVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDL
Fig. 4

SEQID NO: 233

MQVSTAALAVLLCTMALCNQVLS |
APLAADTPTACCFSYTSRQIPQNFIADYFETSSQCSKPSVIFLTKRGRQVCADPSEEWVQKYVSDLELSA |
ELKTPLGDTTHT | EPKSCDTPPPCPRCP | GGGSSGGGSG |
GQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESSGQPENNYNTTPPMLDSDGSFFLYSKLTVDKSRWQ
QGNIFSCSVMHEALHNRFTQKSLSLSPGK | GLGGL |
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Fig. 5

SEQID NO: 234

MQVSTAALAVLLCTMALCNQVLSAPLAADTPTACCFSYTSRQIPQNFIADYFETSSQCSKPSVIFLTKRGRQVCADPSEE
WVQKYVSDLELSA

Fig. 6
SEQ ID NO: 235

MNFGLRLIFLVLTLKGVQC
Fig. 7
SEQ ID NO: 236

MDAMKRGLCCVLLLCGAVFVSP
Fig. 8
SEQ ID NO: 237

MTYRRLISMMGFKMNYQVNGYPNMFGGGGSGGGGSFLNRFTTTLNDFNLVAMSSVELKHFFFAQDGNAAIGGGGSGG
GGSRSFIEDLLFNKVTLALMIERFVSLAIDAYPGGGGSGGGGSRAMPNMLRIMASLVLMVYMPASWVMRIMTWGGGGS

GGGGSHFAIGLALYYPSARIVYTACSHAAVGGGGSGGGGSYFIKGLNNLNRGMVLYLNTLTLAVPYNMRVGGGGSGGG
GSNITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVR
QIAPGQTGKIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPCNGVEGFNC
YFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPAT

Fig. 9
SEQID NO: 238

MTYRRLISMMGFKMNYQVNGYPNMFGGGGSGGGGSHVISTSHKLVLSVNPYVGGGGSGGGGSFLNRFTTTLNDFNLV
AMSSVELKHFFFAQDGNAAIGGGGSGGGGSHFAIGLALYYPSARIVYTACSHAAVGGGGSGGGGSRAMPNMLRIMASL
VLMVYMPASWVMRIMTWGGGGSGGGGSRSFIEDLLFNKVTLALMIERFVSLAIDAYPGGGGSGGGGSAQFAPSASAFF
GMSRIEIVDTVSALVYDNKLSGGGGSGGGGYFIKGLNNLNRGMVLYLNTLTLAVPYNMRVSGGGGSGGGGSSGDATTA
YANSVFNICQAVTANVNALLGGGGSGGGGSNITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFSTFKC
YGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKS
NLKPFERDISTEIYQAGSTPCNGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPAT
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Fig. 10
SEQ ID NO: 239

MTYRRLISMMGFKMNYQVNGYPNMFGGGGSGGGGSHVISTSHKLVLSVNPYVASIKNFKSVLYYQNNVFMGGGGSGG
GGSYFIKGLNNLNRGMVLYLNTLTLAVPYNMRVGGGGSGGGGSMLSDTLKNLSDRVVFVLWAHGFELSGGGGSGGGG
HFAIGLALYYPSARIVYTACSHAAVGGGGSGGGGSRSFIEDLLFNKVTLALMIERFVSLAIDAYPGGGGSGGGGSRAMPN
MLRIMASLVLMVYMPASWVMRIMTWGGGGSGGGGSRVWTLMNVLTLVYKVFAYANRNRFLYHKLSGGGGSGGGGAQ
FAPSASAFFGMSRIEIVDTVSALVYDNKLSGGGGSGGGGFLNRFTTTLNDFNLVAMSSVELKHFFFAQDGNAAISGGGGS
GGGGSSGDATTAYANSVFENICQAVTANVNALLSGGGGSGGGGTANPKTPKYKFVRIQPGQTFFVNEFYAYLRKHFSMM
GGGGSGGGGSNITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADS
FVIRGDEVRQIAPGQTGKIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPC
NGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPAT

Fig. 11
SEQ ID NO: 240

MTYRRLISMMGFKMNYQVNGYPNMFGGGGSGGGGSHVISTSHKLVLSVNPYVASIKNFKSVLYYQNNVFMSGGGGSG
GGGSSGDATTAYANSVENICQAVTANVNALLSGGGGSGGGGFLNRFTTTLNDFNLVAMSSVELKHFFFAQDGNAAIGGG
GSGGGGSMLSDTLKNLSDRVVFVLWAHGFELSGGGGSGGGGHFAIGLALYYPSARIVYTACSHAAVGGGGSGGGGSR
SFIEDLLFNKVTLALMIERFVSLAIDAYPGGGGSGGGGSRAMPNMLRIMASLVLMVYMPASWVMRIMTWGGGGSGGGG
SVQMAPISAMVRMYIFFASFYYVWKSYVHVGGGGSGGGGSRVWTLMNVLTLVYKVFAYANRNRFLYIIKLSGGGGSGG
GGAQFAPSASAFFGMSRIEIVDTVSALVYDNKLSGGGGSGGGGSLLMPILTLTRALTAYTVELGTEVNEFACVGGGGSG
GGGSYFIKGLNNLNRGMVLYLNTLTLAVPYNMRVGGGGSGGGGSTVYTKVDGVDVELFENKTTLPVNVAFGGGGSGGG
GSTANPKTPKYKFVRIQPGQTFFVNEFYAYLRKHFSMMGGGGSGGGGSNITNLCPFGEVFNATRFASVYAWNRKRISNC
VADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIADYNYKLPDDFTGCVIAWNSNNLD
SKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPCNGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPA
T

Fig. 12
SEQ ID NO: 241

KMFDAYVNTFSSTFNVRVYSTGSNVFQTRAGGSSGGGSSGGSVAYSNNSIAIPTNFTISVTTEIGGGGSGGGGSTANPK
TPKYKFVRIQPGQTFFVNEFYAYLRKHFSMMGGGGSGGGGSTVYTKVDGVDVELFENKTTLPVNVAFGGGGSGGGGS
YFIKGLNNLNRGMVLYLNTLTLAVPYNMRVGGGGSGGGGSLVKPSFYVYSRVKNLVQQESPFVMMSAPPAQYELSGGG
GSGGGGMLSDTLKNLSDRVVFVLWAHGFELSGGGGSGGGGHFAIGLALYYPSARIVYTACSHAAVGGGGSGGGGSRS
FIEDLLFNKVTLALMIERFVSLAIDAYPGGGGSGGGGSRAMPNMLRIMASLVLMVYMPASWVMRIMTWGGGGSGGGGS
VQMAPISAMVRMYIFFASFYYVWKSYVHVGGGGSGGGGSRVWTLMNVLTLVYKVFAYANRNRFLYHIIKLSGGGGSGGG
GAQFAPSASAFFGMSRIEIVDTVSALVYDNKLSGGGGSGGGGSLLMPILTLTRALTAYTVELGTEVNEFACVGGGGSGG
GGSFLNRFTTTLNDFNLVAMSSVELKHFFFAQDGNAAISGGGGSGGGGSSGDATTAYANSVFENICQAVTANVNALLSGG
GGSGGGGHVISTSHKLVLSVNPYVASIKNFKSVLYYQNNVFMGGGGSGGGGSMTYRRLISMMGFKMNYQVNGYPNMF
GGGGSGGGGSFGDDTVIEVQGYKSVNITFELDERIGGGGSGGGGSNITNLCPFGEVFNATRFASVYAWNRKRISNCVAD
YSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIADYNYKLPDDFTGCVIAWNSNNLDSKV
GGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPCNGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPAT
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Fig. 13
SEQ ID NO: 242

MTYRRLISMMGFKMNYQVNGYPNMFGGGGSGGGGSHVISTSHKLVLSVNPYVASIKNFKSVLYYQNNVFMGGGGSGG
GGSYFIKGLNNLNRGMVLYLNTLTLAVPYNMRVGGGGSGGGGSMLSDTLKNLSDRVVFVLWAHGFELSGGGGSGGGG
HFAIGLALYYPSARIVYTACSHAAVGGGGSGGGGSRSFIEDLLFNKVTLALMIERFVSLAIDAYPGGGGSGGGGSNITNLC
PFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTG
KIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPCNGVEGFNCYFPLQSYG
FQPTNGVGYQPYRVVVLSFELLHAPATGGGGSGGGGSRAMPNMLRIMASLVLMVYMPASWVMRIMTWGGGGSGGGG
SRVWTLMNVLTLVYKVFAYANRNRFLYHKLSGGGGSGGGGAQFAPSASAFFGMSRIEIVDTVSALVYDNKLSGGGGSGG
GGFLNRFTTTLNDFNLVAMSSVELKHFFFAQDGNAAISGGGGSGGGGSSGDATTAYANSVFNICQAVTANVNALLSGGG
GSGGGGTANPKTPKYKFVRIQPGQTFFVNEFYAYLRKHFSMM

Fig. 14
SEQ ID NO: 243

NITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIA
PGQTGKIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPCNGVEGFNCYFP
LQSYGFQPTNGVGYQPYRVVVLSFELLHAPATGGGGSGGGGSMTYRRLISMMGFKMNYQVNGYPNMFGGGGSGGGG
SHVISTSHKLVLSVNPYVASIKNFKSVLYYQNNVFMGGGGSGGGGSYFIKGLNNLNRGMVLYLNTLTLAVPYNMRVGGG
GSGGGGSMLSDTLKNLSDRVVFVLWAHGFELSGGGGSGGGGHFAIGLALYYPSARIVYTACSHAAVGGGGSGGGGSR
SFIEDLLFNKVTLALMIERFVSLAIDAYPGGGGSGGGGSRAMPNMLRIMASLVLMVYMPASWVMRIMTWGGGGSGGGG
SRVWTLMNVLTLVYKVFAYANRNRFLYHKLSGGGGSGGGGAQFAPSASAFFGMSRIEIVDTVSALVYDNKLSGGGGSGG
GGFLNRFTTTLNDFNLVAMSSVELKHFFFAQDGNAAISGGGGSGGGGSSGDATTAYANSVENICQAVTANVNALLSGGG
GSGGGGTANPKTPKYKFVRIQPGQTFFVNEFYAYLRKHFSMM

Fig. 15
SEQ ID NO: 244

MTYRRLISMMGFKMNYQVNGYPNMFHVISTSHKLVLSVNPYVASIKNFKSVLYYQNNVFMYFIKGLNNLNRGMVLYLNTL
TLAVPYNMRVMLSDTLKNLSDRVVFVLWAHGFELHFAIGLALYYPSARIVYTACSHAAVRSFIEDLLFNKVTLALMIERFVS
LAIDAYPRAMPNMLRIMASLVLMVYMPASWVMRIMTWRVWTLMNVLTLVYKVFAYANRNRFLYIIKLAQFAPSASAFFGM
SRIEIVDTVSALVYDNKLFLNRFTTTLNDFNLVAMSSVELKHFFFAQDGNAAISSGDATTAYANSVENICQAVTANVNALLT
ANPKTPKYKFVRIQPGQTFFVNEFYAYLRKHFSMMNITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFS
TFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRL
FRKSNLKPFERDISTEIYQAGSTPCNGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPAT

Fig. 16
SEQ ID NO: 245

MTYRRLISMMGFKMNYQVNGYPNMFGGGGSGGGGSHVISTSHKLVLSVNPYVASIKNFKSVLYYQNNVFMGGGGSGG
GGSYFIKGLNNLNRGMVLYLNTLTLAVPYNMRVGGGGSGGGGSMLSDTLKNLSDRVVFVLWAHGFELSGGGGSGGGG
HFAIGLALYYPSARIVYTACSHAAVGGGGSGGGGSRSFIEDLLFNKVTLALMIERFVSLAIDAYPGGGGSGGGGSRAMPN
MLRIMASLVLMVYMPASWVMRIMTWGGGGSGGGGSRVWTLMNVLTLVYKVFAYANRNRFLYHKLSGGGGSGGGGAQ
FAPSASAFFGMSRIEIVDTVSALVYDNKLSGGGGSGGGGFLNRFTTTLNDFNLVAMSSVELKHFFFAQDGNAAISGGGGS
GGGGSSGDATTAYANSVFENICQAVTANVNALLSGGGGSGGGGTANPKTPKYKFVRIQPGQTFFVNEFYAYLRKHFSMM
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Fig. 17
SEQ ID NO: 246

NITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIA
PGQTGKIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPCNGVEGFNCYFP
LQSYGFQPTNGVGYQPYRVVVLSFELLHAPAT

Fig. 18

SEQID NO: 247

KMFDAYVNTFSSTFNVRVYSTGSNVFQTRAGGSSGGGSSGGSVAYSNNSIAIPTNFTISVTTEIGGGGSGGGGSTANPK
TPKYKFVRIQPGQTFFVNEFYAYLRKHFSMMGGGGSGGGGSTVYTKVDGVDVELFENKTTLPVNVAFGGGGSGGGGS
YFIKGLNNLNRGMVLYLNTLTLAVPYNMRVGGGGSGGGGSLVKPSFYVYSRVKNLVQQESPFVMMSAPPAQYELSGGG
GSGGGGMLSDTLKNLSDRVVFVLWAHGFELSGGGGSGGGGHFAIGLALYYPSARIVYTACSHAAVGGGGSGGGGSRS
FIEDLLFNKVTLALMIERFVSLAIDAYPGGGGSGGGGSRAMPNMLRIMASLVLMVYMPASWVMRIMTWGGGGSGGGGS
VQMAPISAMVRMYIFFASFYYVWKSYVHVGGGGSGGGGSRVWTLMNVLTLVYKVFAYANRNRFLYHIIKLSGGGGSGGG
GAQFAPSASAFFGMSRIEIVDTVSALVYDNKLSGGGGSGGGGSLLMPILTLTRALTAYTVELGTEVNEFACVGGGGSGG
GGSFLNRFTTTLNDFNLVAMSSVELKHFFFAQDGNAAISGGGGSGGGGSSGDATTAYANSVFENICQAVTANVNALLSGG
GGSGGGGHVISTSHKLVLSVNPYVASIKNFKSVLYYQNNVFMGGGGSGGGGSMTYRRLISMMGFKMNYQVNGYPNMF
GGGGSGGGGSFGDDTVIEVQGYKSVNITFELDERI

Fig. 19
SEQ ID NO: 248

MFVFLVLLPLVSSQCVNLTTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFFSNVTWFHAIHVSGTNGTKRFD
NPVLPFNDGVYFASTEKSNIRGWIFGTTLDSKTQSLLIVNNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESEFRVYS
SANNCTFEYVSQPFLMDLEGKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITRFQTLLAL
HRSYLTPGDSSSGWTAGAAAYYVGYLQPRTFLLKYNENGTITDAVDCALDPLSETKCTLKSFTVEKGIYQTSNFRVQPTE
SIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGD
EVRQIAPGQTGKIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPCNGVEG
FNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVNFNFNGLTGTGVLTESNKKFLPFQQ
FGRDIADTTDAVRDPQTLEILDITPCSFGGVSVITPGTNTSNQVAVLYQDVNCTEVPVAIHADQLTPTWRVYSTGSNVFQT
RAGCLIGAEHVNNSYECDIPIGAGICASYQTQTNSPRRARSVASQSHAYTMSLGAENSVAYSNNSIAIPTNFTISVTTEILPV
SMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQEVFAQVKQIYKTPPIKDFGGFNFSQILPDPS
KPSKRSFIEDLLFNKVTLADAGFIKQYGDCLGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAA
LQIPFAMQMAYRFNGIGVTQNVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLQDVVNQNAQALNTLVKQLSSNFGAIS
SVLNDILSRLDKVEAEVQIDRLITGRLQSLQTYVTQQLIRAAEIRASANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQS
APHGVVFLHVTYVPAQEKNFTTAPAICHDGKAHFPREGVFVSNGTHWFVTQRNFYEPQHUTTDNTFVSGNCDVVIGIVNNT
VYDPLQPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDLQELGKYEQYIKWPWYIWL
GFIAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFDEDDSEPVLKGVKLHYT
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Fig. 20
SEQ ID NO: 249

DVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDLQELGKYEQYIK

Fig. 21
SEQ ID NO: 250

KMFDAYVNTFSSTFNVRVYSTGSNVFQTRAGGSSGGGSSGGSVAYSNNSIAIPTNFTISVTTEIGGGGSGGGGSTANPK
TPKYKFVRIQPGQTFFVNEFYAYLRKHFSMMGGGGSGGGGSTVYTKVDGVDVELFENKTTLPVNVAFGGGGSGGGGS
YFIKGLNNLNRGMVLYLNTLTLAVPYNMRVGGGGSGGGGSLVKPSFYVYSRVKNLVQQESPFVMMSAPPAQYELSGGG
GSGGGGMLSDTLKNLSDRVVFVLWAHGFELSGGGGSGGGGHFAIGLALYYPSARIVYTACSHAAVGGGGSGGGGSRS
FIEDLLFNKVTLALMIERFVSLAIDAYPGGGGSGGGGSRAMPNMLRIMASLVLMVYMPASWVMRIMTWGGGGSGGGGS
VQMAPISAMVRMYIFFASFYYVWKSYVHVGGGGSGGGGSRVWTLMNVLTLVYKVFAYANRNRFLYIIKLSGGGGSGGG
GAQFAPSASAFFGMSRIEIVDTVSALVYDNKLSGGGGSGGGGSLLMPILTLTRALTAYTVELGTEVNEFACVGGGGSGG
GGSFLNRFTTTLNDFNLVAMSSVELKHFFFAQDGNAAISGGGGSGGGGSSGDATTAYANSVFENICQAVTANVNALLSGG
GGSGGGGHVISTSHKLVLSVNPYVASIKNFKSVLYYQNNVFMGGGGSGGGGSMTYRRLISMMGFKMNYQVNGYPNMF
GGGGSGGGGSFGDDTVIEVQGYKSVNITFELDERIGGGGSGGGGSDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLI
DLQELGKYEQYIK

Fig. 22
SEQ ID NO: 251

DVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDLQELGKYEQYIKGGGGSGGGGSKMFDAYVNTFSSTFNVRVYSTG
SNVFQTRAGGSSGGGSSGGSVAYSNNSIAIPTNFTISVTTEIGGGGSGGGGSTANPKTPKYKFVRIQPGQTFFVNEFYAY
LRKHFSMMGGGGSGGGGSTVYTKVDGVDVELFENKTTLPVNVAFGGGGSGGGGSYFIKGLNNLNRGMVLYLNTLTLAV
PYNMRVGGGGSGGGGSLVKPSFYVYSRVKNLVQQESPFVMMSAPPAQYELSGGGGSGGGGMLSDTLKNLSDRVVFV
LWAHGFELSGGGGSGGGGHFAIGLALYYPSARIVYTACSHAAVGGGGSGGGGSRSFIEDLLFNKVTLALMIERFVSLAID
AYPGGGGSGGGGSRAMPNMLRIMASLVLMVYMPASWVMRIMTWGGGGSGGGGSVQMAPISAMVRMYIFFASFYYVW
KSYVHVGGGGSGGGGSRVWTLMNVLTLVYKVFAYANRNRFLYIIKLSGGGGSGGGGAQFAPSASAFFGMSRIEIVDTVS
ALVYDNKLSGGGGSGGGGSLLMPILTLTRALTAYTVELGTEVNEFACVGGGGSGGGGSFLNRFTTTLNDFNLVAMSSVE
LKHFFFAQDGNAAISGGGGSGGGGSSGDATTAYANSVFNICQAVTANVNALLSGGGGSGGGGHVISTSHKLVLSVNPYV
ASIKNFKSVLYYQNNVFMGGGGSGGGGSMTYRRLISMMGFKMNYQVNGYPNMFGGGGSGGGGSFGDDTVIEVQGYK
SVNITFELDERIGGGGSGGGGSNITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFSTFKCYGVSPTKLN
DLCFTNVYADSFVIRGDEVRQIAPGQTGKIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDIS
TEIYQAGSTPCNGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPAT
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Fig. 23
A. SEQID NO: 252

ATGCAGGTCTCCACTGCTGCCCTTGCCGTCCTCCTCTGCACCATGGCTCTCTGCAACCAGGTCCTCTCTGCACCACT
TGCTGCTGACACGCCGACCGCCTGCTGCTTCAGCTACACCTCCCGACAGATTCCACAGAATTTCATAGCTGACTACT
TTGAGACGAGCAGCCAGTGCTCCAAGCCCAGTGTCATCTTCCTAACCAAGAGAGGCCGGCAGGTCTGTGCTGACCC
CAGTGAGGAGTGGGTCCAGAAATACGTCAGTGACCTGGAGCTGAGTGCCGAGCTCAAAACCCCACTTGGTGACACA
ACTCACACAGAGCCCAAATCTTGTGACACACCTCCCCCGTGCCCAAGGTGCCCAGGCGGTGGAAGCAGCGGAGGT
GGAAGTGGAGGACAGCCCCGAGAACCACAGGTGTACACCCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAG
GTCAGCCTGACCTGCCTGGTCAAAGGCTTCTACCCCAGCGACATCGCCGTGGAGTGGGAGAGCAGCGGGCAGCCG
GAGAACAACTACAACACCACGCCTCCCATGCTGGACTCCGACGGCTCCTTCTTCCTCTACAGCAAGCTCACCGTGGA
CAAGAGCAGGTGGCAGCAGGGGAACATCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCGCTTCACGCAG
AAGAGCCTCTCCCTGTCTCCGGGTAAAGGCCTCGGTGGCCTGAATATTACTAACCTGTGCCCATTCGGCGAGGTGTT
CAACGCAACCCGGTTTGCAAGCGTGTACGCATGGAACAGAAAGCGGATTAGCAACTGCGTCGCCGACTACAGCGTG
CTCTACAACAGCGCATCATTCTCCACATTCAAGTGTTACGGAGTGTCACCCACTAAGCTGAACGACCTCTGCTTCACA
AATGTCTACGCCGATTCCTTCGTGATCCGGGGAGATGAAGTCAGGCAGATTGCACCAGGACAGACTGGCAAAATCG
CTGACTACAACTATAAGCTGCCAGACGATTTCACTGGCTGCGTGATTGCATGGAACAGCAATAACCTGGACTCAAAG
GTCGGCGGTAATTATAACTACCTGTATCGGCTGTTCAGAAAGAGCAACCTGAAGCCCTTCGAGCGGGACATCTCCAC
CGAAATCTACCAGGCAGGCTCAACACCCTGCAACGGAGTGGAAGGCTTCAACTGCTATTTCCCCCTGCAGTCTTACG
GTTTTCAGCCAACAAACGGTGTGGGCTATCAGCCATACAGGGTGGTCGTGCTGAGCTTCGAACTGCTCCATGCCCC
CGCTACA

B. seaiDNO: 253

MQVSTAALAVLLCTMALCNQVLSAPLAADTPTACCFSYTSRQIPQNFIADYFETSSQCSKPSVIFLTKRGRQVCADPSEE
WVQKYVSDLELSAELKTPLGDTTHTEPKSCDTPPPCPRCPGGGSSGGGSGGQPREPQVYTLPPSREEMTKNQVSLTCLV
KGFYPSDIAVEWESSGQPENNYNTTPPMLDSDGSFFLYSKLTVDKSRWQQGNIFSCSVMHEALHNRFTQKSLSLSPGK
GLGGLNITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGD
EVRQIAPGQTGKIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPCNGVE
GFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPAT
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Fig. 24
A. SEQID NO: 254

ATGCAGGTCTCCACTGCTGCCCTTGCCGTCCTCCTCTGCACCATGGCTCTCTGCAACCAGGTCCTCTCTGCACCACT
TGCTGCTGACACGCCGACCGCCTGCTGCTTCAGCTACACCTCCCGACAGATTCCACAGAATTTCATAGCTGACTACT
TTGAGACGAGCAGCCAGTGCTCCAAGCCCAGTGTCATCTTCCTAACCAAGAGAGGCCGGCAGGTCTGTGCTGACCC
CAGTGAGGAGTGGGTCCAGAAATACGTCAGTGACCTGGAGCTGAGTGCCGAGCTCAAAACCCCACTTGGTGACACA
ACTCACACAGAGCCCAAATCTTGTGACACACCTCCCCCGTGCCCAAGGTGCCCAGGCGGTGGAAGCAGCGGAGGT
GGAAGTGGAGGACAGCCCCGAGAACCACAGGTGTACACCCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAG
GTCAGCCTGACCTGCCTGGTCAAAGGCTTCTACCCCAGCGACATCGCCGTGGAGTGGGAGAGCAGCGGGCAGCCG
GAGAACAACTACAACACCACGCCTCCCATGCTGGACTCCGACGGCTCCTTCTTCCTCTACAGCAAGCTCACCGTGGA
CAAGAGCAGGTGGCAGCAGGGGAACATCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCGCTTCACGCAG
AAGAGCCTCTCCCTGTCTCCGGGTAAAGGCCTCGGTGGCCTGCGAGTCCAGCCCACAGAATCAATCGTGCGGTTTC
CAAACATCACCAATCTCTGCCCCTTCGGAGAAGTGTTTAATGCCACACGGTTTGCCTCAGTGTATGCCTGGAACCGG
AAGAGAATCTCCAACTGCGTGGCAGACTATTCTGTGCTGTACAACAGCGCCTCCTTCTCTACTTTCAAGTGCTACGG
CGTGTCTCCTACTAAGCTGAACGATCTCTGCTTCACAAACGTGTATGCCGATTCCTTTGTGATCAGAGGAGACGAAG
TGCGACAGATTGCTCCTGGACAGACCGGGAAGATTGCCGACTACAACTATAAGCTGCCAGACGATTTCACTGGCTG
CGTTATTGCCTGGAATTCAAACAACCTCGATTCCAAAGTGGGCGGGAATTATAACTACCTCTATAGACTGTTCCGTAA
GTCTAACCTGAAGCCATTCGAGCGTGATATTAGCACCGAAATCTACCAGGCAGGTTCAACTCCTTGTAACGGAGTGG
AGGGATTCAACTGCTACTTCCCACTGCAGTCCTATGGGTTCCAGCCTACAAACGGAGTGGGGTACCAGCCTTATCG
GGTCGTTGTGCTGTCCTTTGAGCTGCTCCACGCTCCTGCAACTGTTTGCGGACCTAAGAAATCCACCAACCTGGTGA
AGAACAAGTGCGTGAATTTC

B. seqaibNo: 255

MQVSTAALAVLLCTMALCNQVLSAPLAADTPTACCFSYTSRQIPQNFIADYFETSSQCSKPSVIFLTKRGRQVCADPSEE
WVQKYVSDLELSAELKTPLGDTTHTEPKSCDTPPPCPRCPGGGSSGGGSGGQPREPQVYTLPPSREEMTKNQVSLTCL
VKGFYPSDIAVEWESSGQPENNYNTTPPMLDSDGSFFLYSKLTVDKSRWQQGNIFSCSVMHEALHNRFTQKSLSLSPGK
GLGGLRVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTN
VYADSFVIRGDEVRQIAPGQTGKIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQA
GSTPCNGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVNF
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Fig. 25A. sea b No: 256

ATGCAGGTCTCCACTGCTGCCCTTGCCGTCCTCCTCTGCACCATGGCTCTCTGCAACCAGGTCCTCTCTGCACCACT
TGCTGCTGACACGCCGACCGCCTGCTGCTTCAGCTACACCTCCCGACAGATTCCACAGAATTTCATAGCTGACTACT
TTGAGACGAGCAGCCAGTGCTCCAAGCCCAGTGTCATCTTCCTAACCAAGAGAGGCCGGCAGGTCTGTGCTGACCC
CAGTGAGGAGTGGGTCCAGAAATACGTCAGTGACCTGGAGCTGAGTGCCGAGCTCAAAACCCCACTTGGTGACACA
ACTCACACAGAGCCCAAATCTTGTGACACACCTCCCCCGTGCCCAAGGTGCCCAGGCGGTGGAAGCAGCGGAGGT
GGAAGTGGAGGACAGCCCCGAGAACCACAGGTGTACACCCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAG
GTCAGCCTGACCTGCCTGGTCAAAGGCTTCTACCCCAGCGACATCGCCGTGGAGTGGGAGAGCAGCGGGCAGCCG
GAGAACAACTACAACACCACGCCTCCCATGCTGGACTCCGACGGCTCCTTCTTCCTCTACAGCAAGCTCACCGTGGA
CAAGAGCAGGTGGCAGCAGGGGAACATCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCGCTTCACGCAG
AAGAGCCTCTCCCTGTCTCCGGGTAAAGGCCTCGGTGGCCTGGTGAACCTGACAACCAGAACCCAGCTGCCTCCTG
CTTATACCAATAGTTTTACTCGGGGCGTCTACTACCCTGACAAAGTGTTTCGGAGCAGTGTGCTGCATAGCACCCAG
GACCTGTTCCTCCCCTTCTTCAGTAATGTCACTTGGTTCCATGCAATCCACGTGTCAGGTACTAATGGTACAAAAAGG
TTCGACAACCCAGTTCTGCCCTTCAATGACGGCGTTTACTTCGCCAGTACCGAAAAGTCTAATATCATTCGTGGTTG
GATCTTCGGAACAACCCTGGACAGTAAGACCCAGTCTCTGCTCATTGTTAATAACGCCACAAATGTCGTGATCAAAG
TTTGTGAATTTCAGTTTTGTAACGATCCATTCCTGGGCGTCTACTACCATAAGAATAATAAGAGCTGGATGGAAAGC
GAGTTTCGAGTCTACAGCAGTGCCAATAATTGTACATTCGAGTACGTTTCTCAGCCTTTCCTGATGGACCTGGAGGG
CAAGCAGGGAAATTTCAAAAATCTCCGTGAATTTGTCTTTAAGAATATTGACGGCTACTTCAAAATCTACAGCAAGCA
CACCCCGATTAATCTGGTTCGAGACCTGCCACAGGGCTTCAGTGCACTGGAGCCCCTGGTTGATCTGCCAATCGGA
ATTAATATCACTAGGTTCCAGACCCTGCTGGCACTGCATCGTAGTTACCTCACACCTGGGGATTCTAGTTCCGGCTG
GACTGCTGGGGCAGCCGCCTACTATGTGGGATATCTCCAGCCTCGCACATTTCTGCTGAAGTATAATGAGAACGGT
ACTATTACCGACGCAGTGGACTGTGCACTCGACCCACTGAGTGAGACTAAATGCACCCTCAAAAGTTTCACCGTCGA
GAAGGGTATCTACCAGACATCCAATTTCCGCGTGCAGCCTACTGAGTCCATCGTGCGCTTCCCAAATATCACCAATC
TGTGCCCATTCGGTGAAGTTTTCAATGCTACTCGCTTTGCTAGTGTTTACGCATGGAACAGAAAGAGGATCTCAAAC
TGCGTGGCTGACTATAGCGTTCTGTACAATTCTGCAAGTTTTTCTACTTTTAAATGTTACGGCGTTAGTCCTACCAAA
CTGAACGACCTCTGTTTCACCAACGTCTACGCTGACTCTTTCGTCATCCGGGGCGATGAAGTTCGACAGATCGCCCC
AGGCCAGACAGGAAAGATCGCAGACTACAATTACAAGCTGCCAGATGACTTCACCGGCTGCGTTATTGCCTGGAAC
TCCAATAATCTGGACAGCAAAGTGGGTGGGAACTACAACTACCTCTACCGCCTCTTCAGAAAGAGTAATCTGAAGCC
GTTTGAGCGCGATATTTCCACCGAAATCTATCAGGCCGGAAGCACACCGTGCAATGGAGTCGAAGGGTTCAATTGTT
ACTTTCCGCTCCAGAGCTACGGGTTCCAGCCCACAAATGGGGTTGGATATCAGCCTTACAGGGTGGTTGTTCTGTCT
TTTGAGCTGCTGCATGCACCAGCTACCGTCTGCGGGCCCAAGAAGAGCACCAATCTCGTCAAGAACAAGTGCGTGA
ATTTCAACTTCAACGGGCTCACCGGGACCGGCGTCCTGACAGAGTCTAATAAGAAATTTCTGCCCTTCCAGCAGTTT
GGAAGAGACATCGCTGATACCACAGACGCCGTCCGGGATCCCCAGACACTGGAAATCCTCGACATCACACCATGTA
GCTTTGGGGGAGTTAGCGTCATTACACCAGGAACTAATACTAGCAATCAGGTGGCCGTCCTGTACCAGGACGTGAA
TTGTACAGAAGTTCCAGTCGCTATCCACGCAGACCAGCTGACCCCGACTTGGCGCGTGTACTCCACAGGATCTAAC
GTGTTCCAGACACGTGCCGGCTGCCTGATTGGGGCTGAGCACGTCAACAATTCTTACGAGTGTGACATTCCCATCG
GAGCCGGAATCTGTGCTTCTTACCAGACCCAGACAAACTCTCCTTCAGGAGCCGGATCCGTTGCTTCTCAGTCAATC
ATCGCCTATACTATGAGCCTGGGTGCCGAAAACTCTGTTGCTTATTCTAACAATAGCATTGCTATCCCGACCAATTTC
ACCATCTCTGTCACCACTGAGATCCTGCCAGTCTCCATGACCAAGACCTCCGTCGACTGTACAATGTATATTTGTGGA
GACTCAACCGAGTGCTCTAACCTCCTGCTGCAGTATGGATCCTTCTGCACCCAGCTCAACAGGGCACTGACCGGAAT
TGCTGTCGAACAGGACAAGAACACTCAGGAGGTCTTCGCACAGGTCAAGCAGATATACAAGACCCCCCCTATCAAA
GACTTTGGGGGATTCAACTTCTCCCAGATCCTCCCCGATCCTTCTAAGCCATCAAAGCGGAGTTTCATTGAGGATCT
GCTCTTCAACAAGGTCACCCTCGCTGACGCTGGCTTCATTAAGCAGTACGGAGACTGTCTGGGGGACATCGCAGCA
AGAGACCTGATCTGCGCCCAGAAGTTCAACGGACTGACAGTCCTGCCGCCCCTGCTCACTGATGAAATGATCGCCC
AGTATACAAGTGCTCTGCTCGCCGGAACCATCACTTCCGGGTGGACCTTCGGAGCAGGCGCAGCCCTGCAGATCCC
TTTCGCCATGCAGATGGCCTACCGGTTCAATGGCATCGGCGTGACCCAGAATGTCCTGTATGAGAATCAGAAGCTG
ATCGCAAATCAGTTCAACAGCGCCATCGGAAAAATTCAGGACTCACTCTCTAGTACCGCCTCAGCCCTGGGAAAACT
CCAGGATGTTGTGAACCAGAATGCTCAGGCTCTCAACACTCTGGTTAAACAGCTCAGCAGCAATTTCGGTGCCATTA
GCTCCGTCCTGAATGACATCCTCAGCCGTCTCGATCCACCGGAAGCTGAAGTCCAGATCGATCGTCTCATCACAGGA
CGACTGCAGAGCCTGCAGACCTACGTGACCCAGCAGCTCATCCGCGCTGCCGAAATTCGAGCCAGCGCCAATCTCG
CAGCTACAAAAATGAGCGAGTGCGTCCTGGGACAGTCCAAGAGAGTTGATTTCTGCGGGAAGGGCTATCATCTCAT

SUBSTITUTE SHEET (RULE 26)
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Fig. 25A. continued

GTCTTTCCCACAGTCTGCACCACACGGCGTGGTTTTCCTGCACGTCACCTACGTCCCAGCCCAGGAGAAGAACTTTA
CCACCGCTCCAGCCATTTGTCATGACGGCAAAGCCCATTTTCCGCGCGAAGGAGTTTTCGTCAGCAATGGGACTCAC
TGGTTTGTCACTCAGCGCAATTTCTATGAACCACAGATTATTACAACCGATAATACCTTCGTCAGTGGTAATTGTGAC
GTAGTGATCGGCATCGTTAACAATACAGTCTATGATCCGCTGCAGCCTGAGCTCGACAGCTTCAAGGAGGAGCTGG
ACAAGTACTTCAAGAACCACACCAGCCCTGACGTGGATCTCGGCGACATTTCTGGCATTAATGCCTCTGTCGTCAAT
ATCCAGAAGGAAATCGACCGACTGAATGAAGTCGCAAAGAATCTGAACGAGAGTCTGATTGATCTGCAGGAGCTGG
GAAAATACGAACAGTACATC

Fig. 25B. sea b No: 257

MQVSTAALAVLLCTMALCNQVLSAPLAADTPTACCFSYTSRQIPQNFIADYFETSSQCSKPSVIFLTKRGRQVCADPSEE
WVQKYVSDLELSAELKTPLGDTTHTEPKSCDTPPPCPRCPGGGSSGGGSGGQPREPQVYTLPPSREEMTKNQVSLTCL
VKGFYPSDIAVEWESSGQPENNYNTTPPMLDSDGSFFLYSKLTVDKSRWQQGNIFSCSVMHEALHNRFTQKSLSLSPGK
GLGGLVNLTTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFFSNVTWFHAIHVSGTNGTKRFDNPVLPFNDGV
YFASTEKSNIIRGWIFGTTLDSKTQSLLIVNNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESEFRVYSSANNCTFEYV
SQPFLMDLEGKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINITRFQTLLALHRSYLTPGDS
SSGWTAGAAAYYVGYLQPRTFLLKYNENGTITDAVDCALDPLSETKCTLKSFTVEKGIYQTSNFRVQPTESIVRFPNITNLC
PFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTG
KIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPCNGVEGFNCYFPLQSYG
FQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVNFNFNGLTGTGVLTESNKKFLPFQQFGRDIADTTDAV
RDPQTLEILDITPCSFGGVSVITPGTNTSNQVAVLYQDVNCTEVPVAIHADQLTPTWRVYSTGSNVFQTRAGCLIGAEHVN
NSYECDIPIGAGICASYQTQTNSPSGAGSVASQSIIAYTMSLGAENSVAYSNNSIAIPTNFTISVTTEILPVSMTKTSVDCTM
YICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQEVFAQVKQIYKTPPIKDFGGFNFSQILPDPSKPSKRSFIEDLL
FNKVTLADAGFIKQYGDCLGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAMQMAY
RFNGIGVTQNVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLQDVVNQNAQALNTLVKQLSSNFGAISSVLNDILSRLDP
PEAEVQIDRLITGRLQSLQTYVTQQLIRAAEIRASANLAATKMSECVLGQSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTY
VPAQEKNFTTAPAICHDGKAHFPREGVFVSNGTHWFVTQRNFYEPQIITTDNTFVSGNCDVVIGIVNNTVYDPLQPELDSF
KEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLNESLIDLQELGKYEQY!

SUBSTITUTE SHEET (RULE 26)
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Fig. 26

A. SEQID NO: 258

ATGCAGGTCTCCACTGCTGCCCTTGCCGTCCTCCTCTGCACCATGGCTCTCTGCAACCAGGTCCTCTCTGCACCACT
TGCTGCTGACACGCCGACCGCCTGCTGCTTCAGCTACACCTCCCGACAGATTCCACAGAATTTCATAGCTGACTACT
TTGAGACGAGCAGCCAGTGCTCCAAGCCCAGTGTCATCTTCCTAACCAAGAGAGGCCGGCAGGTCTGTGCTGACCC
CAGTGAGGAGTGGGTCCAGAAATACGTCAGTGACCTGGAGCTGAGTGCCGAGCTCAAAACCCCACTTGGTGACACA
ACTCACACAGAGCCCAAATCTTGTGACACACCTCCCCCGTGCCCAAGGTGCCCAGGCGGTGGAAGCAGCGGAGGT
GGAAGTGGAGGACAGCCCCGAGAACCACAGGTGTACACCCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAG
GTCAGCCTGACCTGCCTGGTCAAAGGCTTCTACCCCAGCGACATCGCCGTGGAGTGGGAGAGCAGCGGGCAGCCG
GAGAACAACTACAACACCACGCCTCCCATGCTGGACTCCGACGGCTCCTTCTTCCTCTACAGCAAGCTCACCGTGGA
CAAGAGCAGGTGGCAGCAGGGGAACATCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCGCTTCACGCAG
AAGAGCCTCTCCCTGTCTCCGGGTAAAGGCCTCGGTGGCCTGATGACTTATCGCAGACTGATCTCCATGATGGGGT
TCAAGATGAACTACCAGGTCAATGGCTATCCCAACATGTTCGGTGGGGGTGGTTCTGGCGGGGGTGGAAGCCACGT
GATCTCTACCTCCCACAAGCTGGTCCTGTCCGTGAACCCCTACGTGGCCTCCATCAAAAACTTTAAGTCCGTGCTCT
ATTATCAGAATAACGTGTTCATGGGTGGAGGGGGCTCTGGAGGTGGCGGGTCATACTITATTAAGGGCCTGAATAA
CCTCAACAGGGGGATGGTGCTGTATCTCAACACCCTGACTCTCGCCGTGCCTTACAATATGCGCGTGGGTGGTGGT
GGCTCTGGCGGTGGCGGTTCTATGCTGTCTGATACACTGAAGAATCTGTCCGACCGAGTGGTGTTCGTCCTGTGGG
CACACGGTTTCGAGCTGTCAGGGGGTGGAGGGTCTGGCGGAGGCGGGCATTTCGCCATCGGTCTCGCCCTGTATT
ACCCTTCCGCACGGATCGTCTATACTGCCTGTTCCCATGCAGCAGTCGGGGGTGGAGGGTCCGGCGGAGGTGGCT
CCAGGTCTTTTATTGAGGACCTCCTGTTCAACAAGGTGACCCTGGCTCTGATGATCGAGCGGTTTGTCTCCCTGGCT
ATTGATGCATACCCAGGTGGCGGAGGGTCAGGTGGAGGCGGGTCCCGGGCTATGCCCAACATGCTGAGAATCATG
GCATCTCTGGTGCTCATGGTGTACATGCCTGCAAGCTGGGTCATGCGAATTATGACATGGGGGGGAGGCGGTAGC
GGTGGCGGAGGCTCAAGAGTCTGGACACTCATGAACGTGCTGACTCTCGTGTACAAAGTGTTTGCTTACGCCAATC
GCAACAGGTTTCTGTACATTATCAAGCTCTCCGGTGGCGGAGGTTCCGGGGGAGGGGGCGCCCAGTTCGCTCCATC
CGCCTCAGCATTCTTCGGTATGAGTCGGATCGAGATTGTCGATACCGTGTCTGCACTGGTCTATGACAATAAGCTGA
GCGGAGGTGGTGGGTCCGGCGGTGGGGGGTTCCTGAACAGGTTCACAACCACTCTCAACGACTTTAATCTGGTCG
CCATGTCAAGCGTCGAACTCAAGCATTTCTTCTTTGCCCAGGATGGCAACGCAGCTATCTCCGGTGGAGGAGGTAG
TGGCGGCGGTGGATCTTCCGGCGATGCTACCACCGCCTACGCTAATTCCGTGTTTAACATTTGCCAGGCTGTGACT
GCTAACGTGAATGCACTGCTGTCTGGTGGCGGGGGCAGCGGGGGCGGGGGTACTGCCAACCCTAAGACTCCCAAG
TACAAATTCGTCCGCATCCAGCCTGGCCAGACTTTCTTCGTGAACGAGTTTTACGCTTATCTGCGGAAGCACTTTAG
CATGATG

B. seqiDNO: 259

MQVSTAALAVLLCTMALCNQVLSAPLAADTPTACCFSYTSRQIPQNFIADYFETSSQCSKPSVIFLTKRGRQVCADPSEE
WVQKYVSDLELSAELKTPLGDTTHTEPKSCDTPPPCPRCPGGGSSGGGSGGQPREPQVYTLPPSREEMTKNQVSLTCL
VKGFYPSDIAVEWESSGQPENNYNTTPPMLDSDGSFFLYSKLTVDKSRWQQGNIFSCSVMHEALHNRFTQKSLSLSPGK
GLGGLMTYRRLISMMGFKMNYQVNGYPNMFGGGGSGGGGSHVISTSHKLVLSVNPYVASIKNFKSVLYYQNNVFMGGG
GSGGGGSYFIKGLNNLNRGMVLYLNTLTLAVPYNMRVGGGGSGGGGSMLSDTLKNLSDRVVFVLWAHGFELSGGGGS
GGGGHFAIGLALYYPSARIVYTACSHAAVGGGGSGGGGSRSFIEDLLFNKVTLALMIERFVSLAIDAYPGGGGSGGGGSR
AMPNMLRIMASLVLMVYMPASWVMRIMTWGGGGSGGGGSRVWTLMNVLTLVYKVFAYANRNRFLYIIKLSGGGGSGG
GGAQFAPSASAFFGMSRIEIVDTVSALVYDNKLSGGGGSGGGGFLNRFTTTLNDFNLVAMSSVELKHFFFAQDGNAAISG
GGGSGGGGSSGDATTAYANSVFENICQAVTANVNALLSGGGGSGGGGTANPKTPKYKFVRIQPGQTFFVNEFYAYLRKH
FSMM
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Fig. 27

A. SEQID NO: 260

ATGAACTTTGGTCTGCGGCTGATTTTCCTCGTCCTGACTCTCAAGGGCGTCCAGTGCCAGGTCCAGCTCACTCAGAG
CCCCGCCTCTCTGGCAGTGAGCCTGGGGCAGAGAGCTACTATTAGCTGCAGGGCTAGTAAAAGCGTGTCAACCAGC
GGTTATTCATACATGCATTGGTATCAGCAGAAACCCGGTCAGCCACCTAAGCTCCTCATCTACCTCACTTCCAACCTG
GAATCTGGTGTGCCAGCACGCTTTTCAGGCTCCGGAAGTGGCACAGACTTCACCCTGAATATCCACCCAGTGGAAG
AAGAGGACGCCGCTACATACTATTGTCAGCACAGCCGGGAACTGCCATGGACTTTITGGTGGGGGCACTAAGCTGGA
GATTAAGAGAGGGGGTGGAGGTTCTGGCGGAGGGGGTTCAGGAGGAGGCGGGTCCCAGGTCCAGCTCCAGCAGT
CTGGTCCAGACCTCGTGAAACCTGGTGCTTCAGTCACCATCAGTTGCAAAGCTAGTGGCTATGCTTTCTCAAGTAGC
TGGATGAGCTGGCTCAAACAGCGTCCCGGCAAAGGACTGGAGTGGATTGGGTGGATCTTCCCAAGAGACGGTGAC
ACCAACTATAACGGTAAATTCAAGGGGAAAGCCACTCTGACCGCCGACAAGTCAAGCAGTACAGCTTATATGCAGCT
CAGTAGCCTCACTAGTGAGGACAGCGCCGTGTATTTTTGCGCAAGGAGGGGCGACTATCACTATGGGATGGACTAT
TGGGGACAGGGCACCTCTGTCACCGTGAGTTCTGAGCTGAAAACCCCCCTCGGTGACACTACTCACACCGAACCCA
AATCCTGTGACACCCCTCCCCCTTGCCCTCGCTGTCCTGGTGGTGGCAGTTCAGGGGGTGGGAGCGGGGGCCAGC
CTAGAGAGCCACAGGTCTATACACTCCCTCCCTCTAGAGAAGAGATGACCAAAAATCAGGTGTCACTGACATGCCTG
GTCAAGGGTTTCTACCCAAGCGACATTGCAGTGGAATGGGAGTCAAGTGGCCAGCCAGAGAACAATTATAACACTA
CACCTCCAATGCTCGACAGCGATGGTAGTTTCTTTCTCTATTCCAAGCTGACAGTCGACAAATCTAGATGGCAGCAG
GGCAATATCTTCAGCTGTTCAGTGATGCATGAGGCCCTGCACAACCGGTTCACTCAGAAGAGCCTGTCACTCTCCCC
CGGGAAGGGCCTCGGAGGTCTGAGGGTCCAGCCTACTGAATCCATCGTCCGGTTCCCAAATATTACCAACCTCTGC
CCTTTCGGAGAGGTCTTCAATGCCACACGCTTTGCCAGTGTCTATGCCTGGAATCGCAAGAGGATTAGTAACTGCGT
GGCAGACTATAGTGTGCTGTACAACTCAGCTTCTTTCTCAACATTCAAATGCTATGGAGTGTCACCAACCAAACTCAA
CGATCTGTGCTTCACTAATGTCTATGCTGACTCCTTTGTCATTAGGGGGGATGAGGTCCGCCAGATTGCCCCTGGTC
AGACCGGGAAGATTGCCGACTATAACTATAAGCTCCCAGATGACTTCACTGGCTGCGTGATCGCCTGGAATAGCAA
CAACCTCGATTCCAAGGTGGGCGGCAATTACAACTACCTCTATAGACTGTTTCGAAAGAGTAATCTCAAACCATTTGA
GCGGGACATCAGCACAGAAATCTATCAGGCTGGATCTACACCTTGCAACGGCGTCGAAGGGTTCAACTGTTACTTCC
CACTCCAGTCTTACGGTTTTCAGCCCACTAACGGGGTGGGGTACCAGCCCTATCGGGTGGTCGTCCTGAGTTTCGA
ACTCCTGCACGCCCCCGCAACAGTCTGCGGGCCCAAAAAGTCCACTAACCTGGTGAAGAACAAGTGCGTGAACTTC

B. seq D No: 261

MNFGLRLIFLVLTLKGVQCQVQLTQSPASLAVSLGQRATISCRASKSVSTSGYSYMHWYQQKPGQPPKLLIYLTSNLESG
VPARFSGSGSGTDFTLNIHPVEEEDAATYYCQHSRELPWTFGGGTKLEIKRGGGGSGGGGSGGGGSQVQLQQSGPDL
VKPGASVTISCKASGYAFSSSWMSWLKQRPGKGLEWIGWIFPRDGDTNYNGKFKGKATLTADKSSSTAYMQLSSLTSED
SAVYFCARRGDYHYGMDYWGQGTSVTVSSELKTPLGDTTHTEPKSCDTPPPCPRCPGGGSSGGGSGGQPREPQVYTL
PPSREEMTKNQVSLTCLVKGFYPSDIAVEWESSGQPENNYNTTPPMLDSDGSFFLYSKLTVDKSRWQQGNIFSCSVMH
EALHNRFTQKSLSLSPGKGLGGLRVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFST
FKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLF
RKSNLKPFERDISTEIYQAGSTPCNGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKN
KCVNF
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Fig. 28A. sea b No: 262

ATGAATTTCGGCCTGAGGCTGATTTTTCTCGTGCTGACTCTGAAAGGAGTGCAGTGTCAGGTCCAGCTGACTCAGTC
TCCAGCCTCACTGGCCGTGTCACTGGGACAGCGCGCCACTATCTCATGCAGGGCCTCTAAAAGCGTGTCAACTAGC
GGATATTCCTACATGCATTGGTACCAGCAGAAACCCGGCCAGCCACCTAAACTGCTCATCTATCTCACATCCAACCT
GGAATCCGGAGTGCCAGCCAGGTTCAGTGGAAGCGGATCCGGTACCGACTTCACCCTGAATATCCACCCAGTCGAA
GAGGAAGATGCAGCTACATATTACTGCCAGCATTCACGGGAACTCCCATGGACCTTTGGAGGCGGGACAAAACTGG
AAATCAAACGGGGCGGGGGCGGATCTGGAGGCGGGGGAAGCGGGGGCGGAGGTAGTCAGGTCCAGCTCCAGCA
GTCAGGCCCTGACCTCGTCAAGCCCGGCGCCAGTGTCACAATTAGTTGCAAGGCTTCCGGGTACGCTTTTAGCTCC
TCATGGATGTCCTGGCTCAAGCAGCGCCCTGGCAAAGGCCTCGAATGGATCGGCTGGATCTTCCCAAGGGACGGC
GATACAAACTATAATGGCAAGTTTAAAGGCAAGGCCACTCTCACCGCCGACAAATCTAGCTCTACCGCATATATGCA
GCTCTCTTCCCTGACCTCAGAAGACTCCGCTGTCTATTTCTGCGCCCGAAGGGGAGACTACCACTACGGGATGGATT
ACTGGGGACAGGGCACCAGCGTGACAGTCTCTAGCGAACTCAAGACTCCACTGGGCGATACCACCCATACAGAGCC
TAAGAGTTGTGATACCCCACCACCCTGCCCACGGTGCCCTGGGGGTGGAAGCTCCGGGGGCGGTTCCGGTGGACA
GCCTCGTGAACCCCAGGTGTACACCCTGCCACCTTCACGAGAAGAGATGACAAAGAATCAGGTCTCACTGACCTGT
CTCGTCAAGGGGTTCTACCCTTCAGACATTGCAGTGGAGTGGGAGTCAAGCGGACAGCCTGAGAATAACTACAACA
CCACCCCTCCAATGCTGGACTCTGATGGAAGCTTCTTCCTGTATAGCAAGCTGACTGTCGATAAATCACGCTGGCAG
CAGGGCAATATCTTCAGTTGCTCAGTGATGCACGAAGCTCTGCACAATCGTTTCACTCAGAAATCTCTCTCTCTGTCC
CCTGGCAAGGGCCTCGGTGGCCTGGTCAACCTCACTACAAGGACCCAGCTCCCTCCAGCCTACACTAACTCATTCAC
TCGGGGCGTCTACTACCCAGATAAAGTCTTCAGAAGCAGCGTTCTCCATTCTACCCAGGACCTCTTCCTGCCTTTCTT
TTCAAATGTCACTTGGTTTCACGCAATCCACGTCTCCGGGACCAACGGCACAAAACGGTTCGATAATCCAGTTCTCC
CTTTCAATGATGGGGTCTATTTCGCTTCTACCGAAAAGTCTAACATCATTCGGGGTTGGATCTTTGGGACTACACTG
GATTCCAAAACTCAGTCTCTCCTCATTGTCAATAATGCAACTAATGTTGTTATTAAGGTCTGTGAGTTTCAGTTCTGCA
ATGACCCATTCCTGGGGGTCTATTACCACAAGAATAACAAGTCCTGGATGGAGTCCGAATTTCGAGTCTATTCCAGC
GCCAATAACTGTACATTCGAATACGTTAGTCAGCCTTTCCTGATGGATCTGGAGGGTAAACAGGGCAACTTCAAGAA
CCTGCGCGAGTTTGTTTTTAAGAATATTGATGGGTATTTCAAGATATACTCCAAGCATACACCTATCAACCTGGTTAG
AGACCTGCCACAGGGTTTTTCAGCACTGGAACCTCTGGTCGACCTCCCTATTGGAATCAACATCACACGATTCCAGA
CCCTCCTCGCTCTCCACCGTTCATATCTGACCCCCGGCGACAGTAGCTCTGGCTGGACCGCAGGAGCAGCTGCATA
CTATGTCGGGTACCTGCAGCCTAGGACATTCCTGCTGAAGTACAACGAAAATGGAACAATCACAGATGCTGTGGATT
GTGCACTCGATCCACTGTCAGAGACCAAGTGTACTCTCAAAAGCTTCACCGTCGAAAAGGGGATCTACCAGACTTCA
AATTTTCGGGTGCAGCCAACTGAGTCTATCGTCCGATTTCCTAACATCACTAATCTCTGTCCATTTGGCGAGGTGTTT
AACGCTACCCGCTTTGCAAGTGTTTACGCCTGGAACAGGAAGCGGATCTCCAATTGCGTGGCTGATTATTCAGTCCT
GTACAACAGCGCCAGTTTTTCTACTTTTAAATGCTATGGAGTGAGTCCCACCAAGCTGAATGACCTCTGCTTCACTAA
TGTTTATGCAGATTCATTTGTGATCCGAGGGGATGAAGTGAGACAGATCGCCCCTGGACAGACCGGAAAAATTGCC
GACTATAACTACAAACTCCCAGACGATTTCACAGGTTGCGTTATCGCATGGAACTCAAACAATCTGGACTCTAAAGTC
GGCGGAAACTATAACTACCTCTACAGGCTCTTCAGAAAGTCTAACCTGAAACCTTTTGAGAGGGATATCAGCACAGA
GATATATCAGGCTGGTTCCACACCCTGTAACGGCGTTGAGGGTTTTAATTGTTACTTCCCTCTCCAGTCTTACGGTTT
CCAGCCTACAAATGGAGTGGGTTATCAGCCCTACCGCGTCGTGGTGCTCAGCTTTGAACTGCTCCATGCTCCTGCAA
CTGTTTGTGGTCCCAAAAAGTCCACCAATCTGGTTAAGAACAAGTGTGTGAACTTTAACTTTAATGGGCTGACCGGA
ACAGGCGTCCTCACAGAAAGCAACAAAAAATTCCTCCCTTTCCAGCAGTTCGGTAGGGATATCGCCGATACAACCGA
CGCAGTGAGGGATCCTCAGACACTGGAAATCCTGGACATCACACCATGCTCCTTCGGAGGCGTTTCCGTTATCACAC
CAGGAACTAATACCTCCAACCAGGTGGCCGTCCTCTACCAGGACGTGAACTGTACAGAAGTGCCCGTCGCTATCCA
TGCTGACCAGCTGACCCCCACATGGCGGGTCTACTCAACTGGTTCTAACGTGTTCCAGACAAGGGCTGGCTGTCTC
ATTGGTGCCGAGCACGTGAACAACTCTTATGAATGCGACATCCCTATCGGGGCCGGAATTTGCGCTTCATACCAGAC
CCAGACTAATAGTCCCTCCGGAGCCGGCTCTGTCGCATCCCAGTCAATCATTGCCTATACTATGAGTCTGGGTGCCG
AGAACAGCGTGGCATACTCTAACAATTCAATCGCTATCCCTACAAATTTCACTATTTCTGTGACAACAGAAATCCTGC
CAGTTTCCATGACAAAAACCTCAGTTGACTGCACAATGTACATTTGTGGAGACTCCACCGAGTGCAGTAATCTCCTG
CTGCAGTACGGTTCCTTTTGCACTCAGCTCAATCGGGCCCTCACCGGTATCGCTGTCGAACAGGATAAAAACACTCA
GGAAGTTTTTGCACAGGTGAAACAGATATATAAGACACCTCCCATCAAGGACTTTGGTGGCTTCAACTTTTCCCAGA
TCCTGCCTGATCCAAGTAAACCATCTAAACGGAGCTTTATTGAAGACCTCCTGTTCAACAAAGTGACACTGGCCGAT
GCCGGCTTCATTAAGCAGTATGGAGATTGCCTCGGGGACATCGCAGCCCGGGACCTGATCTGTGCTCAGAAGTTTA
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WO 2021/219897 PCT/EP2021/061602
15/70

Fig. 28A. continued

ACGGTCTGACTGTTCTCCCCCCTCTGCTGACTGATGAAATGATTGCACAGTATACAAGCGCCCTCCTCGCAGGCACC
ATCACCTCAGGGTGGACCTTTGGTGCTGGAGCAGCCCTGCAGATCCCTTTCGCCATGCAGATGGCCTACAGGTTCA
ATGGAATCGGGGTGACCCAGAATGTGCTCTACGAAAATCAGAAGCTCATTGCCAATCAGTTTAATTCCGCTATTGGA
AAAATCCAGGACTCCCTGTCATCCACAGCTAGTGCTCTCGGAAAACTGCAGGACGTGGTGAACCAGAACGCTCAGG
CACTGAACACCCTGGTCAAGCAGCTCTCCAGTAACTTTGGAGCCATCTCTTCAGTCCTGAACGACATTCTGTCCCGT
CTCGATCCCCCCGAGGCTGAAGTGCAGATTGATCGGCTGATTACAGGGCGGCTGCAGTCCCTGCAGACATACGTGA
CCCAGCAGCTGATCCGCGCCGCAGAGATTCGGGCAAGCGCCAATCTCGCCGCTACCAAGATGTCTGAGTGCGTTCT
GGGGCAGAGTAAACGGGTGGACTTCTGTGGAAAAGGATACCATCTCATGTCTTTTCCTCAGAGTGCCCCCCACGGC
GTGGTCTTCCTGCATGTCACATACGTCCCTGCTCAGGAAAAGAACTTTACCACAGCACCAGCTATCTGTCATGATGG
CAAAGCCCATTTTCCACGAGAGGGTGTTTTCGTTTCTAATGGGACCCACTGGTTTGTGACTCAGAGAAACTTTTACG
AACCACAGATTATCACCACCGACAATACTTTCGTCAGCGGAAACTGTGATGTGGTTATCGGAATCGTCAACAATACC
GTGTACGATCCTCTGCAGCCAGAGCTGGACAGCTTCAAGGAAGAACTGGATAAGTACTTTAAGAACCATACTTCACC
CGATGTGGACCTCGGAGATATCTCAGGAATTAATGCATCCGTCGTCAACATCCAGAAGGAGATCGATCGGCTGAAT
GAAGTTGCTAAAAATCTGAACGAATCACTCATTGACCTCCAGGAACTCGGCAAATACGAACAGTACATT

Fig. 28B. sea b No: 263

MNFGLRLIFLVLTLKGVQCQVQLTQSPASLAVSLGQRATISCRASKSVSTSGYSYMHWYQQKPGQPPKLLIYLTSNLESG
VPARFSGSGSGTDFTLNIHPVEEEDAATYYCQHSRELPWTFGGGTKLEIKRGGGGSGGGGSGGGGSQVQLQQSGPDL
VKPGASVTISCKASGYAFSSSWMSWLKQRPGKGLEWIGWIFPRDGDTNYNGKFKGKATLTADKSSSTAYMQLSSLTS
EDSAVYFCARRGDYHYGMDYWGQGTSVTVSSELKTPLGDTTHTEPKSCDTPPPCPRCPGGGSSGGGSGGQPREPQVY
TLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESSGQPENNYNTTPPMLDSDGSFFLYSKLTVDKSRWQQGNIFSCSV
MHEALHNRFTQKSLSLSPGKGLGGLYNLTTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFFSNVTWFHAIHV
SGTNGTKRFDNPVLPFNDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIVNNATNVVIKVCEFQFCNDPFLGVYYHKNNK
SWMESEFRVYSSANNCTFEYVSQPFLMDLEGKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPI
GINITRFQTLLALHRSYLTPGDSSSGWTAGAAAYYVGYLQPRTFLLKYNENGTITDAVDCALDPLSETKCTLKSFTVEKGI
YQTSNFRVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFSTFKCYGVSPTKLNDLCFT
NVYADSFVIRGDEVRQIAPGQTGKIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTELY
QAGSTPCNGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVNFNFNGLTGTGVL
TESNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSFGGVSVITPGTNTSNQVAVLYQDVNCTEVPVAIHADQLTPT
WRVYSTGSNVFQTRAGCLIGAEHVNNSYECDIPIGAGICASYQTQTNSPSGAGSVASQSIIAYTMSLGAENSVAYSNNS
IAIPTNFTISVTTEILPVSMTKTSVDCTMYICGDSTECSNLLLQYGSFCTQLNRALTGIAVEQDKNTQEVFAQVKQIYKTPP
IKDFGGFNFSQILPDPSKPSKRSFIEDLLFNKVTLADAGFIKQYGDCLGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTS
ALLAGTITSGWTFGAGAALQIPFAMQMAYRFNGIGVTQNVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLQDVVNQ
NAQALNTLVKQLSSNFGAISSVLNDILSRLDPPEAEVQIDRLITGRLQSLQTYVTQQLIRAAEIRASANLAATKMSECVLG
QSKRVDFCGKGYHLMSFPQSAPHGVVFLHVTYVPAQEKNFTTAPAICHDGKAHFPREGVFVSNGTHWFVTQRNFYEPQ
IITTDNTFVSGNCDVVIGIVNNTVYDPLQPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKNLN
ESLIDLQELGKYEQYI
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Fig. 29

A. SEQID NO: 264

ATGCAGGTCTCCACTGCTGCCCTTGCCGTCCTCCTCTGCACCATGGCTCTCTGCAACCAGGTCCTCTCTGCACCACT
TGCTGCTGACACGCCGACCGCCTGCTGCTTCAGCTACACCTCCCGACAGATTCCACAGAATTTCATAGCTGACTACT
TTGAGACGAGCAGCCAGTGCTCCAAGCCCAGTGTCATCTTCCTAACCAAGAGAGGCCGGCAGGTCTGTGCTGACCC
CAGTGAGGAGTGGGTCCAGAAATACGTCAGTGACCTGGAGCTGAGTGCCGAGCTCAAAACCCCACTTGGTGACACA
ACTCACACAGAGCCCAAATCTTGTGACACACCTCCCCCGTGCCCAAGGTGCCCAGGCGGTGGAAGCAGCGGAGGT
GGAAGTGGAGGACAGCCCCGAGAACCACAGGTGTACACCCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAG
GTCAGCCTGACCTGCCTGGTCAAAGGCTTCTACCCCAGCGACATCGCCGTGGAGTGGGAGAGCAGCGGGCAGCCG
GAGAACAACTACAACACCACGCCTCCCATGCTGGACTCCGACGGCTCCTTCTTCCTCTACAGCAAGCTCACCGTGGA
CAAGAGCAGGTGGCAGCAGGGGAACATCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCGCTTCACGCAG
AAGAGCCTCTCCCTGTCTCCGGGTAAAGGCCTCGGTGGCCTGCACTTTGCCATCGGACTGGCCCTCTACTATCCCTC
TGCCAGAATCGTGTACACTGCCTGTAGCCATGCCGCTGTGGGTGGCGGGGGATCAGGTGGCGGAGGGTCCCGAGT
CCAGCCCACAGAATCAATCGTGCGGTTTCCAAACATCACCAATCTCTGCCCCTTCGGAGAAGTGTTTAATGCCACAC
GGTTTGCCTCAGTGTATGCCTGGAACCGGAAGAGAATCTCCAACTGCGTGGCAGACTATTCTGTGCTGTACAACAG
CGCCTCCTTCTCTACTTTCAAGTGCTACGGCGTGTCTCCTACTAAGCTGAACGATCTCTGCTTCACAAACGTGTATGC
CGATTCCTTTGTGATCAGAGGAGACGAAGTGCGACAGATTGCTCCTGGACAGACCGGGAAGATTGCCGACTACAAC
TATAAGCTGCCAGACGATTTCACTGGCTGCGTTATTGCCTGGAATTCAAACAACCTCGATTCCAAAGTGGGCGGGAA
TTATAACTACCTCTATAGACTGTTCCGTAAGTCTAACCTGAAGCCATTCGAGCGTGATATTAGCACCGAAATCTACCA
GGCAGGTTCAACTCCTTGTAACGGAGTGGAGGGATTCAACTGCTACTTCCCACTGCAGTCCTATGGGTTCCAGCCTA
CAAACGGAGTGGGGTACCAGCCTTATCGGGTCGTTGTGCTGTCCTTTGAGCTGCTCCACGCTCCTGCAACTGTTTGC
GGACCTAAGAAATCCACCAACCTGGTGAAGAACAAGTGCGTGAATTTC

B. seaiDNoO: 265

MQVSTAALAVLLCTMALCNQVLSAPLAADTPTACCFSYTSRQIPQNFIADYFETSSQCSKPSVIFLTKRGRQVCADPSEE
WVQKYVSDLELSAELKTPLGDTTHTEPKSCDTPPPCPRCPGGGSSGGGSGGQPREPQVYTLPPSREEMTKNQVSLTCLY
KGFYPSDIAVEWESSGQPENNYNTTPPMLDSDGSFFLYSKLTVDKSRWQQGNIFSCSVMHEALHNRFTQKSLSLSPGK
GLGGLHFAIGLALYYPSARIVYTACSHAAVGGGGSGGGGSRVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRI
SNCVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIADYNYKLPDDFTGCVIAWN
SNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPCNGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFEL
LHAPATVCGPKKSTNLVKNKCVNF
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Fig. 30

A. SEQID NO: 266

ATGCAGGTCTCCACTGCTGCCCTTGCCGTCCTCCTCTGCACCATGGCTCTCTGCAACCAGGTCCTCTCTGCACCACT
TGCTGCTGACACGCCGACCGCCTGCTGCTTCAGCTACACCTCCCGACAGATTCCACAGAATTTCATAGCTGACTACT
TTGAGACGAGCAGCCAGTGCTCCAAGCCCAGTGTCATCTTCCTAACCAAGAGAGGCCGGCAGGTCTGTGCTGACCC
CAGTGAGGAGTGGGTCCAGAAATACGTCAGTGACCTGGAGCTGAGTGCCGAGCTCAAAACCCCACTTGGTGACACA
ACTCACACAGAGCCCAAATCTTGTGACACACCTCCCCCGTGCCCAAGGTGCCCAGGCGGTGGAAGCAGCGGAGGT
GGAAGTGGAGGACAGCCCCGAGAACCACAGGTGTACACCCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAG
GTCAGCCTGACCTGCCTGGTCAAAGGCTTCTACCCCAGCGACATCGCCGTGGAGTGGGAGAGCAGCGGGCAGCCG
GAGAACAACTACAACACCACGCCTCCCATGCTGGACTCCGACGGCTCCTTCTTCCTCTACAGCAAGCTCACCGTGGA
CAAGAGCAGGTGGCAGCAGGGGAACATCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCGCTTCACGCAG
AAGAGCCTCTCCCTGTCTCCGGGTAAAGGCCTCGGTGGCCTGTTCGTGAACGAGTTCTACGCCTATCTGAGAAAGC
ACTTCTCCATGATGGGGGGCGGAGGTAGTGGCGGAGGTGGCTCCCGAGTCCAGCCCACAGAATCAATCGTGCGGT
TTCCAAACATCACCAATCTCTGCCCCTTCGGAGAAGTGTTTAATGCCACACGGTTTGCCTCAGTGTATGCCTGGAAC
CGGAAGAGAATCTCCAACTGCGTGGCAGACTATTCTGTGCTGTACAACAGCGCCTCCTTCTCTACTTTCAAGTGCTA
CGGCGTGTCTCCTACTAAGCTGAACGATCTCTGCTTCACAAACGTGTATGCCGATTCCTTTGTGATCAGAGGAGACG
AAGTGCGACAGATTGCTCCTGGACAGACCGGGAAGATTGCCGACTACAACTATAAGCTGCCAGACGATTTCACTGG
CTGCGTTATTGCCTGGAATTCAAACAACCTCGATTCCAAAGTGGGCGGGAATTATAACTACCTCTATAGACTGTTCC
GTAAGTCTAACCTGAAGCCATTCGAGCGTGATATTAGCACCGAAATCTACCAGGCAGGTTCAACTCCTTGTAACGGA
GTGGAGGGATTCAACTGCTACTTCCCACTGCAGTCCTATGGGTTCCAGCCTACAAACGGAGTGGGGTACCAGCCTT
ATCGGGTCGTTGTGCTGTCCTTTGAGCTGCTCCACGCTCCTGCAACTGTTTGCGGACCTAAGAAATCCACCAACCTG
GTGAAGAACAAGTGCGTGAATTTC

B. seqibNo: 267

MQVSTAALAVLLCTMALCNQVLSAPLAADTPTACCFSYTSRQIPQNFIADYFETSSQCSKPSVIFLTKRGRQVCADPSEE
WVQKYVSDLELSAELKTPLGDTTHTEPKSCDTPPPCPRCPGGGSSGGGSGGQPREPQVYTLPPSREEMTKNQVSLTCLV
KGFYPSDIAVEWESSGQPENNYNTTPPMLDSDGSFFLYSKLTVDKSRWQQGNIFSCSVMHEALHNRFTQKSLSLSPGK
GLGGLFVYNEFYAYLRKHFSMMGGGGSGGGGSRVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISNCVADY
SVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIADYNYKLPDDFTGCVIAWNSNNLDSK
VGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPCNGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPATV
CGPKKSTNLVKNKCVNF
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Fig. 31

A. SEQID NO: 268

ATGCAGGTCTCCACTGCTGCCCTTGCCGTCCTCCTCTGCACCATGGCTCTCTGCAACCAGGTCCTCTCTGCACCACT
TGCTGCTGACACGCCGACCGCCTGCTGCTTCAGCTACACCTCCCGACAGATTCCACAGAATTTCATAGCTGACTACT
TTGAGACGAGCAGCCAGTGCTCCAAGCCCAGTGTCATCTTCCTAACCAAGAGAGGCCGGCAGGTCTGTGCTGACCC
CAGTGAGGAGTGGGTCCAGAAATACGTCAGTGACCTGGAGCTGAGTGCCGAGCTCAAAACCCCACTTGGTGACACA
ACTCACACAGAGCCCAAATCTTGTGACACACCTCCCCCGTGCCCAAGGTGCCCAGGCGGTGGAAGCAGCGGAGGT
GGAAGTGGAGGACAGCCCCGAGAACCACAGGTGTACACCCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAG
GTCAGCCTGACCTGCCTGGTCAAAGGCTTCTACCCCAGCGACATCGCCGTGGAGTGGGAGAGCAGCGGGCAGCCG
GAGAACAACTACAACACCACGCCTCCCATGCTGGACTCCGACGGCTCCTTCTTCCTCTACAGCAAGCTCACCGTGGA
CAAGAGCAGGTGGCAGCAGGGGAACATCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCGCTTCACGCAG
AAGAGCCTCTCCCTGTCTCCGGGTAAAGGCCTCGGTGGCCTGCACTTCGCAATCGGGCTCGCACTGTACTATCCTA
GTGCCAGGATCGTGTATACCGCTTGTAGTCACGCAGCTGTGGGCGGCGGAGGTTCTGGCGGTGGGGGATCTTICG
TGAACGAGTTCTATGCTTACCTGCGCAAACACTTCTCCATGATGGGCGGTGGAGGGTCTGGCGGGGGAGGCTCAC
GGGTCCAGCCTACAGAGTCTATTGTGCGGTTTCCCAATATCACCAATCTGTGCCCATTTGGCGAGGTGTTTAACGCA
ACCAGGTTCGCCTCTGTCTATGCATGGAATCGGAAGCGGATCAGTAACTGCGTCGCTGATTACTCTGTCCTGTATAA
CAGCGCCTCTTTCAGCACCTTTAAGTGCTACGGCGTCTCTCCCACCAAGCTGAACGACCTGTGCTTCACTAACGTGT
ACGCCGATAGCTTTGTGATCCGGGGCGACGAGGTCCGCCAGATTGCTCCCGGCCAGACCGGAAAGATCGCTGACT
ACAACTACAAACTGCCTGACGATTTCACCGGTTGCGTGATCGCTTGGAATAGTAACAATCTCGACAGCAAAGTCGGC
GGGAACTATAACTACCTCTACCGGCTCTTTAGAAAGAGCAACCTGAAGCCTTTTGAACGGGATATTAGCACCGAAAT
CTACCAGGCAGGCAGCACCCCTTGCAATGGCGTCGAGGGCTTCAACTGCTATTTCCCACTCCAGTCTTATGGCTTCC
AGCCTACCAATGGCGTGGGATATCAGCCATATCGCGTGGTGGTCCTCTCCTTTGAGCTCCTGCATGCTCCAGCCACC
GTGTGCGGTCCAAAAAAGAGCACTAACCTCGTCAAGAACAAGTGCGTCAACTTT

B. seaibNo: 269

MQVSTAALAVLLCTMALCNQVLSAPLAADTPTACCFSYTSRQIPQNFIADYFETSSQCSKPSVIFLTKRGRQVCADPSEE
WVQKYVSDLELSAELKTPLGDTTHTEPKSCDTPPPCPRCPGGGSSGGGSGGQPREPQVYTLPPSREEMTKNQVSLTCLY
KGFYPSDIAVEWESSGQPENNYNTTPPMLDSDGSFFLYSKLTVDKSRWQQGNIFSCSYMHEALHNRFTQKSLSLSPGK
GLGGLHFAIGLALYYPSARIVYTACSHAAVGGGGSGGGGSFVNEFYAYLRKHFSMMGGGGSGGGGSRVQPTESIVRFP
NITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQI
APGQTGKIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPCNGVEGFNCY
FPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVNF
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Fig. 32

A. SEQID NO: 270

ATGCAGGTCTCCACTGCTGCCCTTGCCGTCCTCCTCTGCACCATGGCTCTCTGCAACCAGGTCCTCTCTGCACCACT
TGCTGCTGACACGCCGACCGCCTGCTGCTTCAGCTACACCTCCCGACAGATTCCACAGAATTTCATAGCTGACTACT
TTGAGACGAGCAGCCAGTGCTCCAAGCCCAGTGTCATCTTCCTAACCAAGAGAGGCCGGCAGGTCTGTGCTGACCC
CAGTGAGGAGTGGGTCCAGAAATACGTCAGTGACCTGGAGCTGAGTGCCGAGCTCAAAACCCCACTTGGTGACACA
ACTCACACAGAGCCCAAATCTTGTGACACACCTCCCCCGTGCCCAAGGTGCCCAGGCGGTGGAAGCAGCGGAGGT
GGAAGTGGAGGACAGCCCCGAGAACCACAGGTGTACACCCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAG
GTCAGCCTGACCTGCCTGGTCAAAGGCTTCTACCCCAGCGACATCGCCGTGGAGTGGGAGAGCAGCGGGCAGCCG
GAGAACAACTACAACACCACGCCTCCCATGCTGGACTCCGACGGCTCCTTCTTCCTCTACAGCAAGCTCACCGTGGA
CAAGAGCAGGTGGCAGCAGGGGAACATCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCGCTTCACGCAG
AAGAGCCTCTCCCTGTCTCCGGGTAAAGGCCTCGGTGGCCTGCACTTCGCCATTGGCCTCGCCCTGTATTACCCTTC
TGCCCGGATCGTGTATACAGCATGCTCTCACGCTGCAGTGGGGGGCGGTGGCTCCGGCGGTGGCGGAAGCTTITGT
GAACGAGTTCTATGCCTACCTGAGAAAGCACTTCTCTATGATGGGTGGCGGAGGCTCCGGAGGGGGTGGCTCTCTG
GTGAAGCCTTCTTTCTACGTCTACTCCAGAGTGAAGAATCTCGGAGGTGGCGGTTCTGGTGGCGGAGGTTCTAGGG
TCCAGCCAACCGAATCCATCGTGCGATTCCCCAATATCACAAACCTGTGCCCTTTTGGGGAGGTGTTCAATGCTACC
AGATTTGCCTCAGTGTACGCATGGAACAGAAAGAGGATTAGTAACTGCGTGGCCGACTATAGCGTGCTGTATAACA
GCGCCAGCTTCTCTACCTTCAAGTGCTACGGCGTGTCTCCTACCAAGCTCAACGATCTCTGCTTCACCAACGTGTAT
GCCGATTCCTTCGTCATTAGGGGCGATGAGGTGCGACAGATCGCCCCTGGACAGACCGGAAAGATCGCCGATTATA
ACTACAAACTGCCTGATGACTTCACCGGTTGCGTGATCGCCTGGAACTCCAACAACCTGGACTCCAAGGTCGGTGG
CAACTATAATTACCTGTACAGGCTGTTCAGGAAGTCCAATCTGAAGCCTTTTGAACGAGATATCAGCACCGAAATCTA
CCAGGCCGGATCTACCCCATGCAACGGTGTCGAAGGCTTTAACTGTTACTTTCCTCTCCAGAGTTATGGCTTCCAGC
CAACCAATGGGGTGGGCTATCAGCCTTATCGAGTGGTCGTGCTGTCCTTTGAACTCCTGCATGCCCCAGCTACTGTC
TGTGGCCCCAAGAAATCCACCAATCTCGTGAAAAACAAGTGCGTCAATTTIC

B. sea D NoO: 271

MQVSTAALAVLLCTMALCNQVLSAPLAADTPTACCFSYTSRQIPQNFIADYFETSSQCSKPSVIFLTKRGRQVCADPSEE
WVQKYVSDLELSAELKTPLGDTTHTEPKSCDTPPPCPRCPGGGSSGGGSGGQPREPQVYTLPPSREEMTKNQVSLTCLY
KGFYPSDIAVEWESSGQPENNYNTTPPMLDSDGSFFLYSKLTVDKSRWQQGNIFSCSVMHEALHNRFTQKSLSLSPGK
GLGGLHFAIGLALYYPSARIVYTACSHAAVGGGGSGGGGSFVYNEFYAYLRKHFSMMGGGGSGGGGSLVKPSFYVYSRV
KNLGGGGSGGGGSRVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFSTFKCYGVSP
TKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKP
FERDISTEIYQAGSTPCNGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVNF
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Fig. 33

A. SEQIDNO: 272

ATGCAGGTCTCCACTGCTGCCCTTGCCGTCCTCCTCTGCACCATGGCTCTCTGCAACCAGGTCCTCTCTGCACCACT
TGCTGCTGACACGCCGACCGCCTGCTGCTTCAGCTACACCTCCCGACAGATTCCACAGAATTTCATAGCTGACTACT
TTGAGACGAGCAGCCAGTGCTCCAAGCCCAGTGTCATCTTCCTAACCAAGAGAGGCCGGCAGGTCTGTGCTGACCC
CAGTGAGGAGTGGGTCCAGAAATACGTCAGTGACCTGGAGCTGAGTGCCGAGCTCAAAACCCCACTTGGTGACACA
ACTCACACAGAGCCCAAATCTTGTGACACACCTCCCCCGTGCCCAAGGTGCCCAGGCGGTGGAAGCAGCGGAGGT
GGAAGTGGAGGACAGCCCCGAGAACCACAGGTGTACACCCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAG
GTCAGCCTGACCTGCCTGGTCAAAGGCTTCTACCCCAGCGACATCGCCGTGGAGTGGGAGAGCAGCGGGCAGCCG
GAGAACAACTACAACACCACGCCTCCCATGCTGGACTCCGACGGCTCCTTCTTCCTCTACAGCAAGCTCACCGTGGA
CAAGAGCAGGTGGCAGCAGGGGAACATCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCGCTTCACGCAG
AAGAGCCTCTCCCTGTCTCCGGGTAAAGGCCTCGGTGGCCTGCACTTTGCCATCGGACTGGCCCTGTACTATCCTTC
TGCCAGAATCGTGTACACCGCCTGTTCTCATGCCGCTGTGGGTCTGGGCGGACTGCGAGTCCAGCCCACAGAATCA
ATCGTGCGGTTTCCAAACATCACCAATCTCTGCCCCTTCGGAGAAGTGTTTAATGCCACACGGTTTGCCTCAGTGTA
TGCCTGGAACCGGAAGAGAATCTCCAACTGCGTGGCAGACTATTCTGTGCTGTACAACAGCGCCTCCTTCTCTACTT
TCAAGTGCTACGGCGTGTCTCCTACTAAGCTGAACGATCTCTGCTTCACAAACGTGTATGCCGATTCCTTTGTGATCA
GAGGAGACGAAGTGCGACAGATTGCTCCTGGACAGACCGGGAAGATTGCCGACTACAACTATAAGCTGCCAGACG
ATTTCACTGGCTGCGTTATTGCCTGGAATTCAAACAACCTCGATTCCAAAGTGGGCGGGAATTATAACTACCTCTATA
GACTGTTCCGTAAGTCTAACCTGAAGCCATTCGAGCGTGATATTAGCACCGAAATCTACCAGGCAGGTTCAACTCCT
TGTAACGGAGTGGAGGGATTCAACTGCTACTTCCCACTGCAGTCCTATGGGTTCCAGCCTACAAACGGAGTGGGGT
ACCAGCCTTATCGGGTCGTTGTGCTGTCCTTTGAGCTGCTCCACGCTCCTGCAACTGTTTGCGGACCTAAGAAATCC
ACCAACCTGGTGAAGAACAAGTGCGTGAATTTC

B. seaibno: 273

MQVSTAALAVLLCTMALCNQVLSAPLAADTPTACCFSYTSRQIPQNFIADYFETSSQCSKPSVIFLTKRGRQVCADPSEE
WVQKYVSDLELSAELKTPLGDTTHTEPKSCDTPPPCPRCPGGGSSGGGSGGQPREPQVYTLPPSREEMTKNQVSLTCLV
KGFYPSDIAVEWESSGQPENNYNTTPPMLDSDGSFFLYSKLTVDKSRWQQGNIFSCSVMHEALHNRFTQKSLSLSPGK
GLGGLHFAIGLALYYPSARIVYTACSHAAVGLGGLRVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISNCVAD
YSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIADYNYKLPDDFTGCVIAWNSNNLDS
KVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPCNGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPAT
VCGPKKSTNLVKNKCVNF
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Fig. 34

A. SEQID NO: 274

ATGCAGGTCTCCACTGCTGCCCTTGCCGTCCTCCTCTGCACCATGGCTCTCTGCAACCAGGTCCTCTCTGCACCACT
TGCTGCTGACACGCCGACCGCCTGCTGCTTCAGCTACACCTCCCGACAGATTCCACAGAATTTCATAGCTGACTACT
TTGAGACGAGCAGCCAGTGCTCCAAGCCCAGTGTCATCTTCCTAACCAAGAGAGGCCGGCAGGTCTGTGCTGACCC
CAGTGAGGAGTGGGTCCAGAAATACGTCAGTGACCTGGAGCTGAGTGCCGAGCTCAAAACCCCACTTGGTGACACA
ACTCACACAGAGCCCAAATCTTGTGACACACCTCCCCCGTGCCCAAGGTGCCCAGGCGGTGGAAGCAGCGGAGGT
GGAAGTGGAGGACAGCCCCGAGAACCACAGGTGTACACCCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAG
GTCAGCCTGACCTGCCTGGTCAAAGGCTTCTACCCCAGCGACATCGCCGTGGAGTGGGAGAGCAGCGGGCAGCCG
GAGAACAACTACAACACCACGCCTCCCATGCTGGACTCCGACGGCTCCTTCTTCCTCTACAGCAAGCTCACCGTGGA
CAAGAGCAGGTGGCAGCAGGGGAACATCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCGCTTCACGCAG
AAGAGCCTCTCCCTGTCTCCGGGTAAAGGCCTCGGTGGCCTGCACTTCGCCATTGGCCTGGCCCTGTACTATCCCTC
CGCCAGAATCGTGTACACCGCTTGTAGTCACGCCGCAGTGGGGCTCGGAGGCCTGGGTCTCGGCGGACTGCGAGT
CCAGCCCACAGAATCAATCGTGCGGTTTCCAAACATCACCAATCTCTGCCCCTTCGGAGAAGTGTTTAATGCCACAC
GGTTTGCCTCAGTGTATGCCTGGAACCGGAAGAGAATCTCCAACTGCGTGGCAGACTATTCTGTGCTGTACAACAG
CGCCTCCTTCTCTACTTTCAAGTGCTACGGCGTGTCTCCTACTAAGCTGAACGATCTCTGCTTCACAAACGTGTATGC
CGATTCCTTTGTGATCAGAGGAGACGAAGTGCGACAGATTGCTCCTGGACAGACCGGGAAGATTGCCGACTACAAC
TATAAGCTGCCAGACGATTTCACTGGCTGCGTTATTGCCTGGAATTCAAACAACCTCGATTCCAAAGTGGGCGGGAA
TTATAACTACCTCTATAGACTGTTCCGTAAGTCTAACCTGAAGCCATTCGAGCGTGATATTAGCACCGAAATCTACCA
GGCAGGTTCAACTCCTTGTAACGGAGTGGAGGGATTCAACTGCTACTTCCCACTGCAGTCCTATGGGTTCCAGCCTA
CAAACGGAGTGGGGTACCAGCCTTATCGGGTCGTTGTGCTGTCCTTTGAGCTGCTCCACGCTCCTGCAACTGTTTGC
GGACCTAAGAAATCCACCAACCTGGTGAAGAACAAGTGCGTGAATTTC

B. seaibnNo: 275

MQVSTAALAVLLCTMALCNQVLSAPLAADTPTACCFSYTSRQIPQNFIADYFETSSQCSKPSVIFLTKRGRQVCADPSEE
WVQKYVSDLELSAELKTPLGDTTHTEPKSCDTPPPCPRCPGGGSSGGGSGGQPREPQVYTLPPSREEMTKNQVSLTCLV
KGFYPSDIAVEWESSGQPENNYNTTPPMLDSDGSFFLYSKLTVDKSRWQQGNIFSCSVMHEALHNRFTQKSLSLSPGK
GLGGLHFAIGLALYYPSARIVYTACSHAAVGLGGLGLGGLRVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRIS
NCVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIADYNYKLPDDFTGCVIAWNS
NNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPCNGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELL
HAPATVCGPKKSTNLVKNKCVNF
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Fig. 35

A. SEQID NO: 276

ATGCAGGTCTCCACTGCTGCCCTTGCCGTCCTCCTCTGCACCATGGCTCTCTGCAACCAGGTCCTCTCTGCACCACT
TGCTGCTGACACGCCGACCGCCTGCTGCTTCAGCTACACCTCCCGACAGATTCCACAGAATTTCATAGCTGACTACT
TTGAGACGAGCAGCCAGTGCTCCAAGCCCAGTGTCATCTTCCTAACCAAGAGAGGCCGGCAGGTCTGTGCTGACCC
CAGTGAGGAGTGGGTCCAGAAATACGTCAGTGACCTGGAGCTGAGTGCCGAGCTCAAAACCCCACTTGGTGACACA
ACTCACACAGAGCCCAAATCTTGTGACACACCTCCCCCGTGCCCAAGGTGCCCAGGCGGTGGAAGCAGCGGAGGT
GGAAGTGGAGGACAGCCCCGAGAACCACAGGTGTACACCCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAG
GTCAGCCTGACCTGCCTGGTCAAAGGCTTCTACCCCAGCGACATCGCCGTGGAGTGGGAGAGCAGCGGGCAGCCG
GAGAACAACTACAACACCACGCCTCCCATGCTGGACTCCGACGGCTCCTTCTTCCTCTACAGCAAGCTCACCGTGGA
CAAGAGCAGGTGGCAGCAGGGGAACATCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCGCTTCACGCAG
AAGAGCCTCTCCCTGTCTCCGGGTAAAGGCCTCGGTGGCCTGTTCGTGAACGAGTTCTACGCCTATCTGAGAAAGC
ACTTCAGCATGATGGGACTGGGCGGTCTGCGAGTCCAGCCCACAGAATCAATCGTGCGGTTTCCAAACATCACCAA
TCTCTGCCCCTTCGGAGAAGTGTTTAATGCCACACGGTTTGCCTCAGTGTATGCCTGGAACCGGAAGAGAATCTCCA
ACTGCGTGGCAGACTATTCTGTGCTGTACAACAGCGCCTCCTTCTCTACTTTCAAGTGCTACGGCGTGTCTCCTACTA
AGCTGAACGATCTCTGCTTCACAAACGTGTATGCCGATTCCTTTGTGATCAGAGGAGACGAAGTGCGACAGATTGCT
CCTGGACAGACCGGGAAGATTGCCGACTACAACTATAAGCTGCCAGACGATTTCACTGGCTGCGTTATTGCCTGGA
ATTCAAACAACCTCGATTCCAAAGTGGGCGGGAATTATAACTACCTCTATAGACTGTTCCGTAAGTCTAACCTGAAGC
CATTCGAGCGTGATATTAGCACCGAAATCTACCAGGCAGGTTCAACTCCTTGTAACGGAGTGGAGGGATTCAACTGC
TACTTCCCACTGCAGTCCTATGGGTTCCAGCCTACAAACGGAGTGGGGTACCAGCCTTATCGGGTCGTTGTGCTGTC
CTTTGAGCTGCTCCACGCTCCTGCAACTGTTTGCGGACCTAAGAAATCCACCAACCTGGTGAAGAACAAGTGCGTGA
ATTTC

B. seaibno: 277

MQVSTAALAVLLCTMALCNQVLSAPLAADTPTACCFSYTSRQIPQNFIADYFETSSQCSKPSVIFLTKRGRQVCADPSEE
WVQKYVSDLELSAELKTPLGDTTHTEPKSCDTPPPCPRCPGGGSSGGGSGGQPREPQVYTLPPSREEMTKNQVSLTCLV
KGFYPSDIAVEWESSGQPENNYNTTPPMLDSDGSFFLYSKLTVDKSRWQQGNIFSCSVMHEALHNRFTQKSLSLSPGK
GLGGLFVNEFYAYLRKHFSMMGLGGLRVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSA
SFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNYNY
LYRLFRKSNLKPFERDISTEIYQAGSTPCNGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTN
LVKNKCVNF
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Fig. 36

A. SEQID NO: 278

ATGCAGGTCTCCACTGCTGCCCTTGCCGTCCTCCTCTGCACCATGGCTCTCTGCAACCAGGTCCTCTCTGCACCACT
TGCTGCTGACACGCCGACCGCCTGCTGCTTCAGCTACACCTCCCGACAGATTCCACAGAATTTCATAGCTGACTACT
TTGAGACGAGCAGCCAGTGCTCCAAGCCCAGTGTCATCTTCCTAACCAAGAGAGGCCGGCAGGTCTGTGCTGACCC
CAGTGAGGAGTGGGTCCAGAAATACGTCAGTGACCTGGAGCTGAGTGCCGAGCTCAAAACCCCACTTGGTGACACA
ACTCACACAGAGCCCAAATCTTGTGACACACCTCCCCCGTGCCCAAGGTGCCCAGGCGGTGGAAGCAGCGGAGGT
GGAAGTGGAGGACAGCCCCGAGAACCACAGGTGTACACCCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAG
GTCAGCCTGACCTGCCTGGTCAAAGGCTTCTACCCCAGCGACATCGCCGTGGAGTGGGAGAGCAGCGGGCAGCCG
GAGAACAACTACAACACCACGCCTCCCATGCTGGACTCCGACGGCTCCTTCTTCCTCTACAGCAAGCTCACCGTGGA
CAAGAGCAGGTGGCAGCAGGGGAACATCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCGCTTCACGCAG
AAGAGCCTCTCCCTGTCTCCGGGTAAAGGCCTCGGTGGCCTGCATTTTGCCATTGGACTGGCACTCTATTACCCAAG
TGCCAGGATCGTCTACACTGCCTGCAGTCACGCAGCCGTCGGGGGAGGCGGTTCTGGAGGGGGTGGCTCTTTCGT
GAACGAGTTTTACGCCTACCTGAGGAAGCACTTTAGCATGATGGGCCTCGGGGGTCTCCGCGTGCAGCCAACAGAA
TCCATTGTCCGCTTCCCCAATATTACAAACCTGTGCCCATTCGGAGAAGTGTTTAATGCCACCAGATTCGCCTCCGTG
TATGCTTGGAACAGAAAGCGCATCTCTAACTGCGTCGCCGACTACAGTGTGCTGTACAACAGCGCAAGTTTTTCCAC
ATTCAAGTGTTATGGGGTGTCACCAACCAAACTGAACGATCTCTGCTTCACAAACGTGTACGCCGACTCCTTCGTCA
TCCGCGGCGACGAAGTGAGACAGATCGCACCCGGGCAGACTGGAAAGATCGCAGACTATAACTACAAGCTGCCAG
ACGATTTCACCGGGTGCGTCATTGCCTGGAACAGCAATAACCTCGACAGCAAAGTGGGGGGCAATTACAACTATCT
GTATAGACTGTTCCGCAAGTCCAACCTGAAACCCTTTGAGAGAGACATCAGTACAGAAATCTATCAGGCCGGTTCTA
CACCATGTAATGGTGTCGAAGGGTTCAACTGCTACTTCCCTCTGCAGTCATATGGCTTCCAGCCAACTAATGGGGTG
GGATACCAGCCTTATAGGGTGGTCGTGCTGAGCTTTGAGCTGCTGCACGCACCCGCCACCGTGTGCGGGCCAAAAA
AGTCCACTAACCTGGTGAAGAACAAGTGCGTCAATTTC

B. seaibNo: 279

MQVSTAALAVLLCTMALCNQVLSAPLAADTPTACCFSYTSRQIPQNFIADYFETSSQCSKPSVIFLTKRGRQVCADPSEE
WVQKYVSDLELSAELKTPLGDTTHTEPKSCDTPPPCPRCPGGGSSGGGSGGQPREPQVYTLPPSREEMTKNQVSLTCLY
KGFYPSDIAVEWESSGQPENNYNTTPPMLDSDGSFFLYSKLTVDKSRWQQGNIFSCSVMHEALHNRFTQKSLSLSPGK
GLGGLHFAIGLALYYPSARIVYTACSHAAVGGGGSGGGGSFVYNEFYAYLRKHFSMMGLGGLRVQPTESIVRFPNITNLCP
FGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTG
KIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPCNGVEGFNCYFPLQSYG
FQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVNF
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Fig. 37

A. SEQID NO: 280

ATGCAGGTCTCCACTGCTGCCCTTGCCGTCCTCCTCTGCACCATGGCTCTCTGCAACCAGGTCCTCTCTGCACCACT
TGCTGCTGACACGCCGACCGCCTGCTGCTTCAGCTACACCTCCCGACAGATTCCACAGAATTTCATAGCTGACTACT
TTGAGACGAGCAGCCAGTGCTCCAAGCCCAGTGTCATCTTCCTAACCAAGAGAGGCCGGCAGGTCTGTGCTGACCC
CAGTGAGGAGTGGGTCCAGAAATACGTCAGTGACCTGGAGCTGAGTGCCGAGCTCAAAACCCCACTTGGTGACACA
ACTCACACAGAGCCCAAATCTTGTGACACACCTCCCCCGTGCCCAAGGTGCCCAGGCGGTGGAAGCAGCGGAGGT
GGAAGTGGAGGACAGCCCCGAGAACCACAGGTGTACACCCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAG
GTCAGCCTGACCTGCCTGGTCAAAGGCTTCTACCCCAGCGACATCGCCGTGGAGTGGGAGAGCAGCGGGCAGCCG
GAGAACAACTACAACACCACGCCTCCCATGCTGGACTCCGACGGCTCCTTCTTCCTCTACAGCAAGCTCACCGTGGA
CAAGAGCAGGTGGCAGCAGGGGAACATCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCGCTTCACGCAG
AAGAGCCTCTCCCTGTCTCCGGGTAAAGGCCTCGGTGGCCTGCACTTCGCAATCGGACTCGCACTGTATTACCCCTC
AGCCAGGATCGTGTATACTGCATGCAGTCACGCTGCCGTCGGCGGCGGGGGTAGTGGGGGAGGCGGATCCTTIGT
GAATGAGTTCTATGCCTACCTGAGAAAGCACTTCAGCATGATGGGCGGTGGGGGAAGCGGCGGTGGAGGATCCCT
CGTGAAACCCTCCTTCTATGTCTACTCACGGGTGAAGAACCTGGGCCTCGGAGGTCTCAGAGTCCAGCCTACCGAG
TCTATCGTGAGGTTTCCAAACATCACTAATCTGTGCCCTTTCGGAGAAGTGTTTAACGCCACCCGGTTTGCCTCAGT
GTACGCTTGGAATAGGAAGCGGATCTCAAATTGCGTGGCAGATTACAGCGTGCTGTACAACTCCGCCTCATTCAGTA
CATTCAAGTGCTATGGCGTGAGCCCAACCAAGCTGAACGATCTGTGCTTCACAAACGTGTACGCAGATTCCTTCGTC
ATCAGAGGGGATGAAGTCAGACAGATCGCTCCAGGCCAGACAGGAAAGATCGCAGATTATAATTATAAACTCCCTG
ACGATTTCACCGGATGCGTGATCGCCTGGAACAGTAATAACCTGGATTCAAAAGTGGGCGGTAACTATAATTACCTG
TACAGACTGTTCAGGAAGAGCAACCTGAAGCCATTTGAACGCGACATTTCCACCGAAATCTACCAGGCAGGAAGCA
CACCCTGTAATGGCGTGGAGGGCTTTAACTGCTATTTCCCCCTGCAGTCCTATGGTTTTCAGCCCACAAATGGGGTG
GGGTACCAGCCCTACCGGGTCGTGGTGCTGAGCTTCGAACTCCTGCACGCACCAGCCACTGTCTGTGGACCCAAGA
AATCCACTAACCTCGTGAAGAACAAGTGCGTGAACTTC

B. sEqiD NO: 281

MQVSTAALAVLLCTMALCNQVLSAPLAADTPTACCFSYTSRQIPQNFIADYFETSSQCSKPSVIFLTKRGRQVCADPSEE
WVQKYVSDLELSAELKTPLGDTTHTEPKSCDTPPPCPRCPGGGSSGGGSGGQPREPQVYTLPPSREEMTKNQVSLTCLY
KGFYPSDIAVEWESSGQPENNYNTTPPMLDSDGSFFLYSKLTVDKSRWQQGNIFSCSVMHEALHNRFTQKSLSLSPGK
GLGGLHFAIGLALYYPSARIVYTACSHAAVGGGGSGGGGSFVYNEFYAYLRKHFSMMGGGGSGGGGSLVKPSFYVYSRV
KNLGLGGLRVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFSTFKCYGVSPTKLNDL
CFTNVYADSFVIRGDEVRQIAPGQTGKIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDIST
EIYQAGSTPCNGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVNF
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Fig. 38

A. SEQID NO: 282

ATGCAGGTCTCCACTGCTGCCCTTGCCGTCCTCCTCTGCACCATGGCTCTCTGCAACCAGGTCCTCTCTGCACCACT
TGCTGCTGACACGCCGACCGCCTGCTGCTTCAGCTACACCTCCCGACAGATTCCACAGAATTTCATAGCTGACTACT
TTGAGACGAGCAGCCAGTGCTCCAAGCCCAGTGTCATCTTCCTAACCAAGAGAGGCCGGCAGGTCTGTGCTGACCC
CAGTGAGGAGTGGGTCCAGAAATACGTCAGTGACCTGGAGCTGAGTGCCGAGCTCAAAACCCCACTTGGTGACACA
ACTCACACAGAGCCCAAATCTTGTGACACACCTCCCCCGTGCCCAAGGTGCCCAGGCGGTGGAAGCAGCGGAGGT
GGAAGTGGAGGACAGCCCCGAGAACCACAGGTGTACACCCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAG
GTCAGCCTGACCTGCCTGGTCAAAGGCTTCTACCCCAGCGACATCGCCGTGGAGTGGGAGAGCAGCGGGCAGCCG
GAGAACAACTACAACACCACGCCTCCCATGCTGGACTCCGACGGCTCCTTCTTCCTCTACAGCAAGCTCACCGTGGA
CAAGAGCAGGTGGCAGCAGGGGAACATCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCGCTTCACGCAG
AAGAGCCTCTCCCTGTCTCCGGGTAAAGGCCTCGGTGGCCTGCACTTCGCTATCGGACTGGCCCTCTACTATCCTTC
CGCTCGGATTGTCTACACTGCCTGCAGCCATGCTGCAGTGACCCAGAAATCACTGAGCCTCAGCCCTGGCAAAGGT
CTGGGAGGCCTCAGAGTCCAGCCTACTGAGAGCATCGTGCGCTTCCCAAACATCACAAACCTGTGCCCTTTTGGAG
AAGTCTTCAATGCCACTCGGTTTGCTTCAGTCTATGCTTGGAATAGGAAGCGGATTAGCAATTGCGTGGCCGACTAC
TCAGTGCTGTACAATAGCGCAAGTTTCAGCACCTTCAAGTGCTATGGAGTCTCCCCAACCAAACTCAATGACCTGTG
CTTCACCAACGTGTACGCTGATAGCTTTGTGATCAGAGGTGACGAAGTGCGCCAGATTGCCCCTGGTCAGACCGGA
AAGATTGCCGACTACAATTACAAACTGCCAGACGATTTCACAGGATGCGTGATCGCTTGGAATAGCAACAACCTGGA
CTCTAAAGTGGGGGGCAACTACAATTACCTGTACCGGCTCTTTCGCAAGTCTAACCTGAAGCCTTTTGAGAGAGACA
TTAGCACCGAAATCTACCAGGCTGGAAGCACACCATGCAACGGAGTGGAGGGCTTCAATTGCTACTTCCCTCTCCA
GAGCTATGGTTTTCAGCCCACTAACGGTGTCGGTTACCAGCCATACAGAGTGGTCGTGCTGTCATTTGAGCTGCTCC
ATGCCCCCGCTACAGTCTGTGGACCTAAAAAGAGCACCAATCTGGTGAAGAACAAATGCGTCAACTTC

B. seqaibNo: 283

MQVSTAALAVLLCTMALCNQVLSAPLAADTPTACCFSYTSRQIPQNFIADYFETSSQCSKPSVIFLTKRGRQVCADPSEE
WVQKYVSDLELSAELKTPLGDTTHTEPKSCDTPPPCPRCPGGGSSGGGSGGQPREPQVYTLPPSREEMTKNQVSLTCLV
KGFYPSDIAVEWESSGQPENNYNTTPPMLDSDGSFFLYSKLTVDKSRWQQGNIFSCSVMHEALHNRFTQKSLSLSPGK
GLGGLHFAIGLALYYPSARIVYTACSHAAVTQKSLSLSPGKGLGGLRVQPTESIVRFPNITNLCPFGEVFNATRFASVYAW
NRKRISNCVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIADYNYKLPDDFTGCV
TAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPCNGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVV
LSFELLHAPATVCGPKKSTNLVKNKCVNF
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Fig. 39

A. SEQID NO: 284

ATGCAGGTCTCCACTGCTGCCCTTGCCGTCCTCCTCTGCACCATGGCTCTCTGCAACCAGGTCCTCTCTGCACCACT
TGCTGCTGACACGCCGACCGCCTGCTGCTTCAGCTACACCTCCCGACAGATTCCACAGAATTTCATAGCTGACTACT
TTGAGACGAGCAGCCAGTGCTCCAAGCCCAGTGTCATCTTCCTAACCAAGAGAGGCCGGCAGGTCTGTGCTGACCC
CAGTGAGGAGTGGGTCCAGAAATACGTCAGTGACCTGGAGCTGAGTGCCGAGCTCAAAACCCCACTTGGTGACACA
ACTCACACAGAGCCCAAATCTTGTGACACACCTCCCCCGTGCCCAAGGTGCCCAGGCGGTGGAAGCAGCGGAGGT
GGAAGTGGAGGACAGCCCCGAGAACCACAGGTGTACACCCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAG
GTCAGCCTGACCTGCCTGGTCAAAGGCTTCTACCCCAGCGACATCGCCGTGGAGTGGGAGAGCAGCGGGCAGCCG
GAGAACAACTACAACACCACGCCTCCCATGCTGGACTCCGACGGCTCCTTCTTCCTCTACAGCAAGCTCACCGTGGA
CAAGAGCAGGTGGCAGCAGGGGAACATCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCGCTTCACGCAG
AAGAGCCTCTCCCTGTCTCCGGGTAAAGGCCTCGGTGGCCTGCATTTCGCCATTGGTCTGGCACTCTACTACCCATC
AGCCAGAATCGTGTACACCGCCTGCTCCCATGCTGCAGTGGGTGGAGGGGGAAGCGGAGGCGGGGGATCTTTCGT
CAACGAATTCTACGCCTACCTGCGGAAGCACTTCAGCATGATGGGCGGCGGGGGCAGCGGAGGGGGTGGGTCACT
CGTGAAGCCAAGCTTCTACGTCTACTCTAGAGTGAAGAACCTGACCCAGAAGTCACTGTCCCTGTCACCTGGCAAG
GGTCTCGGAGGCCTCAGGGTGCAGCCAACCGAAAGCATTGTGCGATTTCCCAACATCACTAATCTCTGTCCCTTITGG
CGAAGTGTTCAACGCAACCCGGTTTGCATCAGTGTATGCCTGGAATCGGAAGAGGATCTCCAACTGCGTGGCCGAT
TACAGCGTGCTGTATAATTCAGCCAGCTTCTCCACTTTCAAGTGCTACGGGGTCTCTCCTACCAAACTCAACGACCTC
TGCTTTACCAATGTCTACGCTGACAGCTTTGTGATCCGGGGCGATGAAGTCCGGCAGATTGCACCAGGACAGACCG
GGAAAATCGCCGATTACAACTATAAGCTGCCCGACGATTTCACAGGCTGCGTGATCGCCTGGAATTCTAACAATCTG
GATAGCAAGGTGGGCGGAAATTACAACTATCTGTACCGACTGTTCCGGAAGTCAAATCTGAAGCCCTTTGAACGGG
ATATCTCCACCGAAATCTATCAGGCCGGAAGTACTCCCTGCAACGGGGTGGAAGGGTTCAACTGTTACTTTCCCCTC
CAGTCTTACGGATTCCAGCCTACCAACGGAGTGGGCTACCAGCCCTATAGAGTGGTCGTGCTGTCCTTTGAGCTGCT
GCACGCCCCAGCTACAGTGTGCGGCCCTAAGAAGTCAACCAACCTCGTGAAAAATAAGTGCGTCAATTTT

B. seqiDNO: 285

MQVSTAALAVLLCTMALCNQVLSAPLAADTPTACCFSYTSRQIPQNFIADYFETSSQCSKPSVIFLTKRGRQVCADPSEE
WVQKYVSDLELSAELKTPLGDTTHTEPKSCDTPPPCPRCPGGGSSGGGSGGQPREPQVYTLPPSREEMTKNQVSLTCLY
KGFYPSDIAVEWESSGQPENNYNTTPPMLDSDGSFFLYSKLTVDKSRWQQGNIFSCSVMHEALHNRFTQKSLSLSPGK
GLGGLHFAIGLALYYPSARIVYTACSHAAVGGGGSGGGGSFVNEFYAYLRKHFSMMGGGGSGGGGSLVKPSFYVYSRV
KNLTQKSLSLSPGKGLGGLRVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFSTFKC
YGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRK
SNLKPFERDISTEIYQAGSTPCNGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKC
VNF
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Fig. 40

A. SEQID NO: 286

ATGCAGGTCTCCACTGCTGCCCTTGCCGTCCTCCTCTGCACCATGGCTCTCTGCAACCAGGTCCTCTCTGCACCACT
TGCTGCTGACACGCCGACCGCCTGCTGCTTCAGCTACACCTCCCGACAGATTCCACAGAATTTCATAGCTGACTACT
TTGAGACGAGCAGCCAGTGCTCCAAGCCCAGTGTCATCTTCCTAACCAAGAGAGGCCGGCAGGTCTGTGCTGACCC
CAGTGAGGAGTGGGTCCAGAAATACGTCAGTGACCTGGAGCTGAGTGCCGAGCTCAAAACCCCACTTGGTGACACA
ACTCACACAGAGCCCAAATCTTGTGACACACCTCCCCCGTGCCCAAGGTGCCCAGGCGGTGGAAGCAGCGGAGGT
GGAAGTGGAGGACAGCCCCGAGAACCACAGGTGTACACCCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAG
GTCAGCCTGACCTGCCTGGTCAAAGGCTTCTACCCCAGCGACATCGCCGTGGAGTGGGAGAGCAGCGGGCAGCCG
GAGAACAACTACAACACCACGCCTCCCATGCTGGACTCCGACGGCTCCTTCTTCCTCTACAGCAAGCTCACCGTGGA
CAAGAGCAGGTGGCAGCAGGGGAACATCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCGCTTCACGCAG
AAGAGCCTCTCCCTGTCTCCGGGTAAAGGCCTCGGTGGCCTGCACTTTGCCATCGGCCTGGCCCTGTACTATCCCTC
TGCCAGAATCGTGTACACTGCCTGCTCTCATGCTGCCGTGAGCCTGTCTCTGAGCCCTGGCAAAGGACTGGGTGGC
CTCCGAGTCCAGCCCACAGAATCAATCGTGCGGTTTCCAAACATCACCAATCTCTGCCCCTTCGGAGAAGTGTTTAA
TGCCACACGGTTTGCCTCAGTGTATGCCTGGAACCGGAAGAGAATCTCCAACTGCGTGGCAGACTATTICTGTGCTGT
ACAACAGCGCCTCCTTCTCTACTTTCAAGTGCTACGGCGTGTCTCCTACTAAGCTGAACGATCTCTGCTTCACAAACG
TGTATGCCGATTCCTTTGTGATCAGAGGAGACGAAGTGCGACAGATTGCTCCTGGACAGACCGGGAAGATTGCCGA
CTACAACTATAAGCTGCCAGACGATTTCACTGGCTGCGTTATTGCCTGGAATTCAAACAACCTCGATTCCAAAGTGG
GCGGGAATTATAACTACCTCTATAGACTGTTCCGTAAGTCTAACCTGAAGCCATTCGAGCGTGATATTAGCACCGAA
ATCTACCAGGCAGGTTCAACTCCTTGTAACGGAGTGGAGGGATTCAACTGCTACTTCCCACTGCAGTCCTATGGGTT
CCAGCCTACAAACGGAGTGGGGTACCAGCCTTATCGGGTCGTTGTGCTGTCCTTTGAGCTGCTCCACGCTCCTGCA
ACTGTTTGCGGACCTAAGAAATCCACCAACCTGGTGAAGAACAAGTGCGTGAATTIC

B. seqibNo: 287

MQVSTAALAVLLCTMALCNQVLSAPLAADTPTACCFSYTSRQIPQNFIADYFETSSQCSKPSVIFLTKRGRQVCADPSEE
WVQKYVSDLELSAELKTPLGDTTHTEPKSCDTPPPCPRCPGGGSSGGGSGGQPREPQVYTLPPSREEMTKNQVSLTCLV
KGFYPSDIAVEWESSGQPENNYNTTPPMLDSDGSFFLYSKLTVDKSRWQQGNIFSCSVMHEALHNRFTQKSLSLSPGK
GLGGLHFAIGLALYYPSARIVYTACSHAAVSLSLSPGKGLGGLRVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRK
RISNCVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIADYNYKLPDDFTGCVIAW
NSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPCNGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFE
LLHAPATVCGPKKSTNLVKNKCVNF
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Fig. 41

A. SEQID NO: 288

ATGCAGGTCTCCACTGCTGCCCTTGCCGTCCTCCTCTGCACCATGGCTCTCTGCAACCAGGTCCTCTCTGCACCACT
TGCTGCTGACACGCCGACCGCCTGCTGCTTCAGCTACACCTCCCGACAGATTCCACAGAATTTCATAGCTGACTACT
TTGAGACGAGCAGCCAGTGCTCCAAGCCCAGTGTCATCTTCCTAACCAAGAGAGGCCGGCAGGTCTGTGCTGACCC
CAGTGAGGAGTGGGTCCAGAAATACGTCAGTGACCTGGAGCTGAGTGCCGAGCTCAAAACCCCACTTGGTGACACA
ACTCACACAGAGCCCAAATCTTGTGACACACCTCCCCCGTGCCCAAGGTGCCCAGGCGGTGGAAGCAGCGGAGGT
GGAAGTGGAGGACAGCCCCGAGAACCACAGGTGTACACCCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAG
GTCAGCCTGACCTGCCTGGTCAAAGGCTTCTACCCCAGCGACATCGCCGTGGAGTGGGAGAGCAGCGGGCAGCCG
GAGAACAACTACAACACCACGCCTCCCATGCTGGACTCCGACGGCTCCTTCTTCCTCTACAGCAAGCTCACCGTGGA
CAAGAGCAGGTGGCAGCAGGGGAACATCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCGCTTCACGCAG
AAGAGCCTCTCCCTGTCTCCGGGTAAAGGCCTCGGTGGCCTGCACTTCGCCATTGGGCTGGCTCTGTATTACCCCTC
AGCCAGAATCGTCTATACCGCATGCTCCCATGCAGCTGTCGGGGGTGGCGGTAGTGGGGGGGGCGGTAGCTTCGT
CAATGAGTTCTACGCCTACCTGAGGAAACATTTCTCCATGATGGGTGGCGGGGGAAGTGGCGGGGGTGGCAGTCT
GGTGAAGCCCTCCTTCTACGTGTATTCTCGAGTGAAGAATCTCTCCCTCAGTCTGTCCCCTGGCAAAGGTCTGGGGG
GCCTCAGGGTGCAGCCCACCGAGTCCATCGTCAGGTTCCCCAACATCACAAACCTGTGCCCCTTTGGGGAGGTCTT
CAACGCCACTCGCTTTGCTTCTGTCTACGCTTGGAACAGGAAGCGAATCAGTAACTGCGTCGCCGATTACTCCGTGC
TGTATAATTCCGCCTCATTCAGCACCTTCAAGTGCTACGGCGTGTCTCCTACCAAGCTCAACGATCTCTGCTTCACCA
ATGTCTACGCAGACAGTTTCGTGATCAGAGGCGATGAGGTCCGCCAGATTGCCCCAGGGCAGACCGGAAAAATCGC
CGACTATAATTACAAGCTGCCTGATGACTTCACCGGGTGCGTGATCGCATGGAATTCCAACAACCTCGACTCCAAAG
TGGGAGGGAACTACAACTATCTGTACCGCCTGTTCAGAAAGAGCAACCTGAAACCTTTTGAGAGGGATATCTCAACT
GAAATCTATCAGGCCGGGTCCACCCCATGTAATGGGGTGGAAGGGTTCAACTGCTATTTCCCTCTGCAGTCCTACG
GGTTCCAGCCTACCAATGGAGTCGGCTACCAGCCCTACAGAGTCGTGGTGCTGTCTTTCGAACTCCTGCACGCCCC
TGCCACCGTCTGCGGCCCAAAGAAATCCACCAATCTGGTGAAAAATAAGTGCGTCAACTTT

B. seqiDNO: 289

MQVSTAALAVLLCTMALCNQVLSAPLAADTPTACCFSYTSRQIPQNFIADYFETSSQCSKPSVIFLTKRGRQVCADPSEE
WVQKYVSDLELSAELKTPLGDTTHTEPKSCDTPPPCPRCPGGGSSGGGSGGQPREPQVYTLPPSREEMTKNQVSLTCLY
KGFYPSDIAVEWESSGQPENNYNTTPPMLDSDGSFFLYSKLTVDKSRWQQGNIFSCSVMHEALHNRFTQKSLSLSPGK
GLGGLHFAIGLALYYPSARIVYTACSHAAVGGGGSGGGGSFVYNEFYAYLRKHFSMMGGGGSGGGGSLVKPSFYVYSRV
KNLSLSLSPGKGLGGLRVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFSTFKCYGV
SPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNL
KPFERDISTEIYQAGSTPCNGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVNF
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Fig. 42

A. SEQID NO: 290

ATGCAGGTCTCCACTGCTGCCCTTGCCGTCCTCCTCTGCACCATGGCTCTCTGCAACCAGGTCCTCTCTGCACCACT
TGCTGCTGACACGCCGACCGCCTGCTGCTTCAGCTACACCTCCCGACAGATTCCACAGAATTTCATAGCTGACTACT
TTGAGACGAGCAGCCAGTGCTCCAAGCCCAGTGTCATCTTCCTAACCAAGAGAGGCCGGCAGGTCTGTGCTGACCC
CAGTGAGGAGTGGGTCCAGAAATACGTCAGTGACCTGGAGCTGAGTGCCGAGCTCAAAACCCCACTTGGTGACACA
ACTCACACAGAGCCCAAATCTTGTGACACACCTCCCCCGTGCCCAAGGTGCCCAGGCGGTGGAAGCAGCGGAGGT
GGAAGTGGAGGACAGCCCCGAGAACCACAGGTGTACACCCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAG
GTCAGCCTGACCTGCCTGGTCAAAGGCTTCTACCCCAGCGACATCGCCGTGGAGTGGGAGAGCAGCGGGCAGCCG
GAGAACAACTACAACACCACGCCTCCCATGCTGGACTCCGACGGCTCCTTCTTCCTCTACAGCAAGCTCACCGTGGA
CAAGAGCAGGTGGCAGCAGGGGAACATCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCGCTTCACGCAG
AAGAGCCTCTCCCTGTCTCCGGGTAAAGGCCTCGGTGGCCTGCACTTTGCAATCGGACTCGCCCTGTACTACCCTA
GCGCCAGGATTGTCTATACCGCATGCAGCCACGCCGCTGTGGGGGGAGGCGGTAGCGGGGGAGGCGGTAGTITT
GTCAACGAGTTCTACGCATATCTGCGGAAGCACTTCAGCATGATGGGAGGGGGTGGCAGCGGAGGGGGAGGTTCT
CTGGTCAAGCCTAGCTTTTACGTGTACAGTCGAGTCAAGAACCTCGGTGGATCAGCCGGTGGGTCAGGATCTGGCT
CTAGCGGTGGAAGCAGTGGTGCATCTGGAACCGGTACAGCTGGCGGTACTGGATCTGGAAGCGGGACCGGAAGCG
GGAGAGTGCAGCCCACAGAGTCAATCGTGCGGTTTCCTAACATCACAAACCTCTGCCCATTTGGGGAGGTGTTCAA
CGCCACCAGGTTTGCTTCCGTCTATGCCTGGAATAGGAAGCGCATTAGCAATTGCGTGGCCGACTATTCAGTGCTGT
ACAACTCTGCTTCCTTCAGCACATTCAAGTGTTACGGCGTGAGCCCCACCAAGCTCAATGACCTGTGCTTTACCAAC
GTGTATGCCGACTCTTTCGTGATCAGGGGGGACGAGGTCCGACAGATTGCCCCTGGCCAGACAGGGAAGATTGCT
GACTATAACTACAAACTGCCCGACGATTTCACTGGCTGCGTCATCGCATGGAACAGCAACAATCTGGACAGCAAAGT
GGGCGGGAATTACAATTACCTGTATAGGCTCTTCCGCAAAAGTAATCTGAAGCCCTTCGAGAGGGATATCAGCACTG
AAATCTATCAGGCCGGCTCAACTCCTTGCAATGGAGTCGAAGGGTTCAACTGCTATTTCCCTCTGCAGAGCTATGGT
TTTCAGCCCACTAACGGGGTGGGATATCAGCCATATCGGGTCGTGGTGCTGTCATTCGAGCTGCTGCATGCACCTG
CCACAGTGTGCGGACCTAAGAAGAGCACTAACCTGGTCAAGAACAAGTGCGTGAATTTT

B. sEq D NO: 291

MQVSTAALAVLLCTMALCNQVLSAPLAADTPTACCFSYTSRQIPQNFIADYFETSSQCSKPSVIFLTKRGRQVCADPSEE
WVQKYVSDLELSAELKTPLGDTTHTEPKSCDTPPPCPRCPGGGSSGGGSGGQPREPQVYTLPPSREEMTKNQVSLTCLV
KGFYPSDIAVEWESSGQPENNYNTTPPMLDSDGSFFLYSKLTVDKSRWQQGNIFSCSVMHEALHNRFTQKSLSLSPGK
GLGGLHFAIGLALYYPSARIVYTACSHAAVGGGGSGGGGSFVNEFYAYLRKHFSMMGGGGSGGGGSLVKPSFYVYSRV
KNLGGSAGGSGSGSSGGSSGASGTGTAGGTGSGSGTGSGRVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRK
RISNCVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIADYNYKLPDDFTGCVIAW
NSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPCNGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFE
LLHAPATVCGPKKSTNLVKNKCVNF



WO 2021/219897 PCT/EP2021/061602
30/70

Fig. 43

A. SEQID NO: 292

ATGCAGGTCTCCACTGCTGCCCTTGCCGTCCTCCTCTGCACCATGGCTCTCTGCAACCAGGTCCTCTCTGCACCACT
TGCTGCTGACACGCCGACCGCCTGCTGCTTCAGCTACACCTCCCGACAGATTCCACAGAATTTCATAGCTGACTACT
TTGAGACGAGCAGCCAGTGCTCCAAGCCCAGTGTCATCTTCCTAACCAAGAGAGGCCGGCAGGTCTGTGCTGACCC
CAGTGAGGAGTGGGTCCAGAAATACGTCAGTGACCTGGAGCTGAGTGCCGAGCTCAAAACCCCACTTGGTGACACA
ACTCACACAGAGCCCAAATCTTGTGACACACCTCCCCCGTGCCCAAGGTGCCCAGGCGGTGGAAGCAGCGGAGGT
GGAAGTGGAGGACAGCCCCGAGAACCACAGGTGTACACCCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAG
GTCAGCCTGACCTGCCTGGTCAAAGGCTTCTACCCCAGCGACATCGCCGTGGAGTGGGAGAGCAGCGGGCAGCCG
GAGAACAACTACAACACCACGCCTCCCATGCTGGACTCCGACGGCTCCTTCTTCCTCTACAGCAAGCTCACCGTGGA
CAAGAGCAGGTGGCAGCAGGGGAACATCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCGCTTCACGCAG
AAGAGCCTCTCCCTGTCTCCGGGTAAAGGCCTCGGTGGCCTGCATTTCGCTATTGGCCTGGCTCTCTACTACCCAAG
CGCAAGGATTGTCTACACCGCCTGTAGCCATGCAGCCGTCGGTGGGGGCGGGAGTGGGGGCGGCGGGAGCTTTG
TGAACGAATTCTACGCCTATCTGAGGAAGCACTTTAGCATGATGGGCGGCGGGGGAAGCGGCGGGGGGGGATCCC
TGGTCAAACCTAGCTTTTACGTGTACTCACGGGTCAAGAATCTGGGCGGGTCTGGAGGGGGCTCCGAAGGTGGAG
GGAGCGAGGGAGGCGGGAGCGAAGGGGGCGGGTCCGAGGGTGGGGGCAGCGAGGGAGGGGGCAGCGGCGGL
GGAAGTAGGGTCCAGCCCACAGAGTCCATTGTGAGGTTCCCAAACATCACCAATCTCTGCCCTTTCGGCGAAGTCTT
CAACGCCACTAGGTTTGCCAGTGTCTACGCTTGGAATAGAAAGCGCATTAGCAACTGCGTGGCCGATTACTCCGTCC
TGTACAATAGCGCCAGCTTTTCCACCTTCAAGTGCTACGGAGTGAGCCCTACCAAGCTGAACGACCTCTGTTTCACA
AACGTGTACGCCGATAGCTTCGTGATTAGAGGAGACGAGGTGCGGCAGATTGCCCCTGGGCAGACCGGCAAGATC
GCCGACTACAATTACAAGCTGCCCGACGACTTTACCGGCTGCGTCATCGCCTGGAATAGCAACAACCTCGACAGTAA
AGTGGGGGGCAATTATAACTACCTCTATAGACTGTTCCGAAAGAGCAATCTGAAGCCATTTGAGCGGGATATCAGCA
CCGAAATCTACCAGGCTGGAAGCACCCCATGCAACGGGGTGGAAGGGTTCAACTGCTACTTTCCACTGCAGAGCTA
CGGCTTCCAGCCCACTAATGGAGTGGGCTATCAGCCCTATAGAGTGGTGGTCCTCAGCTTCGAACTGCTGCATGCT
CCCGCCACCGTGTGCGGGCCTAAGAAATCCACCAATCTGGTGAAGAACAAGTGCGTGAATTTC

B. seqiDNO: 293

MQVSTAALAVLLCTMALCNQVLSAPLAADTPTACCFSYTSRQIPQNFIADYFETSSQCSKPSVIFLTKRGRQVCADPSEE
WVQKYVSDLELSAELKTPLGDTTHTEPKSCDTPPPCPRCPGGGSSGGGSGGQPREPQVYTLPPSREEMTKNQVSLTCLV
KGFYPSDIAVEWESSGQPENNYNTTPPMLDSDGSFFLYSKLTVDKSRWQQGNIFSCSVMHEALHNRFTQKSLSLSPGK
GLGGLHFAIGLALYYPSARIVYTACSHAAVGGGGSGGGGSFVNEFYAYLRKHFSMMGGGGSGGGGSLVKPSFYVYSRV
KNLGGSGGGSEGGGSEGGGSEGGGSEGGGSEGGGSGGGSRVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNR
KRISNCVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIADYNYKLPDDFTGCVIA
WNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPCNGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLS
FELLHAPATVCGPKKSTNLVKNKCVNF
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Fig. 44

A. SEQID NO: 204

ATGCAGGTCTCCACTGCTGCCCTTGCCGTCCTCCTCTGCACCATGGCTCTCTGCAACCAGGTCCTCTCTGCACCACT
TGCTGCTGACACGCCGACCGCCTGCTGCTTCAGCTACACCTCCCGACAGATTCCACAGAATTTCATAGCTGACTACT
TTGAGACGAGCAGCCAGTGCTCCAAGCCCAGTGTCATCTTCCTAACCAAGAGAGGCCGGCAGGTCTGTGCTGACCC
CAGTGAGGAGTGGGTCCAGAAATACGTCAGTGACCTGGAGCTGAGTGCCGAGCTCAAAACCCCACTTGGTGACACA
ACTCACACAGAGCCCAAATCTTGTGACACACCTCCCCCGTGCCCAAGGTGCCCAGGCGGTGGAAGCAGCGGAGGT
GGAAGTGGAGGACAGCCCCGAGAACCACAGGTGTACACCCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAG
GTCAGCCTGACCTGCCTGGTCAAAGGCTTCTACCCCAGCGACATCGCCGTGGAGTGGGAGAGCAGCGGGCAGCCG
GAGAACAACTACAACACCACGCCTCCCATGCTGGACTCCGACGGCTCCTTCTTCCTCTACAGCAAGCTCACCGTGGA
CAAGAGCAGGTGGCAGCAGGGGAACATCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCGCTTCACGCAG
AAGAGCCTCTCCCTGTCTCCGGGTAAAGGCCTCGGTGGCCTGCGAGTCCAGCCCACAGAATCAATCGTGCGGTTTC
CAAACATCACCAATCTCTGCCCCTTCGGAGAAGTGTTTAATGCCACACGGTTTGCCTCAGTGTATGCCTGGAACCGG
AAGAGAATCTCCAACTGCGTGGCAGACTATTCTGTGCTGTACAACAGCGCCTCCTTCTCTACTTTCAAGTGCTACGG
CGTGTCTCCTACTAAGCTGAACGATCTCTGCTTCACAAACGTGTATGCCGATTCCTTTGTGATCAGAGGAGACGAAG
TGCGACAGATTGCTCCTGGACAGACCGGGAACATTGCCGACTACAACTATAAGCTGCCAGACGATTTCACTGGCTG
CGTTATTGCCTGGAATTCAAACAACCTCGATTCCAAAGTGGGCGGGAATTATAACTACCTCTATAGACTGTTCCGTAA
GTCTAACCTGAAGCCATTCGAGCGTGATATTAGCACCGAAATCTACCAGGCAGGTTCAACTCCTTGTAACGGAGTGA
AGGGATTCAACTGCTACTTCCCACTGCAGTCCTATGGGTTCCAGCCTACATATGGAGTGGGGTACCAGCCTTATCGG
GTCGTTGTGCTGTCCTTTGAGCTGCTCCACGCTCCTGCAACTGTTTGCGGACCTAAGAAATCCACCAACCTGGTGAA
GAACAAGTGCGTGAATTTC

B. seqiDNO: 295

MQVSTAALAVLLCTMALCNQVLSAPLAADTPTACCFSYTSRQIPQNFIADYFETSSQCSKPSVIFLTKRGRQVCADPSEE
WVQKYVSDLELSAELKTPLGDTTHTEPKSCDTPPPCPRCPGGGSSGGGSGGQPREPQVYTLPPSREEMTKNQVSLTCLY
KGFYPSDIAVEWESSGQPENNYNTTPPMLDSDGSFFLYSKLTVDKSRWQQGNIFSCSVMHEALHNRFTQKSLSLSPGK
GLGGLRVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFSTFKCYGVSPTKLNDLCFT
NVYADSFVIRGDEVRQIAPGQTGNIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTELY
QAGSTPCNGVKGFNCYFPLQSYGFQPTYGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVNF

Fig. 45
SEQ ID NO: 296

MQVSTAALAVLLCTMALCNQVLSAPLAADTPTACCFSYTSRQIPQNFIADYFETSSQCSKPSVIFLTKRGRQVCADPSEE
WVQKYVSDLELSAELKTPLGDTTHTEPKSCDTPPPCPRCPGGGSSGGGSGGQPREPQVYTLPPSREEMTKNQVSLTCLV
KGFYPSDIAVEWESSGQPENNYNTTPPMLDSDGSFFLYSKLTVDKSRWQQGNIFSCSVMHEALHNRFTQKSLSLSPGK
GLGGLRVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFSTFKCYGVSPTKLNDLCFT
NVYADSFVIRGDEVRQIAPGQTGKIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIY
QAGSTPCNGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVNFGGSGGGSEGG
GSEGGGSEGGGSEGGGSEGGGSGGGSRVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYN
SASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGNIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNY
NYLYRLFRKSNLKPFERDISTEIYQAGSTPCNGVKGFNCYFPLQSYGFQPTYGVGYQPYRVVVLSFELLHAPATVCGPKKS
TNLVKNKCVNF
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Fig. 46
SEQ ID NO: 297

MQVSTAALAVLLCTMALCNQVLSAPLAADTPTACCFSYTSRQIPQNFIADYFETSSQCSKPSVIFLTKRGRQVCADPSEE
WVQKYVSDLELSAELKTPLGDTTHTEPKSCDTPPPCPRCPGGGSSGGGSGGQPREPQVYTLPPSREEMTKNQVSLTCLV
KGFYPSDIAVEWESSGQPENNYNTTPPMLDSDGSFFLYSKLTVDKSRWQQGNIFSCSVMHEALHNRFTQKSLSLSPGK
GLGGLRVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFSTFKCYGVSPTKLNDLCFT
NVYADSFVIRGDEVRQIAPGQTGKIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIY
QAGSTPCNGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVNFGGSAGGSGSG
SSGGSSGASGTGTAGGTGSGSGTGSGRVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYN
SASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGNIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNY
NYLYRLFRKSNLKPFERDISTEIYQAGSTPCNGVKGFNCYFPLQSYGFQPTYGVGYQPYRVVVLSFELLHAPATVCGPKKS
TNLVKNKCVNF

Fig. 47
SEQ ID NO: 298

MQVSTAALAVLLCTMALCNQVLSAPLAADTPTACCFSYTSRQIPQNFIADYFETSSQCSKPSVIFLTKRGRQVCADPSEE
WVQKYVSDLELSAELKTPLGDTTHTEPKSCDTPPPCPRCPGGGSSGGGSGGQPREPQVYTLPPSREEMTKNQVSLTCLY
KGFYPSDIAVEWESSGQPENNYNTTPPMLDSDGSFFLYSKLTVDKSRWQQGNIFSCSVMHEALHNRFTQKSLSLSPGK
GLGGLRVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFSTFKCYGVSPTKLNDLCFT
NVYADSFVIRGDEVRQIAPGQTGKIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTELY
QAGSTPCNGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVNFTQKSLSLSPGK
GLGGLRVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFSTFKCYGVSPTKLNDLCFT
NVYADSFVIRGDEVRQIAPGQTGNIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTELY
QAGSTPCNGVKGFNCYFPLQSYGFQPTYGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVNF

Fig. 48
SEQ ID NO: 299

MQVSTAALAVLLCTMALCNQVLSAPLAADTPTACCFSYTSRQIPQNFIADYFETSSQCSKPSVIFLTKRGRQVCADPSEE
WVQKYVSDLELSAELKTPLGDTTHTEPKSCDTPPPCPRCPGGGSSGGGSGGQPREPQVYTLPPSREEMTKNQVSLTCLY
KGFYPSDIAVEWESSGQPENNYNTTPPMLDSDGSFFLYSKLTVDKSRWQQGNIFSCSVMHEALHNRFTQKSLSLSPGK
GLGGLRVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFSTFKCYGVSPTKLNDLCFT
NVYADSFVIRGDEVRQIAPGQTGKIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTELY
QAGSTPCNGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVNFSLSLSPGKGLG
GLRVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYA
DSFVIRGDEVRQIAPGQTGNIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGS
TPCNGVKGFNCYFPLQSYGFQPTYGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVNF
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Fig. 49
SEQ ID NO: 300

MQVSTAALAVLLCTMALCNQVLSAPLAADTPTACCFSYTSRQIPQNFIADYFETSSQCSKPSVIFLTKRGRQVCADPSEE
WVQKYVSDLELSAELKTPLGDTTHTEPKSCDTPPPCPRCPGGGSSGGGSGGQPREPQVYTLPPSREEMTKNQVSLTCLV
KGFYPSDIAVEWESSGQPENNYNTTPPMLDSDGSFFLYSKLTVDKSRWQQGNIFSCSVMHEALHNRFTQKSLSLSPGK
GLGGLRVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFSTFKCYGVSPTKLNDLCFT
NVYADSFVIRGDEVRQIAPGQTGNIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIY
QAGSTPCNGVKGFNCYFPLQSYGFQPTYGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVNFGGSGGGSEGG
GSEGGGSEGGGSEGGGSEGGGSGGGSRVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYN
SASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNY
NYLYRLFRKSNLKPFERDISTEIYQAGSTPCNGVEGFNCYFPLQSYGFQPTYGVGYQPYRVVVLSFELLHAPATVCGPKKS
TNLVKNKCVNF

Fig. 50
SEQ ID NO: 301

MQVSTAALAVLLCTMALCNQVLSAPLAADTPTACCFSYTSRQIPQNFIADYFETSSQCSKPSVIFLTKRGRQVCADPSEE
WVQKYVSDLELSAELKTPLGDTTHTEPKSCDTPPPCPRCPGGGSSGGGSGGQPREPQVYTLPPSREEMTKNQVSLTCLY
KGFYPSDIAVEWESSGQPENNYNTTPPMLDSDGSFFLYSKLTVDKSRWQQGNIFSCSVMHEALHNRFTQKSLSLSPGK
GLGGLRVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFSTFKCYGVSPTKLNDLCFT
NVYADSFVIRGDEVRQIAPGQTGNIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTELY
QAGSTPCNGVKGFNCYFPLQSYGFQPTYGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVNFGGSAGGSGSG
SSGGSSGASGTGTAGGTGSGSGTGSGRVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYN
SASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNY
NYLYRLFRKSNLKPFERDISTEIYQAGSTPCNGVEGFNCYFPLQSYGFQPTYGVGYQPYRVVVLSFELLHAPATVCGPKKS
TNLVKNKCVNF

Fig. 51
SEQID NO: 302

MQVSTAALAVLLCTMALCNQVLSAPLAADTPTACCFSYTSRQIPQNFIADYFETSSQCSKPSVIFLTKRGRQVCADPSEE
WVQKYVSDLELSAELKTPLGDTTHTEPKSCDTPPPCPRCPGGGSSGGGSGGQPREPQVYTLPPSREEMTKNQVSLTCLV
KGFYPSDIAVEWESSGQPENNYNTTPPMLDSDGSFFLYSKLTVDKSRWQQGNIFSCSVMHEALHNRFTQKSLSLSPGK
GLGGLRVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFSTFKCYGVSPTKLNDLCFT
NVYADSFVIRGDEVRQIAPGQTGNIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIY
QAGSTPCNGVKGFNCYFPLQSYGFQPTYGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVNFGGSGGGSEGG
GSEGGGSEGGGSEGGGSEGGGSGGGSRVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYN
SASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNY
NYRYRLFRKSNLKPFERDISTEIYQAGSTPCNGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKK
STNLVKNKCVNF
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Fig. 52
SEQ ID NO: 303

MQVSTAALAVLLCTMALCNQVLSAPLAADTPTACCFSYTSRQIPQNFIADYFETSSQCSKPSVIFLTKRGRQVCADPSEE
WVQKYVSDLELSAELKTPLGDTTHTEPKSCDTPPPCPRCPGGGSSGGGSGGQPREPQVYTLPPSREEMTKNQVSLTCLV
KGFYPSDIAVEWESSGQPENNYNTTPPMLDSDGSFFLYSKLTVDKSRWQQGNIFSCSVMHEALHNRFTQKSLSLSPGK
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Fig. 55E.
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Fig. 57G.
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Dominant peptides | sequence Amino |CD4 or CDS8
no./ SEQ ID NO: acid dominated

response
08/304 AWNRKRISNCVADYS | 355-369 | CD4 (medium)
09/305 RKRISNCVADYSVLY | 358-370 | CD4 (medium)
15/306 SFSTFKCYGVSPTKL | 374-388 | CD8 (strong)
16/307 TFKCYGVSPTKLNDL | 377-391 | CD8 (strong)
17/308 CYGVSPTKLNDLCFT | 380-394 | CD8 (strong)
18/309 VSPTKLNDLCFTNVY | 383-397 | CD8 (weak)
19/310 TKLNDLCFTNVYADS | 386-400 | CD8 (medium)
39/311 VGGNYNYLYRLFRKS | 445-459 | CD4 (weak)
40/312 NYNYLYRLFRKSNLK | 448-462 | CD4 (weak)
46/313 RDISTEIYQAGSTPC | 465-479 | CD8 (weak)
47/314 STEIYQAGSTPCNGV |468-482 | CD8 (weak)
48/315 IYQAGSTPCNGVEGF | 471-485 | CD8 (strong)
52/316 EGFNCYFPLQSYGFQ | 484-498 | CD8 (medium)
53/317 NCYFPLQSYGFQPTN | 487-501 | CD8 (weak)
57/318 PTNGVGYQPYRVVVL | 499-511 | CD8 (strong)
58/319 GVGYQPYRVVVLSFE | 502-516 | CD8 (strong)
59/320 YQPYRVVVLSFELLH | 505-519 | CD8 (strong)
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Fig. 61B.
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Fig. 70

IFNg TNFa'iL-2*
TNFa®

iFNg*

-2*

IFNg INFa*

L2 TNFa®
L-2FNg”
art

L4*

FoxP3*

L
=
L]
o
L]

% CD8+ T cells

 Qige

Legend

B8 FNg" [ Tet
188 TNFa' T2
W@ -2 £3ver7
n-4*

L-17"

il FoxpP3®

CD8: VB2060 2x50 CD8: VB2060 3x26 CD8: VB2060 3x50



WO 2021/219897

Fig. 71

A

CD4+ responses in LN D7

0.4~

o
@
1

% CD4+ T cells
=
N

CD4+ responses in LN D28

0.8

b
o
i

% CD4+ T cells

Gated on CD8+ T ce

65/ 70

B C

CD8+ responses in LN D7

51 20+

44
15+

3-

% CD8+ T cells
% CD8+ Trm cells

CD8+ responses in LN D28

54 401

W
=3
i

% CD8+ T cells

% CDB8+ Trm cells
g 8

lis CD103+CD69+ cells in LN

CD69

Trm cells D7 and D28

2.5+
2.04
1.54

1.04

% CD8+ T cells

T T Y T
0% o 102

CD8+ Trm responses in LN D7

CD8 Trm responses in LN D28

PCT/EP2021/061602

Bl TNFor

B PNy

Bl -2+

[ L-2+TNFor+
IFNy+#TNFa+
IFNy#L-2+
IFNy+HL-2+TNFa+
GrzB+
GrzB+TNFar
GrzB+{FNy+

[ GrzB+IFNy+TNFa+

B TNFot

W (FNy+

-2+

A 1L-2+TNFeat

3 IFNy+TNFa+
IFNy#HIL-2+

[ IFNyHL-2+TNFot

L GrzB+

R GrzB+TNFa+

GrzBHFNy+

I8 GrzBHFNy+TNFo+

E3 D7

* Data not
collected



PCT/EP2021/061602

WO 2021/219897

66/ 70

Fig. 73

VB2048 (20 epitopes)
Vaccination at DO (+ D21)
ELISpot D14 or D28

1

-—
Q.
[0]
Q.

3000+

20004

slI92 40L/NdS

10004

2x25ug

1x25ug



WO 2021/219897 PCT/EP2021/061602
67 /70

Fig. 74
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Fig. 76
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SEQ ID NO: 321
MNFGLRLIFLVLTLKGVQC |

DIQMTQTTSSLSASLGDRVTISCSASQDINNYLNWYQQKPDGTVKLLIYYTSSLHSGVPSRFSGSGSGTDYS
LTISNLEPEDIATYYCQQYSKFPRTFGGGTKLEIKR | GGGGSGGGGSGGGGS |
QIQLVQSGPELKKPGETVKISCKASGYTFINYGMNWVKQTPGKGLKWMGWINTYSGEPTYPDDFKGRFAFS
LETSASTAYLQLNNLKNEDMATYFCARGDYYGPFDNWGQGTTLTVSS
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