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FIG. 2A (cont’d)
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FIG. 3A (cont’d)
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FIG. 7A (cont’d)
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FIG. 10 (Continued)
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FIG. 16 (continued)

WO 2022/214499

11

12

MV 4

MOLM-13

u93z

KASUMI-1

PCT/EP2022/059031

PE-A: CDES

APC.& - IO

1

SPOW D) PETIBLON

e
o -
& -
2%~
@

BP0 O} PRTIRULION

APC.A 0 CDB4

T T
2 £l

20 -
@

10 -
50 =

SROYY O] PRZIRUIH

SOV O], PEETRION

PE.A CDES

APCA - CDRE

160 =4

BP0 O DRTPBULION

30 -
o
)
&
g

BP0 Of PRTIRULION

6900

¥8ad



Fold expansion

WO 2022/214499 PCT/EP2022/059031

38/57

FIG. 17
207 O~ empty CAR T
4 B8 T
.5 I+ F12 T
¥ G1 O
# H3
10
5_..
0 1 I i i i I i 1

0 2 4 6 8 10 12 14
days post transduction



WO 2022/214499 PCT/EP2022/059031
39/57

FIG. 18A

80 o .

60

40+ A

% of viability

20—

I
FIG. 18B R R P S S

100+
80—

60—

40+

% of lymphocytes

20+

0 T I
85{\ KPR 5’5{\ F LR

K K
& &

cp4* cps*



CD197 (CCR7)

% of lymphocytes

WO 2022/214499 PCT/EP2022/059031

40/57
untransduced empty CAR BS F12
= Tn+Tscm Tem = Tn+Tsem Tem Tn+Tsem Tem = Tn+Tsem Tem

Aaeed,

Tt Tom + Tem Tet T + Ter
i 3 i
—— . — R —— .

CD45RO

FIG. 198

100

o
(=3
i




WO 2022/214499 PCT/EP2022/059031

41/57
FIG. 20A
cD25 w00 CD154
40000~
800
30000~
600
T
£ 20000+ & 200
10000~ 200+
gu
Dm
day 17
CD107a cD137
1500+ 2500
2000
1000+
1500+
g g

1000

500

day 17



MF]

WO 2022/214499 PCT/EP2022/059031
42/57

FIG. 20B

CD366 CcD223

5000 1500+

4000~

1000

3000~

2000~
500

1000~

day 17 day 17

CcD279

1000+

day 17



% of dead CD33" cells

WO 2022/214499 PCT/EP2022/059031
43/57

FIG. 21

100+

60-

r-
T

n
e

[
1

& ?g. P ((,(L o ®

+ SH|-1CD84+CDES+ + HL.g0CD84+CD69+



% of lysis potency

WO 2022/214499 PCT/EP2022/059031

44/57

FIG. 22

100 *

S R R T R S

+ SHI-1 CD84+CD69+ +HL -GQC D84+CD69+



% of lysis (BLI)

WO 2022/214499 PCT/EP2022/059031
45/57

FIG. 23
* *
) ¥
100- P * o3

| RNNR

K& P o P
R
&




WO 2022/214499 PCT/EP2022/059031
46/57

ﬂ s ™ (é) (-f
M -t
: a
E] F".*i - C} UQ
M b g 0
f
N T
HH FHE g,
: (V]
ﬁO'
HH - % %
P>
i-—l——f HH- &
: 3
n 4 §
: 3
— ;D s gﬁ
: T
— -
e |2
HH—— &,
: (%]
M ';;0
D : £, @&

(3 | ~ 4o
© R
- - : “
X - : |
= il )
5= : ®
wr HiH -y
5 T L %,
- - P s %
sije2 9AlE (01



WO 2022/214499 PCT/EP2022/059031
47/57

FIG. 25A

empty CAR B8 F12 G1 H3

n.s.

FIG. 25B

600 n.s.

500

400

# CFU

300-

b

100 T T T T T T
N
o 0\3’ NP



WO 2022/214499 PCT/EP2022/059031
48/57

FIG. 26A empty CAR

ion

t

injec

Post AML




WO 2022/214499

FIG. 26B

PCT/EP2022/059031
49/57

A

)
] O~ empty CAR
Y - v’
- 1x10%1 7 H3 R
c k2
% * * ,"
< 1%109- ? ..... y
[ .
2 AT
@ 4"'
3§ 1x10% 5
L. a"‘ 7 Y//?
8 1x107 T T T T T T 1
12 16 20 24 28 32 36
days post AML injection
FIG. 26C
10 -
Ty 4x10 O~ empty CAR
4 3x101°+ - B8 O717
@ gxqono TF F12
£ qxond L § ”
o X - A G1 *
= %
% 6x10°q t
3 t * A
™ 4x%10°- J * i
3
E— EA oot s -
12 16 20 24 28 32 36

days post AML injection



WO 2022/214499 PCT/EP2022/059031
50/57
FIG 27

Gene Synthesis of optimized sequences for expression in Mammalian cells

SIP-scFv(14721-P1-A1)-hCD28hinge-hCD28TMD-41BB-CD3zeta cDNA - 1 506bp
ggatccgeegecaccATGAAGCACCTGTGGTTTTTCCTGCTGCTGGTGGCCGCCCCCAGGTGGGTTCTGAGCCAGG
TGCAGCTGCAGCAGTCCGGCCCTGGCCTGGTGCAGCCTAGCAGAACCCTGAGCCTGACATGTGCCATCAGCGGCGA
TTCCATCTCCAGCAATACCGCCTCCTGGAACTGGATCAGACAGAGCCCTAGCAGGGGCCTGGAGTGGGTGGGCAAG
ACAGAGTACAGATCCGGCTGGTTCTTCGAGTACGCCCCCTCCGTGGGCGGCAGAGTGAATATCTCCCCCGATACAA
GCAAGAACCAGTTCAGCCTGCAGCTGAATAGCGTGACACCTGAGGATACAGCCGTGTACTTCTGCGCCAGGGACTC
CTACAATGACTACGATAACGACGGCTTTGACATCTGGGGCCAGGGCACACTGGTGACAGTGAGCAGCGGCGGCGGC
GGAAGCGGAGGAGGAGGATCTGGCGGCGGCGGTAGCGGAGGAGGTGGATCTCAGTCCGTGCTGACCCAGCCCCCC
A GCGTGTCCGCTGCTCCTGGACAGAAGGTGACCATCAGCTGCAGCGGCTCCTCCTCCAATATCGGCTCCAACTACGT
GGCCTGGTACCAGCAGCTGCCCGGCACAGCCCCCAAGCTGCTGATCTACGACACCAACAAGAGGCCCAGCGGCATC
CCCGATAGGTTTAGCGGCTCCAAGAGCGGCACATCCGCCACCCTGGGCATCACCGGCCTGCAGACAGGCGATGAGG
CCGACTACTACTGTGGCACATGGGACAGCTCCCTGAGCGCCGAGGTGTTCGGCACAGGCACAAAGGTGACCGTGCT
GATCGAGGTGATGTACCCCCCCCCCTACCTGGACAATGAGAAGTCCAACGGCACAATCATCCACGTGAAGGGCAAG
CACCTGTGTCCCAGCCCCCTGTTTCCCGGCCCTAGCAAGCCCTTCTGGGTGCTGGTGGTGGTGGGCGGCGTGCTGG
CTTGTTACAGCCTGCTGGTGACAGTCGCCTTCATCATCTTTTGGGTGAAGAGGGGCAGGAAGAAGCTGCTGTACAT
CTTTAAGCAGCCCTTTATGAGGCCCGTGCAGACAACCCAGGAGGAGGACGGCTGTAGCTGCAGGTTTCCTGAGGAG
GAGGAGGGCGGCTGTGAGCTGAGAGTGAAGTTCAGCAGGTCCGCCGACGCCCCCGCCTACCAACAGGGACAGAATC
AGCTGTACAATGAGCTGAACCTGGGCAGAAGAGAGGAGTACGACGTGCTGGATAAGAGGAGAGGCAGGGACCCTG
AGATGGGCGGCAAGCCTAGAAGAAAGAACCCCCAGGAGGGCCTGTACAATGAACTGCAGAAGGACAAGATGGCCG
AGGCCTACAGCGAGATCGGCATGAAGGGCGAGAGAAGGAGGGGCAAGGGCCACGATGGCCTGTACCAGGGCCTGT
CCA CAGCCACCAAGGACACATACGACGCCCTGCACATGCAGGCCCTGCCCCCAAGGtgagtegac (SEQLID NO: 24)

SIP-scFv(14721-P1-C1)-hCD28hinge-hCD28TMD-4IBB-CD3zeta cDNA - 1 506bp
ggatcegeegecaccATGAAGCACCTGTGGTTTTTCCTGCTGCTGGTGGCCGCCCCTAGATGGGTGCTGTCCCAGG
TGCAGCTGCAGCAGAGCGGCCCTGGCCTGGTGAAGCCCAGCCAGACCCTGTCCCTGACCTGCGCCATCAGCGGCGA
TAGCGTGAGCAGCAACTCCGCCAGCTGGAATTGGATCAGGCAGTCCCCCAGCAGGGGCCTGGAGTGGCTGGGAAAG
ACAGAGTACAGATCCAAGTGGTACTACGAGTTTGCCCCTAGCGTGAAGAGCAGAATCACCATCACCCCTGATACCA
GCAAGAACCAGTTTTCCCTGCAGCTGAATTCCGTGACCCCTGAGGACACCGCCGTGTACTACTGCGTGAGAGACTC
CTACAACGGCTACGATTTTGACGGCTTCGATATCTGGGGCCAGGGCACCCTGGTGACCGTGTCCAGCGGCGGAGGC
GGAAGCGGAGGAGGAGGAAGCGGCGGAGGAGGCAGCGGAGGAGGTGGAAGCCAGAGCGTGCTGACACAGCCCCC
TA GCGTGTCCGCCGCCCCAGGACAAAAGGTGACAATCAGCTGCTCCGGCTCCTCCTCCAATATCGGCAGCAACTACGT
GGCCTGGTACCAGCAGCTGCCTGGCACAGCCCCCAAGCTGCTGATCTACGACACCAATAAGAGGCCCTCCGGCATC
CCCGATAGATTCTCCGGCTCCAAGAGCGGCACATCCGCCACCCTGGGCATCACCGGCCTGCAGACAGGCGATGAGG
CCGACTACTACTGTGGCACATGGGATTCCTCCCTGTCCGCCGAGGTGTTTGGCACCGGCACAAAGGTGACCGTGCT
GATCGAGGTGATGTACCCCCCCCCCTACCTGGACAATGAGAAGTCCAACGGCACAATCATCCACGTGAAGGGCAAG
CACCTGTGTCCCAGCCCCCTGTTTCCCGGCCCTAGCAAGCCCTTCTGGGTGCTGGTGGTGGTGGGCGGCGTGCTGG
CTTGTTACAGCCTGCTGGTGACAGTCGCCTTCATCATCTTTTGGGTGAAGAGGGGCAGGAAGAAGCTGCTGTACAT
CTTTAAGCAGCCCTTTATGAGGCCCGTGCAGACAACCCAGGAGGAGGACGGCTGTAGCTGCAGGTTTCCTGAGGAG
GAGGAGGGCGGCTGTGAGCTGAGAGTGAAGTTCAGCAGGTCCGCCGACGCCCCCGCCTACCAACAGGGACAGAATC
AGCTGTACAATGAGCTGAACCTGGGCAGAAGAGAGGAGTACGACGTGCTGGATAAGAGGAGAGGCAGGGACCCTG
AGATGGGCGGCAAGCCTAGAAGAAAGAACCCCCAGGAGGGCCTGTACAATGAACTGCAGAAGGACAAGATGGCCG
AGGCCTACAGCGAGATCGGCATGAAGGGCGAGAGAAGGAGGGGCAAGGGCCACGATGGCCTGTACCAGGGCCTGT
CCA CAGCCACCAAGGACACATACGACGCCCTGCACATGCAGGCCCTGCCCCCAAGGtgagtegac (SEQ ID NO: 25)

SIP-scFv(14721-P1-F1)-hCD28hinge-hCD28TMD-4IBB-CD3zeta cDNA - 1 506bp
ggatcegeegecaccATGAAGCACCTGTGGTTCTTTCTGCTGCTGGTGGCCGCCCCTAGATGGGTGCTGAGCCAGG
TGCAGCTGCAGCAGTCCGGCCCTGGCCTGGTGAAGCCTTCCCAGACACTGTCCCTGACATGTGCCATCAGCGGCGA
CTCCGTGTTCTCCAATAGCGCCAGCTGGAATTGGATCAGACAGAGCCCCTCCAGAGGCCTGGAGTGGCTGGGCAAG
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ACAGAGTACAGGTCCAAGTGGTTTGACGAGTACGCCCCCAGCGTGAAGGGCAGAATCGCCATCAGACCTGACACCT
CCAAGAACCAGGTGTCCCTGCAGCTGAATAGCGTGACCCCCGAGGACACCGCCGTGTACTACTGTGTGAGAGATAG
CTACAACGGCTACGATTTTGATGGCTTTGACATCTGGGGCCAGGGCACCCTGGTGACCGTGAGCTCCGGCGGAGGC
GGAAGCGGAGGAGGAGGAAGCGGCGGAGGCGGTAGCGGAGGAGGTGGAAGCCAGAGCGTGCTGACCCAGCCTCC
TAGCGTGAGCGCCGCCCCTGGACAGCAGGTGATCATCTCCTGCAGCGGCTCCAGCTCCAACGTGGGCAATAACTACG
T GGCCTGGTACCAGCAGGTGCCCGGCGCTGCTCCCAGGCTGCTGATCTACGACAACTACAAGAGACCCTCCGGCATC
CCCGACAGGTTTTCCGGCAGCAAGTCCGGCACCTCCGCCACCCTGGGCATCACCGGACTGCAGAGCGGCGACGAGG
CCGACTACTACTGTGGCAGCTGGGATAGCTCCCTGAGCGCCGAGGTGTTTGGCGGCGGCACCAAGCTGACAGCCCT
GATCGAGGTGATGTACCCCCCCCCCTACCTGGACAATGAGAAGTCCAACGGCACAATCATCCACGTGAAGGGCAAG
CACCTGTGTCCCAGCCCCCTGTTTCCCGGCCCTAGCAAGCCCTTCTGGGTGCTGGTGGTGGTGGGCGGCGTGLTGG
CTTGTTACAGCCTGCTGGTGACAGTCGCCTTCATCATCTTTTGGGTGAAGAGGGGCAGGAAGAAGCTGCTGTACAT
CTTTAAGCAGCCCTTTATGAGGCCCGTGCAGACAACCCAGGAGGAGGACGGCTGTAGCTGCAGGTTTCCTGAGGAG
GAGGAGGGCGGCTGTGAGCTGAGAGTGAAGTTCAGCAGGTCCGCCGACGCCCCCGCCTACCAACAGGGACAGAATC
AGCTGTACAATGAGCTGAACCTGGGCAGAAGAGAGGAGTACGACGTGCTGGATAAGAGGAGAGGCAGGGACCCTG
AGATGGGCGGCAAGCCTAGAAGAAAGAACCCCCAGGAGGGCCTGTACAATGAACTGCAGAAGGACAAGATGGCCG
AGGCCTACAGCGAGATCGGCATGAAGGGCGAGAGAAGGAGGGGCAAGGGCCACGATGGCCTGTACCAGGGCCTGT
CCA CAGCCACCAAGGACACATACGACGCCCTGCACATGCAGGCCCTGCCCCCAAGGtgagtegae (SEQLID NO: 26)

SIP-scFv(14721-P1-G1)-hCD28hinge-hCD28TMD-41BB-CD3zeta cDNA - 1 506bp
ggatcegeegecaccATGAAGCACCTGTGGTTTTITCCTGCTGCTGGTGGCCGCCCCCAGGTGGGTTCTGAGCCAGG
TGCAGCTGCAGCAGTCCGGCCCTGGCCTGGTGAAGCCCTCCCAGACACTGAGCCTGACATGCGCCATCTCCGGCGA
CAGCGTGTTCAGCACCACCGCCAGCTGGAATTGGATCAGACAGAGCCCCAGCAGAGGCCTGGAGTGGCTGGGCAAG
ACCGAGTACAGGAGCAAGTGGTTCGACGAGTACGCCCCCAGCGTGAAGGGCAGGATCGCCATCAGACCTGACACAT
CCAGAAATCAGGTGAGCCTGCAGCTGAATAGCATGACACCCGAGGATACCGCCGTGTACTTCTGTGTGAGAGACAG
CTACAACGGCTACGACTTCGACGGCTTCGACATCTGGGGCCAGGGCACAACAGTGACAGTGAGCTCCGGCGGCGGCL
GGCTCTGGAGGAGGAGGATCTGGCGGCGGCGGAAGCGGAGGAGGAGGTTCTCAGAGCGTGGTGACACAGCCCCCC
A GCGTGAGCGCCGCTCCTGGACAAAAGGTGACCATCTCCTGCTCCGGCAGCAGCAGCAACATCGGCAATAACTACGT
GTCCTGGTACCAGCAGCTGCCTGGCACCGCCCCCAAGCTGCTGATCTACGACAACAATAAGAGGCCCAGCGGCATC
CCTGACAGATTCTCCGGCTCCAAGAGCGGCACCTCCGCCACCCTGGGCATCACAGGCCTGCAGACAGGCGACGAGG
CCGACTACTACTGTGGCACATGGGATAGCTCCCTGTCCGCCGAGATGTTTGGCGGCGGCACCAAGGTGACCGTGCT
GATCGAGGTGATGTACCCCCCCCCCTACCTGGACAATGAGAAGTCCAACGGCACAATCATCCACGTGAAGGGCAAG
CACCTGTGTCCCAGCCCCCTGTTTCCCGGCCCTAGCAAGCCCTTCTGGGTGCTGGTGGTGGTGGGCGGCGTGCTGG
CTTGTTACAGCCTGCTGGTGACAGTCGCCTTCATCATCTTTTGGGTGAAGAGGGGCAGGAAGAAGCTGCTGTACAT
CTTTAAGCAGCCCTTTATGAGGCCCGTGCAGACAACCCAGGAGGAGGACGGCTGTAGCTGCAGGTTTCCTGAGGAG
GAGGAGGGCGGCTGTGAGCTGAGAGTGAAGTTCAGCAGGTCCGCCGACGCCCCCGCCTACCAACAGGGACAGAATC
AGCTGTACAATGAGCTGAACCTGGGCAGAAGAGAGGAGTACGACGTGCTGGATAAGAGGAGAGGCAGGGACCCTG
AGATGGGCGGCAAGCCTAGAAGAAAGAACCCCCAGGAGGGCCTGTACAATGAACTGCAGAAGGACAAGATGGCCG
AGGCCTACAGCGAGATCGGCATGAAGGGCGAGAGAAGGAGGGGCAAGGGCCACGATGGCCTGTACCAGGGCCTGT
CCA CAGCCACCAAGGACACATACGACGCCCTGCACATGCAGGCCCTGCCCCCAAGGtgagtcgac (SEQ. 1D NO: 27)

SIP-scFv(14721-P1-C2)-hCD28hinge-hCD28TMD-41BB-CD3zeta cDNA - 1 506bp
ggatcegeegecaccATGAAGCACCTGTGGTTTITCCTGCTGCTGGTGGCCGCCCCTAGGTGGGTGCTGAGCCAGG
TGCAGCTGCAGCAGAGCGGCCCTGGCCTGGTGAAGCCCAGCCAGACCCTGTCCCTGACATGCGCCATCAGCGGCGA
TAGCGTGTCCAGCAATAGCGCCTCCTGGAATTGGATCAGACAGAGCCCTAGCAGAGGCCTGGAGTGGCTGGGCAAG
GTGGAGTACAGGTCCAAGTGGTACGATGAGTACGCCCCCTCCGTGAAGAGCAGAATCGCCATCAGACCTGACACAT
CCAAGAACCAGGTGAGCCTGCACCTGATCTCCGTGACACCTGATGATACAGCCGTGTACTACTGCGCCAGGGACTC
CTACAACGGCCACGCCTTCGATGGCTTTGATGTGTGGGGCCAGGGCACACTGGTGACCGTGTCCAGCGGLGGCGGL
GGATCTGGAGGAGGAGGAAGCGGCGGCGGAGGCTCTGGAGGAGGTGGAAGCCAGTCCGTGCTGACCCAGCCLCCCC
T CCGTGAGCGCTGCTCCAGGACAGAAGGTGACAATCAGCTGCTCCGGCTCCAGCTCCAACATCGGCGATAATCTGGT
GAGCTGGTACCAGCAGCTGCCTGGCACAGCCCCTAAGCTGCTGATCTACGATAACAATAAGAGACCCTCCGGCATC
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CCCGACAGGTTCAGCGGCAGCAAGTCCGGCACCTCCGCCACACTGGACATCACAGGCCTGCAGACCGGCGACGAGG
CCGACTACTACTGCGAGAGCTGGGATAACAACCTGACCGCCGAGGTGTTCGGCACCGGCACAAAGGTGACAGTGCT
GATCGAGGTGATGTACCCCCCCCCCTACCTGGACAATGAGAAGTCCAACGGCACAATCATCCACGTGAAGGGCAAG
CACCTGTGTCCCAGCCCCCTGTTTCCCGGCCCTAGCAAGCCCTTCTGGGTGCTGGTGGTGGTGGGCGGCGTGCTGG
CTTGTTACAGCCTGCTGGTGACAGTCGCCTTCATCATCTTTITGGGTGAAGAGGGGCAGGAAGAAGCTGCTGTACAT
CTTTAAGCAGCCCTTTATGAGGCCCGTGCAGACAACCCAGGAGGAGGACGGCTGTAGCTGCAGGTTTCCTGAGGAG
GAGGAGGGCGGCTGTGAGCTGAGAGTGAAGTTCAGCAGGTCCGCCGACGCCCCCGCCTACCAACAGGGACAGAATC
AGCTGTACAATGAGCTGAACCTGGGCAGAAGAGAGGAGTACGACGTGCTGGATAAGAGGAGAGGCAGGGACCCTG
AGATGGGCGGCAAGCCTAGAAGAAAGAACCCCCAGGAGGGCCTGTACAATGAACTGCAGAAGGACAAGATGGCCG
AGGCCTACAGCGAGATCGGCATGAAGGGCGAGAGAAGGAGGGGCAAGGGCCACGATGGCCTGTACCAGGGCCTGT
CCA CAGCCACCAAGGACACATACGACGCCCTGCACATGCAGGCCCTGCCCCCAAGGtgagtegac (SEQUID NO: 28)

SIP-scFv(14721-P1-F2)-hCD28hinge-hCD28TMD-41BB-CD3zeta cDNA - 1 506bp
ggatcegeegecaccATGAAGCACCTGTGGTTCTTCCTGCTGCTGGTGGCCGCCCCCAGATGGGTGCTGTCCCAGG
TGCAGCTGCAGCAGTCCGGCCCCGGACTGGTGAAGCCTTCCCAGACCCTGAGCLCTGACCTGCGCCATCAGCGGCGA
CTCCGTGTTTAGCAACTCCGCCTCCTGGAACTGGATCAGACAGTCCCCCTCCAGAGGCCTGGAGTGGCTGGGCAAG
ACAGAGTACAGGAGCAAGTGGTTTGACGAGTACGCCCCTTCCGTGAAGGGCAGGATCGCCATCAGACCCGATACCT
CCAAGAATCAGGTGAGCCTGCAGCTGAATAGCGTGACACCCGAGGACACCGCCGTGTACTACTGTGTGAGAGACTC
CTACAATGGCTACGACTTCGACGGCTTTGACATCTGGGGCCAGGGCACCCTGGTGACCGTGTCCAGCGGCGGAGGC
GGAAGCGGAGGAGGAGGAAGCGGCGGAGGAGGCTCCGGAGGAGGAGGTTCCCAGAGCGTGCTGACCCAGCCCCCT
AGCGTGAGCGCCGCTCCTGGACAGAAGGTGACCATCAGCTGCTCCGGCGGCTCCAGCAACATCGAGAAGAACTACGT
GAGCTGGTACCAGCAGCTGCCTGGCACAGCCCCTAAGCTGCTGATCTACGACACCAATAAGAGGCCTAGCGGCATC
CCCGACAGATTCAGCGGCTCCAAGTCCGGCACAAGCGCCACACTGGGCATCACCGGCCTGCAGACCGGCGACGAGG
CCGATTACTACTGTGGCGCCTGGGATAATATCCTGAACTCCGAGATGTTCGGCGGCGGCACAAAGCTGACAGTGCT
GATCGAGGTGATGTACCCCCCCCCCTACCTGGACAATGAGAAGTCCAACGGCACAATCATCCACGTGAAGGGCAAG
CACCTGTGTCCCAGCCCCCTGTTTCCCGGCCCTAGCAAGCCCTTCTGGGTGCTGGTGGTGGTGGGCGGCGTGCTGG
CTTGTTACAGCCTGCTGGTGACAGTCGCCTTCATCATCTTTITGGGTGAAGAGGGGCAGGAAGAAGCTGCTGTACAT
CTTTAAGCAGCCCTTTATGAGGCCCGTGCAGACAACCCAGGAGGAGGACGGCTGTAGCTGCAGGTTTCCTGAGGAG
GAGGAGGGCGGCTGTGAGCTGAGAGTGAAGTTCAGCAGGTCCGCCGACGCCCCCGCCTACCAACAGGGACAGAATC
AGCTGTACAATGAGCTGAACCTGGGCAGAAGAGAGGAGTACGACGTGCTGGATAAGAGGAGAGGCAGGGACCCTG
AGATGGGCGGCAAGCCTAGAAGAAAGAACCCCCAGGAGGGCCTGTACAATGAACTGCAGAAGGACAAGATGGCCG
AGGCCTACAGCGAGATCGGCATGAAGGGCGAGAGAAGGAGGGGCAAGGGCCACGATGGCCTGTACCAGGGCCTGT
CCA CAGCCACCAAGGACACATACGACGCCCTGCACATGCAGGCCCTGCCCCCAAGGtgagtegac (SEQ D NO: 29)

SIP-scFv(14721-P1-H2)-hCD28hinge-hCD28TMD-41BB-CD3zeta cDNA - 1 506bp
ggatcegeegecaccATGAAGCACCTGTGGTTCTTTCTGCTGCTGGTGGCCGCCCCCAGATGGGTGCTGAGCCAGG
TGCAGCTGCAGCAGAGCGGCCCTGGCCTGGTGAAGCCTTCCCAGACACTGAGCCTGACCTGTGCCATCAGCGGCGA
TAGCGTGTTTAGCAACAGCGCCAGCTGGAATTGGATCAGGCAGAGCCCTTCCAGGGGCCTGGAGTGGCTGGGCAAG
ACCGAGTACAGGTCCAAGTGGTTCGATGAGTACGCCCCTAGCGTGAAGGGCAGGATCGCCATCAGGCCTGACACCT
CCAAGAACCAGGTGTCCCTGCAGCTGAATTCCGTGACACCTGAGGATACCGCCGTGTACTACTGCGTGAGGGATTC
CTACAACGGCTACGACTTCGACGGCTTTGATATCTGGGGCCAGGGCACACTGGTGACAGTGTCCTCCGGCGGCGGL
GGAAGCGGAGGAGGAGGATCTGGCGGCGGCGGTTCCGGAGGAGGAGGTTCTCAGTCCGTGGTGACCCAGCCTCCC
A GCGTGAGCGCCGCTCCTGGACAGAAGGTGACCATCAGCTGTAGCGGCAGCTCCTCCAACATCGGCAACAACTACGT
GTCCTGGTACCAGCAGCTGCCCGGCACCGCCCCAAAGCTGCTGATCTACGATAATAATAAGAGACCTTCCGGCATC
CCCGATAGATTTTCCGGCAGCAAGAGCGGCACAAGCGCCACCCTGGGCATCACAGGCCTGCAGACCGGCGACGAGG
CCGATTACTACTGCGGCACCTGGGATAGCAGCCTGTCCGCCGAGGTGTTTGGCGGCGGCACCAAGCTGACCGTGCT
GATCGAGGTGATGTACCCCCCCCCCTACCTGGACAATGAGAAGTCCAACGGCACAATCATCCACGTGAAGGGCAAG
CACCTGTGTCCCAGCCCCCTGTTTCCCGGCCCTAGCAAGCCCTTCTGGGTGCTGGTGGTGGTGGGCGGCGTGLTGG
CTTGTTACAGCCTGCTGGTGACAGTCGCCTTCATCATCTTTITGGGTGAAGAGGGGCAGGAAGAAGCTGCTGTACAT
CTTTAAGCAGCCCTTTATGAGGCCCGTGCAGACAACCCAGGAGGAGGACGGCTGTAGCTGCAGGTTTCCTGAGGAG
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GAGGAGGGCGGCTGTGAGCTGAGAGTGAAGTTCAGCAGGTCCGCCGACGCCCCCGCCTACCAACAGGGACAGAATC
AGCTGTACAATGAGCTGAACCTGGGCAGAAGAGAGGAGTACGACGTGCTGGATAAGAGGAGAGGCAGGGACCCTG
AGATGGGCGGCAAGCCTAGAAGAAAGAACCCCCAGGAGGGCCTGTACAATGAACTGCAGAAGGACAAGATGGCCG
AGGCCTACAGCGAGATCGGCATGAAGGGCGAGAGAAGGAGGGGCAAGGGCCACGATGGCCTGTACCAGGGCCTGT
CCA CAGCCACCAAGGACACATACGACGCCCTGCACATGCAGGCCCTGCCCCCAAGGtgagtegac (SEC 1D NO: 30)

SIP-scFv(14721-P1-H3)-hCD28hinge-hCD28TMD-41BB-CD3zeta cDNA - 1 506bp
ggatccgeegecaccATGAAGCACCTGTGGTTTTITCCTGCTGCTGGTGGCCGCCCCCAGGTGGGTTCTGTCCCAGG
TGCAGCTGCAGCAGAGCGGCCCCGGACTGGTGAAGCCCAGCCAGACACTGAGCCTGACATGTGACATCTCCGGCGA
TTCCGTGTTCTCCAACACAGCCAGCTGGAATTGGATCAGGCAGAGCCCCAGCAGGGGCCTGGAGTGGCTGGGAAAG
ACAGAGTACAGATCCCAGTGGCTGCACGAGTACGCCCCTTCCGTGAGATCCAGGATCGCCATCAGACCCGACACCT
CCAAGAACCAGGTGTCCCTGCAGCTGTCCTTCGTGACCCCCGAGGACACCGCCGTGTACTACTGTGTGAGGGATTC
CTACAATGGCTACGCCTTCGATGGCTTTGACACCTGGGGCCAGGGCACCCTGGTGACCGTGAGCAGCGGLGGAGGL
GGAAGCGGAGGAGGAGGAAGCGGCGGAGGAGGCTCCGGAGGAGGAGGTAGCCAGAGCGTGGTGACCCAGCCCCC
CA GCGTGTCCGCTGCTCCTGGACAGAAGGTGACCATCAGCTGTTCCGGCAGGAACTCCAACATCGCCAACAACTTTGT
GTCCTGGTACAGACAGCTGCCTGGCACCGCCCCTAAGCTGCTGATCTACGACAATAATAAGAGGCCTAGCGGCATC
CCCGATAGATTCTCCGGCTCCAAGAGCGGCACATCCGCCACCCTGGCCATCACCGGCCTGCAGACCGGCGACGAGG
CCGATTACTACTGCGAGTCCTGGGATAGCTCCCTGACCGCCGAGGTGTTTGGCACCGGCACCAAGGTGACCGTGCT
GATCGAGGTGATGTACCCCCCCCCCTACCTGGACAATGAGAAGTCCAACGGCACAATCATCCACGTGAAGGGCAAG
CACCTGTGTCCCAGCCCCCTGTTTCCCGGCCCTAGCAAGCCCTTCTGGGTGCTGGTGGTGGTGGGCGGCGTGCTGG
CTTGTTACAGCCTGCTGGTGACAGTCGCCTTCATCATCTTTITGGGTGAAGAGGGGCAGGAAGAAGCTGCTGTACAT
CTTTAAGCAGCCCTTTATGAGGCCCGTGCAGACAACCCAGGAGGAGGACGGCTGTAGCTGCAGGTTTCCTGAGGAG
GAGGAGGGCGGCTGTGAGCTGAGAGTGAAGTTCAGCAGGTCCGCCGACGCCCCCGCCTACCAACAGGGACAGAATC
AGCTGTACAATGAGCTGAACCTGGGCAGAAGAGAGGAGTACGACGTGCTGGATAAGAGGAGAGGCAGGGACCCTG
AGATGGGCGGCAAGCCTAGAAGAAAGAACCCCCAGGAGGGCCTGTACAATGAACTGCAGAAGGACAAGATGGCCG
AGGCCTACAGCGAGATCGGCATGAAGGGCGAGAGAAGGAGGGGCAAGGGCCACGATGGCCTGTACCAGGGCCTGT
CCA CAGCCACCAAGGACACATACGACGCCCTGCACATGCAGGCCCTGCCCCCAAGGtgagtegac (SEQLID NO: 31)

SIP-scFv(14722-P1-F12)-hCD28hinge-hCD28TMD-4IBB-CD3zeta cDNA - 1 506bp
ggatcegeegecaccATGAAGCACCTGTGGTTCTTTCTGCTGCTGGTGGCCGCCCCTAGGTGGGTGCTGAGCCAGG
TGCAGCTGCAGCAGTCCGGCCCTGGCCTGGTGAAGCCCAGCCAGACACTGAGCCTGACCTGTGCCATCTCCGGCGA
CTCCGTGTCCAGCAACAGCGCCTCCTGGAACTGGATCAGACAGTCCCCTAGCAGGGGCCTGGAGTGGCTGGGCAAG
GTGGAGTACAGATCCAAGTGGTACGATGAGTACGCCCCCAGCGTGAAGAGCAGAATCGCCATCAGACCTGACACCA
GCAAGAACCAGGTGTCCCTGCACCTGATCAGCGTGACCCCTGATGACACAGCCGTGTACTACTGCGCCAGAGATAG
CTACAACGGCCACGCCTTTGATGGCTTTGATGTGTGGGGCCAGGGCACAATGGTGACCGTGAGCTCCGGLGGCGGL
GGATCTGGAGGAGGAGGAAGCGGCGGCGGCGGTTCTGGAGGAGGTGGAAGCCAGAGCGTGGTGACACAGCCTCCC
T CCGTGTCCGCCGCCCCTGGACAAAAGGTGACCATCTCCTGCAGCGGCAGCAGCAGCAACATCGGCAATAACTACGT
GTCCTGGTACCAGCAGCTGCCTGGCACAGCCCCCAAGCTGCTGATCTACGACAACAATAAGAGGCCCAGCGGCATC
CCCGACAGGTTCTCCGGCTCCAAGTCCGGCACCTCCGCCACACTGGGCATCACAGGCCTGCAGACCGGCGACGAGG
CCGACTACTACTGTGGCACCTGGGATTCCAGCCTGAGCGCCGAGGTGTTTGGCGGCGGCACAAAGGTGACAGTGCT
GATCGAGGTGATGTACCCCCCCCCCTACCTGGACAATGAGAAGTCCAACGGCACAATCATCCACGTGAAGGGCAAG
CACCTGTGTCCCAGCCCCCTGTTTCCCGGCCCTAGCAAGCCCTTCTGGGTGCTGGTGGTGGTGGGCGGCGTGCTGG
CTTGTTACAGCCTGCTGGTGACAGTCGCCTTCATCATCTTTITGGGTGAAGAGGGGCAGGAAGAAGCTGCTGTACAT
CTTTAAGCAGCCCTTTATGAGGCCCGTGCAGACAACCCAGGAGGAGGACGGCTGTAGCTGCAGGTTTCCTGAGGAG
GAGGAGGGCGGCTGTGAGCTGAGAGTGAAGTTCAGCAGGTCCGCCGACGCCCCCGCCTACCAACAGGGACAGAATC
AGCTGTACAATGAGCTGAACCTGGGCAGAAGAGAGGAGTACGACGTGCTGGATAAGAGGAGAGGCAGGGACCCTG
AGATGGGCGGCAAGCCTAGAAGAAAGAACCCCCAGGAGGGCCTGTACAATGAACTGCAGAAGGACAAGATGGCCG
AGGCCTACAGCGAGATCGGCATGAAGGGCGAGAGAAGGAGGGGCAAGGGCCACGATGGCCTGTACCAGGGCCTGT
CCA CAGCCACCAAGGACACATACGACGCCCTGCACATGCAGGCCCTGCCCCCAAGGtgagtecgac (SEQLID NO: 32)
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SIP-scFv(14722-P2-B8)-hCD28hinge-hCD28TMD-41BB-CD3zeta cDNA - 1 506bp
ggatcegeegecaccATGAAGCACCTGTGGTTTTTTCTGCTGCTGGTGGCCGCCCCCAGATGGGTGCTGAGCCAGG
TGCAGCTGCAGCAGTCCGGCCCTGGCCTGGTGAAGCCTTCCCAGACACTGTCCCTGACCTGCGCCATCAGCGGCGA
CAGCGTGAGCAGCAATTCCGCCAGCTGGAACTGGATCAGGCAGTCCCCCAGCAGGGGCCTGGAGTGGCTGGGAAAG
GTGGAGTACAGGAGCAAGTGGTACGACGAGTACGCCCCCAGCGTGAAGAGCAGAATCGCCATCAGGCCCGACACAT
CCAAGAATCAGGTGAGCCTGCACCTGATCAGCGTGACCCCCGATGACACAGCCGTGTACTACTGCGCCAGAGACTC
CTACAACGGCCACGCCTTCGACGGCTTTGACGTGTGGGGCCAGGGCACAATGGTGACAGTGAGCTCCGGCGGCGGL
GGCTCTGGAGGAGGAGGATCTGGCGGCGGCGGAAGCGGAGGAGGAGGTTCTCAGAGCGTGCTGACCCAGCCCCCT
A GCCTGAGCGCCGCTCCTGGACAGAGAGTGACCATCAGCTGCTCCGGCACAACCTCCAATATCGCCAATAATITCGT
GTCCTGGTACCAGCAGCTGTCCGGCTCCGCCCCCAAGCTGCTGATCAATGACAATAACAAGAGACCCTCCGGCATC
CCCGATAGGTTCTCCGGCAGCAAGTCCGGCGCCTCCGCCACACTGGCCATCACCGGACTGCAGACAGAGGACGAGG
CCGACTACTACTGTGGCGTGTGGGACAACAGCCTGAATGCCGAGGTGTTTGGCGGCGGCACCAAGGTGACCGTGCT
GATCGAGGTGATGTACCCCCCCCCCTACCTGGACAATGAGAAGTCCAACGGCACAATCATCCACGTGAAGGGCAAG
CACCTGTGTCCCAGCCCCCTGTTTCCCGGCCCTAGCAAGCCCTTCTGGGTGCTGGTGGTGGTGGGCGGCGTGCTGG
CTTGTTACAGCCTGCTGGTGACAGTCGCCTTCATCATCTTTITGGGTGAAGAGGGGCAGGAAGAAGCTGCTGTACAT
CTTTAAGCAGCCCTTTATGAGGCCCGTGCAGACAACCCAGGAGGAGGACGGCTGTAGCTGCAGGTTTCCTGAGGAG
GAGGAGGGCGGCTGTGAGCTGAGAGTGAAGTTCAGCAGGTCCGCCGACGCCCCCGCCTACCAACAGGGACAGAATC
AGCTGTACAATGAGCTGAACCTGGGCAGAAGAGAGGAGTACGACGTGCTGGATAAGAGGAGAGGCAGGGACCCTG
AGATGGGCGGCAAGCCTAGAAGAAAGAACCCCCAGGAGGGCCTGTACAATGAACTGCAGAAGGACAAGATGGCCG
AGGCCTACAGCGAGATCGGCATGAAGGGCGAGAGAAGGAGGGGCAAGGGCCACGATGGCCTGTACCAGGGCCTGT
CCA CAGCCACCAAGGACACATACGACGCCCTGCACATGCAGGCCCTGCCCCCAAGGtgagtegac (SEQ 1D NO: 33)

SIP-scFv(14722-P2-B11)-hCD28hinge-hCD28TMD-4IBB-CD3zeta cDNA - 1 506bp
ggatccgeegecaccATGAAGCACCTGTGGTTTTTCCTGCTGCTGGTGGCCGCCCCTAGGTGGGTGCTGTCCCAGG
TGCAGCTGCAGCAGTCCGGCCCCGGACTGGTGAAGCCTTCCCAGACCCTGAGCCTGACATGTGCCATCTCCGGCGA
CAGCGTGTCCTCCAACTCCGCCAGCTGGAACTGGATCAGGCAGTCCCCTTCCAGAGGCCTGGAGTGGCTGGGCAAG
ACAGAGTACAGAAGCAAGTGGTACTACGAGTTTGCCCCTAGCGTGAAGTCCAGAATCACCATCACCCCCGACACCA
GCAAGAATCAGTTTAGCCTGCAGCTGAATAGCGTGACCCCTGAGGATACAGCCGTGTACTACTGCGTGAGGGATAG
CTACAACGGCTACGACTTCGACGGCTTTGATATCTGGGGCCAGGGCACACTGGTGACCGTGTCCAGCGGLCGGCGGL
GGATCTGGAGGAGGAGGAAGCGGCGGCGGAGGCTCTGGAGGAGGTGGAAGCCAGAGCGTGCTGACCCAGCCCCCT
A GCGTGAGCGCCGCTCCTGGACAGAAGGTGACAATCAGCTGCTCCGGCTCCAGCAGCAACATCGGCAGCAATTACGT
GGCCTGGTACCAGCAGCTGCCTGGCACCGCCCCCAAGCTGCTGATCTACGACACAAACAAGAGGCCCAGCGGCATC
CCTGACAGGTTCAGCGGCAGCAAGAGCGGCACCAGCGCCACCCTGGGCATCACCGGACTGCAGACAGGCGACGAGG
CCGATTACTACTGTGGCACCTGGGACTCCAGCCTGAGCGCCGAGGTGTTTGGCACAGGCACAAAGGTGACCGTGCT
GATCGAGGTGATGTACCCCCCCCCCTACCTGGACAATGAGAAGTCCAACGGCACAATCATCCACGTGAAGGGCAAG
CACCTGTGTCCCAGCCCCCTGTTTCCCGGCCCTAGCAAGCCCTTCTGGGTGCTGGTGGTGGTGGGCGGCGTGLTGG
CTTGTTACAGCCTGCTGGTGACAGTCGCCTTCATCATCTTTITGGGTGAAGAGGGGCAGGAAGAAGCTGCTGTACAT
CTTTAAGCAGCCCTTTATGAGGCCCGTGCAGACAACCCAGGAGGAGGACGGCTGTAGCTGCAGGTTTCCTGAGGAG
GAGGAGGGCGGCTGTGAGCTGAGAGTGAAGTTCAGCAGGTCCGCCGACGCCCCCGCCTACCAACAGGGACAGAATC
AGCTGTACAATGAGCTGAACCTGGGCAGAAGAGAGGAGTACGACGTGCTGGATAAGAGGAGAGGCAGGGACCCTG
AGATGGGCGGCAAGCCTAGAAGAAAGAACCCCCAGGAGGGCCTGTACAATGAACTGCAGAAGGACAAGATGGCCG
AGGCCTACAGCGAGATCGGCATGAAGGGCGAGAGAAGGAGGGGCAAGGGCCACGATGGCCTGTACCAGGGCCTGT
CCA CAGCCACCAAGGACACATACGACGCCCTGCACATGCAGGCCCTGCCCCCAAGGtgagtegac (SEQ, 1D NO: 34)

3. Expected protein sequence

SIP-scFv(14721-P1-A1)-hCD28hinge-hCD28TMD-4IBB-CD3zeta — 494AAs MW=53.75kDa
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MKHLWFFLLLVAAPRWVLSQVQLQQSGPGLVQPSRTLSLTCAISGDSISSNTASWNWIRQSPSRGLEWVGKTEYRS
GWFFEYAPSVGGRVNISPDTSKNQFSLQLNSVTPEDTAVYFCARDSYNDYDNDGFDIWGQGTLVTVSSGGGGSGGG
GSGGGGSGGGGSQSVLTQPPSVSAAPGQKVTISCSGSSSNIGSNYVAWYQQLPGTAPKLLIYDTNKRPSGIPDRFS
GSKSGTSATLGITGLQTGDEADYYCGTWDSSLSAEVFGTGTKVTVLIEVMYPPPYLDNEKSNGTIIHVKGKHLCPS
PLFPGPSKPFWVLVVVGGVLACYSLLVTVAFIIFWVKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGC
ELRVKFSRSADAPAYQQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSE|
GMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR (SEQ) 1D NO: 35)

Features : SIP : [1: 19] scFv : [20 : 274] hCD28hinge-hCD28TMD-4IBB-CD3zeta : [275 : 494]

> SIP-scFv(14721-P1-C1)-hCD28hinge-hCD28TMD-4IBB-CD3zeta — 494AAs MW=53.93kDa

MKHLWFFLLLVAAPRWVLSQVQLQQSGPGLVKPSQTLSLTCAISGDSVSSNSASWNWIRQSPSRGLEWLGKTEYRS
KWYYEFAPSVKSRITITPDTSKNQFSLOLNSVTPEDTAVYYCVRDSYNGYDFDGFDIWGQGTLVTVSSGGGGSGGG
GSGGGGSGGGGSQSVLTQPPSVSAAPGQKVTISCSGSSSNIGSNYVAWYQQLPGTAPKLLIYDTNKRPSGIPDRFS
GSKSGTSATLGITGLOQTGDEADYYCGTWDSSLSAEVFGTGTKVTVLIEVMYPPPYLDNEKSNGTIIHVKGKHLCPS
PLFPGPSKPFWVLVVVGGVLACYSLLVTVAFIIFWVKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGC
ELRVKFSRSADAPAYOQQGQONQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEI
GMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR (SEQ 1D NO: 36)

Features : SIP : [1 : 19] scFv : [20 : 274] hCD28hinge-hCD28TMD-4IBB-CD3zeta : [275 : 494]

> SIP-scFv(14721-P1-F1)-hCD28hinge-hCD28TMD-4IBB-CD3zeta - 494AAs MW=53.87kDa
MKHLWFFLLLVAAPRWVLSQVQLQQSGPGLVKPSQTLSLTCAISGDSVFSNSASWNWIRQSPSRGLEWLGKTEYRS
KWFDEYAPSVKGRIAIRPDTSKNQVSLQLNSVTPEDTAVYYCVRDSYNGYDFDGFDIWGQGTLVTVSSGGGGSGGG
GSGGGGSGGGGSQSVLTOPPSVSAAPGQQVIISCSGSSSNVGNNYVAWYQQVPGAAPRLLIYDNYKRPSGIPDRFS
GSKSGTSATLGITGLOSGDEADYYCGSWDSSLSAEVFGGGTKLTALIEVMYPPPYLDNEKSNGTIHVKGKHLCPS
PLFPGPSKPFWVLVVVGGVLACYSLLVTVAFIIFWVKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGC
ELRVKFSRSADAPAYQQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEI
GMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR (SECQ 1D NO: 37)

Features : SIP : [1 : 19] scFv : [20 : 274] hCD28hinge-hCD28TMD-41BB-CD3zeta : [275 : 494]

> SIP-scFv(14721-P1-G1)-hCD28hinge-hCD28TMD-4IBB-CD3zeta - 494AAs MW=53.95kDa
MKHLWFFLLLVAAPRWVLSQVQLOQSGPGLVKPSQTLSLTCAISGDSVFSTTASWNWIRQSPSRGLEWLGKTEYRS
KWFDEYAPSVKGRIAIRPDTSRNQVSLQLNSMTPEDTAVYFCVRDSYNGYDFDGFDIWGQGTTVTVSSGGGGSGGG
GSGGGGSGGGGSQSVVTQPPSVSAAPGQKVTISCSGSSSNIGNNYVSWYQQLPGTAPKLLIYDNNKRPSGIPDRFS
GSKSGTSATLGITGLOQTGDEADYYCGTWDSSLSAEMFGGGTKVTVLIEVMYPPPYLDNEKSNGTIIHVKGKHLCPS
PLFPGPSKPFWVLVVVGGVLACYSLLVTVAFIIFWVKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGC
ELRVKFSRSADAPAYQQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEI
GMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR (SEQ 1D NO: 38)

Features : SIP : [1: 19] scFv : [20 : 274] hCD28hinge-hCD28TMD-4IBB-CD3zeta : [275 : 494]

> SIP-scFv(14721-P1-C2)-hCD28hinge-hCD28TMD-4IBB-CD3zeta - 494AAs MW=53.94kDa
MKHLWFFLLLVAAPRWVLSQVQLOQSGPGLVKPSQTLSLTCAISGDSVSSNSASWNWIRQSPSRGLEWLGKVEYRS
KWYDEYAPSVKSRIAIRPDTSKNQVSLHLISVTPDDTAVYYCARDSYNGHAFDGFDVWGQGTLVTVSSGGGGSGGG
GSGGGGSGGGGSQSVLTQPPSVSAAPGQKVTISCSGSSSNIGDNLVSWYQQLPGTAPKLLIYDNNKRPSGIPDRFS
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GSKSGTSATLDITGLQTGDEADYYCESWDNNLTAEVFGTGTKVTVLIEVMYPPPYLDNEKSNGTHHVKGKHLCPS
PLFPGPSKPFWVLVVVGGVLACYSLLVTVAFIIFWVKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGC
ELRVKFSRSADAPAYQQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELOKDKMAEAYSEI
GMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR (SEC 1D NO: 39)

Features : SIP : [1 : 19] scFv : [20 : 274] hCD28hinge-hCD28TMD-41BB-CD3zeta : [275 : 494]

> SIP-scFv(14721-P1-F2)-hCD28hinge-hCD28TMD-4IBB-CD3zeta - 494AAs MW=54.06kDa
MKHLWFFLLLVAAPRWVLSQVQLOQSGPGLVKPSQTLSLTCAISGDSVFSNSASWNWIRQSPSRGLEWLGKTEYRS
KWFDEYAPSVKGRIAIRPDTSKNQVSLQLNSVTPEDTAVYYCVRDSYNGYDFDGFDIWGQGTLVTVSSGGGGSGGG
GSGGGGSGGGGSQSVLTOQPPSVSAAPGQOKVTISCSGGSSNIEKNYVSWYQQLPGTAPKLLIYDTNKRPSGIPDRFS
GSKSGTSATLGITGLOQTGDEADYYCGAWDNILNSEMFGGGTKLTVLIEVMYPPPYLDNEKSNGTIIHVKGKHLCPS
PLFPGPSKPFWVLVVVGGVLACYSLLVTVAFIIFWVKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGC
ELRVKFSRSADAPAYQQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEI
GMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR (SEQ 1D NO: 40)

Features : SIP : [1:19] scFv : [20 : 274] hCD28hinge-hCD28TMD-41BB-CD3zeta : [275 : 494]

> SIP-scFv(14721-P1-H2)-hCD28hinge-hCD28TMD-4IBB-CD3zeta - 494AAs MW=53.90kDa
MKHLWFFLLLVAAPRWVLSQVQLOQSGPGLVKPSQTLSLTCAISGDSVFSNSASWNWIRQSPSRGLEWLGKTEYRS
KWFDEYAPSVKGRIAIRPDTSKNQVSLOLNSVTPEDTAVYYCVRDSYNGYDFDGFDIWGQGTLVTVSSGGGGSGGG
GSGGGGSGGGGSQSVVTQPPSVSAAPGQKVTISCSGSSSNIGNNYVSWYQQLPGTAPKLLIYDNNKRPSGIPDRFS
GSKSGTSATLGITGLOQTGDEADYYCGTWDSSLSAEVFGGGTKLTVLIEVMYPPPYLDNEKSNGTIIHVKGKHLCPS
PLFPGPSKPFWVLVVVGGVLACYSLLVTVAFIIFWVKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGC
ELRVKFSRSADAPAYQQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEI
GMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR (SEC 1D NO: 41)

Features : SIP : [1 : 19] scFv : [20 : 274] hCD28hinge-hCD28TMD-4IBB-CD3zeta : [275 : 494]

> SIP-scFv(14721-P1-H3)-hCD28hinge-hCD28TMD-4IBB-CD3zeta - 494AAs MW=54.22kDa
MKHLWFFLLLVAAPRWVLSQVQLOQSGPGLVKPSQTLSLTCDISGDSVFSNTASWNWIRQSPSRGLEWLGKTEYRS
QWLHEYAPSVRSRIAIRPDTSKNQVSLQLSFVTPEDTAVYYCVRDSYNGYAFDGFDTWGQGTLVTVSSGGGGSGGG
GSGGGGSGGGGSQSVVTQPPSVSAAPGQKVTISCSGRNSNIANNFVSWYRQLPGTAPKLLIYDNNKRPSGIPDRFS
GSKSGTSATLAITGLQTGDEADYYCESWDSSLTAEVFGTGTKVTVLIEVMYPPPYLDNEKSNGTIHVKGKHLCPS
PLFPGPSKPFWVLVVVGGVLACYSLLVTVAFIIFWVKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGC
ELRVKFSRSADAPAYOQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEI
GMKGERRRGKGHDGLYQGLSTATKDTYDALHMOQALPPR (SECQ 1D NO: 42)

Features : SIP : [1 : 19] scFv : [20 : 274] hCD28hinge-hCD28TMD-4IBB-CD3zeta : [275 : 494]

> SIP-scFv(14722-P1-F12)-hCD28hinge-hCD28TMD-41BB-CD3zeta - 494AAs MW=53.77kDa
MKHLWFFLLLVAAPRWVLSQVQLQOQSGPGLVKPSQTLSLTCAISGDSVSSNSASWNWIRQSPSRGLEWLGKVEYRS
KWYDEYAPSVKSRIAIRPDTSKNQVSLHLISVTPDDTAVYYCARDSYNGHAFDGFDVWGQGTMVTVSSGGGGSGGG
GSGGGGSGGGGSQSVVTQPPSVSAAPGQKVTISCSGSSSNIGNNYVSWYQQLPGTAPKLLIYDNNKRPSGIPDRFS
GSKSGTSATLGITGLOQTGDEADYYCGTWDSSLSAEVFGGGTKVTVLIEVMYPPPYLDNEKSNGTIIHVKGKHLCPS
PLFPGPSKPFWVLVVVGGVLACYSLLVTVAFIIFWVKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGC
ELRVKFSRSADAPAYQQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEI
GMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR  (SEC) D NO: 43)
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Features : SIP : [1: 19] scFv : [20 : 274] hCD28hinge-hCD28TMD-4IBB-CD3zeta : [275 : 494]

> SIP-scFv(14722-P2-B8)-hCD28hinge-hCD28TMD-4IBB-CD3zeta - 494AAs MW=53.89kDa
MKHLWFFLLLVAAPRWVLSQVQLQQSGPGLVKPSQTLSLTCAISGDSVSSNSASWNWIRQSPSRGLEWLGKVEYRS
KWYDEYAPSVKSRIAIRPDTSKNQVSLHLISVTPDDTAVYYCARDSYNGHAFDGFDVWGQGTMVTVSSGGGGSGGG
GSGGGGSGGGGSQSVLTQPPSLSAAPGQRVTISCSGTTSNIANNFVSWYQQLSGSAPKLLINDNNKRPSGIPDRFS
GSKSGASATLAITGLOQTEDEADYYCGVWDNSLNAEVFGGGTKVTVLIEVMYPPPYLDNEKSNGTIHVKGKHLCPS
PLFPGPSKPFWVLVVVGGVLACYSLLVTVAFIIFWVKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGC
ELRVKFSRSADAPAYQQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELOKDKMAEAYSEI
GMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR (SEC 1D NO: 44)

Features : SIP : [1 : 19] scFv : [20 : 274] hCD28hinge-hCD28TMD-41BB-CD3zeta : [275 : 494]

> SIP-scFv(14722-P2-B11)-hCD28hinge-hCD28TMD-4IBB-CD3zeta - 494AAs MW=53.93kDa
MKHLWFFLLLVAAPRWVLSQVQLQQSGPGLVKPSQTLSLTCAISGDSVSSNSASWNWIRQSPSRGLEWLGKTEYRS
KWYYEFAPSVKSRITITPDTSKNQFSLOLNSVTPEDTAVYYCVRDSYNGYDFDGFDIWGQGTLVTVSSGGGGSGGG
GSGGGGSGGGGSQSVLTOQPPSVSAAPGQOKVTISCSGSSSNIGSNYVAWYQQLPGTAPKLLIYDTNKRPSGIPDRFS
GSKSGTSATLGITGLQTGDEADYYCGTWDSSLSAEVFGTGTKVTVLIEVMYPPPYLDNEKSNGTIIHVKGKHLCPS
PLFPGPSKPFWVLVVVGGVLACYSLLVTVAFIIFWVKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGC
ELRVKFSRSADAPAYQQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEI
GMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR (SEQ 1D NO: 36)

Features : SIP : [1 : 19] scFv : [20 : 274] hCD28hinge-hCD28TMD-41BB-CD3zeta : [275 : 494
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