<110
<120>
<130>
<160
<370>
<210>
<211
<212>
<213>
<220>
<223>

<220>
<221>
<222>

<220>
<221>
<222>

<400>

10486.204-W0.5T725
SEQUENCE LISTING

Novozymes A/S

necombinant Production of Antimicrobial Agents
10486

118

patentIn version 3.2

1

20

PRT_ o
artificial

Peptide

PEPTIDE
(L..20

DISULFID
(2}..019

1

Lys Cys Arg Arg Trp GIn Trp Arg Met Lys Lys Leu Gly aAla Pro Ser
1 5 10 15

Ite Thr Ccys val
20

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<220>
<221>
<223>

<220
<221>
<222>

<400=>

2

20

PRT
artificial

Peptide

MISC_FEATURE L _
The thiol group of the Cys in position 2 is blocked

MISC_FEATURE
The thiol group of the Cys in position 13 is blocked

PEPTIDE
(1..20
2

Lys Cys Arg Arg §rp GIn Trp Arg Met Lys Lys Leu Gly ala PEO ser
1 10 1

1le Thr Cys val
20

1/50



<210>
<21l>
<212>
<213

<220>
<Z23>

<220>
<221>
<222

<220>
<221
<222>

<400>

10486.204-w0.5T25

3

20

PRT
artificial
Peptide
PEPTIDE
{(1)..20)
DISULFID
(2)..Q19
3

tys Cys Phe G1n Trp GIn Arg Asn Met qrg Lys val Arg Gly igo Pro
1 5 0

val ser Cys 1Ile
20

<210>
<211>
«<212>
<213>

<220>
<223>

<220>
<221>
<223>

<220>
<221>
<223>

<220>
<221>
<222>

<400>

4

20

PRT .
artificial

Peptide

MISC_FEATURE _ ) )
The thiol group of Cys in position 2 is blocked

MISC_FEATURE ) o
The thiol group of Cys in position 19 is blocked

PEPTIDE
(L..020
4

Lys Cys Phe GIn Trp Gin Arg Asn Met égg Lys val Arg Gly Pro Pro
1 5 15

val ser Cys Ile
20

<210>
<211>
<212>
<213>

<220>
<223>

5

5

PRT
artificial

peptide

2/50



<220>
<221>
<222>

<400>

10486.204-W0. 5725

PEPTIDE
n..<"™
5

Arg Trp Gln Trp Arg
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>

<400>

6

3

PRT :
artificial

peptide

PEPTIDE
1)..(%

6

ATg Arg Glin Trp Arg
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>

<400>

1

<210>
<211>
<212>
<213>

<220
<223>

<220
<221
222>

<400>

1

7

5

PRT
artificial

Peptide

PEPTIDE
(1..(5)

7

Ltys val Ser Trp Arg
5

8

5

PRT
artificial

peptide

PEPTIDE
(..

8

Arg Asn Met Arg Eys

3/50



10486.204-W0.5T25
<210> 9
<211l> 3§
<212> PRT
<213> artificial

<220> ]
<223> peptide

<220>
<221> PEPTIDE
<222> (..(5)

<400> 9
Arg Trp GIn Glu Lys
1 5

<210> 10

<211> 6

<212> PRT

<213> artificial

<220>
<223> peptide

<220>
<221> PEPTIDE
<222> (1)..(6)

<400> 10
Arg Arg Trp G1n Erp Arg
1

<210> 11
<211> ©

<212> PRT

<213 Artificial

<220>
<223> peptide

<220>
<221> PEPTIDE
<222> (1)..(6)

<400> 11
Arg Arg Arg Gln grp Arg
1

<210> 12

<211> ©

<212> PRT

213> artificial

<220> .
<2?3> Peptide

<220>
<221> PEPTIDE

4/50



10486.204-w0.5T25
<222» (1)..(6)

<400> 12

Lys Thr val Ser grp Arg
1

<210> 13
<21l> 6

<212> PRT

<213> artificial

<220>
<223> Peptide

<220>
<221> PEPTIDE
<222> (1)..(8)

<400> 13
Lys Arg Asn Met Arg Lys

<210> 14

<211l> 6

<212> PRT

<213> Artificial

<220>
<223> Peptide

<220>
<221> PEPTIDE
<222> (1)..(8)

<400> 14

arg Trp Gin Glu Met Lys
1 5

<210> 15

<211> 11

<212> PRT

<213> artificial

<220> .
<223> Peptide

<220
<221> PEPTIDE
<222> (13..(1D

<400> 15

Lys Thr Arg Arg Trp GlIn Trp Arg Met Lys Lys
1 5 10

<210> 16
<211> 11
<212> PRT



10486.204-W0.ST25
<213> Artificial

<220>
<223> Ppeptide

<220~
<221> PEPTIDE
<222 (L..(1D

<400> 16
Lys Ser Arg Arg Arg Gln Trp Arg Met Lys Lys
1 5 10

<210= 17

<211> 11

<212> PRT

<213> artificial

<220
<223> peptide

<220>
<?221> PEPTIDE
<222> (1..(1LD

<400> 17

Lys Thr val Ser Trp G1n Thr Tyr Met Lys Lys
1 5 10

<210= 18

<211> 11

<212> PBRT

<213> aArtificial

<220>
<223> Peptide

<220>
<221> PEPTIDE
<222> (1..(1D

<400> 18 -
Lys Thr phe Gln Trp Gin Arg Asn Met Arg Lys
1 5 10

<210> 19

<211> 11

<212> PRT

<213> Synthetic

<220

<221> PEPTIDE
<222> (1)..(AD
<400> 19

Lys Thr Leu Arg Erp Gin Asn Glu Met Agg Lys
1 1



10486.204-W0.ST25

<210> 20

<211> 6

<212> PRT

<213> artgificial

<220> )
<223> Peptide

<220>
<221> PEPTIDE
<222> (1)..(6)

<400> 20

Phe GIn Trp GIn Arg Asn
1 5

<210> 21
<211> 5

«212> PRT

<213> Artificial

<220
<223> Peptide

<220>
<22i> PEPTIDE
<222 (D..(5

<400> 21
Phe Gln Trp Gin Arg
1 5

<210> 22

<211> 4

«212> PRT

<213> Artificial

<220>
<223> Peptide

<220>
<221> PEPTIDE
<222> (1..(4

<400> 22

GIn Trp GIn Arg
1

<210> 23

<213i> 3

«212> PRT

<213> artificial

220> )
<223> Peptide

7/50



<220>
<221>
<222>

<400>

10486,204-w0.5T25

PEPTIDE
(..

23

Trp Gln Arg
1

<210
<211>
<212>
<213>

<220>
<223

<220>
«221>
<222>

<400>

24

5

PRT
artificial

Peptide

PEPTIDE
(1..(5

24

Arg Arg Trp Gln Trp
1 5

<210>
<211>
<212>
<213>

<220
«221>
<222>

<400>

25

4

PRT .
Synthetic

PEPTIDE
(1.4

25

Arg Arg ¥rp GIn
1

<210~
<211>
<212>
<213>

<220>
<223>

<220
<221>
<222>

<4Q0>

26

4

PRT
artificial
peptide
PEPTIDE
..
26

Trp Gin Trp Arg
1

<210>
<211>
<212>
<213>

27

3

PRT
Artificial
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10486.204-W0.5T25

<220> )
<223> peptide

<220>
<221> PEPTIDE
<222> (). (D

<400> 27

GIn Trp Arg
i

<210> 28

<211> 6

<212> PRT

<213> Artificial

<220>
<223> peptide

<220>
<221> PEPTIDE
<222> (..(3

<400> 28

Leu Arg Trp GIn Asn Asp
1 5

<210> 29
<211> 5

<212> PRY

<213 artificial

<220>
<223> Peptide

<220>
<221> PEPTIDE
22> (1)..(5)

<400> 29
Leu Arg Trp Gln Asn
1 5

<210> 30

<211> 4

<212> PRT

<213> Artificial

<220>
<223> Peptide

<220>
<221> PEPFTIDE
222> (1)..(4

<400> 30

954



10486.204-w0.5T25
ieu Arg Trp GIn

<210> 31

<21l> 3

<212> PRT

<213> Artificial

<220>
<223> Peptide

<220>

<221> PEPTIDE
<222> (D..(3)
<400> 31

Arg Trp Gin
1

<210> 32

<211> 25

<2i2> PRT

<213> aArtificial
<220>

<223> Peptide

<220

<221> PEPTIDE
«222» (1)..(25)
<400> 32

Ehe Lys Cys Arg Arg Trp Gln Trp Arg %St Lys Lys lLeu Gly Qéa Pro
5

ser I1e Thr cys val Arg Arg Ala Phe
20 25

<210> 33
<211> 11
«212>" PRT

<213> Artificial

<220> ]
<223> Peptide

<220
«<221> PEPTIDE
<222> (1)..(QA0

<220>

<221> misc_feature

<222> (2)..(5 . ) _
<?73» Xaa can be any naturally occurring amino acid

<220>

<221> misc_feature

<222 (7)..(8) .

«223> Xaa can be any naturally eccurring amino acid

10/50



<400>

10486.204-w0.S$T25
33

Lys Xaa Xaa Xaa Xaa GIn Xaa Xaa Met L%s Lys
1 5 1

<210>
<21i>
<212>
<213>

<220>
<223>

<220>
<221
<222>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400

34

11

PRT
artificial

Peptide

PEPTIDE
(D..0aL

misc_feature
(.. (%

Xaa can be any naturally occurring amino acid

misc._feature

(7)..(8

Xaa can be any naturally occurring amino acid

34

LYs Xaa Xaa Xaa Xaa GIn xaa Xaa Met Arg Lys
1 5 10

<210>
<211>
<212>
<213>

<220>
<223>

<220
<221>
<222

<220>
<221>
<222>
<223>

<400>

1

<210>
<211>
212>
<213>

<220>
<223>

35

6

PRT
Artificial

peptide

PEPTIDE
..

misc.feature

2)..(5 . . i
Xaa can be any naturally occurring aming acid

35

Arg Xaa Xaa Xaa Xaa Arg
5

36

G

PRT
artificiai

Peptide

11/50



<220>
<221>
<222>

<220>
<221>
<222>
<223

<400>

10486.204-W0O.S$T25

PEPTIDE
(1)..(6)

misc_feature

(2)..(5) ; . .
Xaa can be any naturally occurring amino acid

36

Lys Xaa Xaa Xaa Xaa Arg
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>

<220>
221>
<222>
<223>

<400>

37

6

PRT
artificial

peptide

PEPTIDE
..o

misc_feature

(2)..(5)

Xaa can be any naturally occurring amino acid

37

Lys Xaa Xaa Xaa Xaa Lys
1 2

<210>
<21l>
<212>
<213>

<220>
<223>

<220>
<221>
222>

<220>
<221>
<222>
<223>

<400>

38

6

PRT
Artificial
Peptide
PEPTIDE
(1)..(6)

misc_feature

(2)..05)

Xaa can be any naturally occurring amino acid

38

Arg Xaa Xaa Xaa Xaa Lys
1 5

<210>
<211>
<212>
<213>

39

>

PRT
artificial

12/34



<220>
<223>

<220>
<221>
<222>

<220>
<221>
<222>
<223

<400>

1

<21i0>
<211l
<212>
213>

<220>
<221>
<222>

<220>
<221>
<222>
<223

<400>

10486.204-W0.5T25

peptide

PEPTIDE
(..(®

misc_feature
(2).-(4) . . _
Xaa can be any naturally occurring amino acid

39

Arg Xaa Xaa Xaa Arg
5

40

5

PRT
synthetic
PEPTIDE
..

misc_feature
(2}.. (&

Xaa can be any naturally occurring amino acid

40

Lys Xaa Xaa Xaa ?rg
1

<210>
<Z211>
<212>
<213>

<220>
<221>
<222>

<220>
<221>
<222
<223~

<400>

41

5

PRT
synthetic
PEPTIDE
(13..(%

misc_feature
(2)..(H : . .
Xaa can be any naturally occurring amino acid

41

Arg Xaa Xaa Xaa Eys
1

<210>
<211>
<212>
<213>

<220>

42

38

PRT
Artificial
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<223>

<220>
<221>
<222>

<400

reptide

PEPTIDE
{(1)..(38)

42

10486.204-wW0, 5125

Lys Asn val Arg Trp Cys Thr Ile Ser GIn Pro Glu Trp Phe Lys Cys
1 5 10 15

Arg Arg Trp Gln Trp Arg Met Lys Lys teu Gly Ala Pro ggr Ile Thr
20 25

Cys val Arg Arg ala phe
35

<210>
<211>
<212>
«213>

<220
<223>

<220>
<221>
<222>

<400>

1

43

32

PRT
Artificial
Peptide
PEPTIGE
(L)..02)
43

Thr Ile ser GIn Pro Glu Trp Phe Lys ggs Arg Arg Trp Gin ;gp Arg
5

Met Lys Lys Eeu Gly Ala Pro Ser ége Thr Cys val Arg ggg Ala Phe
0

<210>
<211>
<212>
<213>

<220~
<223>

<2207
<221>
<222>

<400>

1

44

36

PRT
Artificiai
Peptide
PEPTIDE
(1..(36)
44

val ser GIn Pro §1u Ala Thr Lys Cys Ege GIn Trp Gln Arg Agn Met
1

Arg Lys Vval ggg Gly Pro Pro val Ser Cys Ile Lys Arg ggp ser Pro
25

Ite Gin Cys Ile

14/5¢



<210>
<211>
<212>
<213>

<220
<223>

<220>
<221>
<222>

<220>
<221>
<222>
<223>

<400>

10486.204-W0.5T25
35

45

5

PRT
artificial

Peptide

PEPTIDE
(..

misc_feature
£2)..(4) . . .
Xaa can be any naturally occurring amino acid

45

Lys Xaa Xaa Xaa Lys
1 5

<210>
<211>
<212>
<213>

<220>
<223

<220>
<221>
<222>

<400>

46

11

PRT
artificiatl

Peptide

PEPTIDE
Ry, QA1

46

Gly Arg Arg Arg Arg ser val Gln Trp Cys Ala
1 5 10

<210>
<211
<212>
<213>

<220>
<223>

<220>
<221>
<222>

<400

47

50

PRT
Artificial

Peptide

PEPTIDE
(1y..050)

47

Ala Pro Arg Lys Asn val Arg Trp Cys Thr Ile Ser Gln Pro g;u Trp
1 3 10

Phe Lys Cys Arg Arg Trp Gin Trp Arg Met Lys Lys Leu géy Ala Pro
20 25

15/56



10486.204-W0.5T25

ser I1e Thr cys val Arg Arg Ala Phe Ala Leu Glu ggs Ile Arg Ala
35 40

Ile Ala
50

<210>
<21i>
<212>
<213>

<220>
<223>

<220>
221>
<222>

<400

1

48

18

PRT .
artificial

peptide

PEPTIDE
(1)..(18)

48

Pro Glu Trp Phe Lys Cys Arg Arg Trp ggn Trp Arg Met Lys igs Leu

5

Gly Ala

<Z210>
<211>
<212>
<213>

<220>
<223%>

<220>
221>
<222>

<400

49

15
PRT .
Artificial

Peptide

PEPTIDE
(L)..15

49

Phe Lys Cys Arg Arg Trp GIn Trp Arg Met Lys Lys Leu Gly Ala
1 5 10 15

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>

<400>

50

14

PRT
artificial

Peptide

PEPTIDE
(15..04

50

Lys Cys Arg Arg Trp GIn Trp Arg Wet E%s Lys Leu Gly Ala
1 5

16/30



10486.204~wG.5T25

<210> 51
<211> 13
<212> PRT

<213> aArtificial

<220>
<223> Ppeptide

<220>
<221> PEPTIDE
<222> (1..(13)

<400> 51

%ys Arg Arg Trp Gln Trp Arg Met Lys k%s Leu Gly ala
5

<210> 52

<21i> 12

<212> PRT

<213> artificial

<220
<223> Peptide

<220~
<221> PEPTIDE
<222> (1)..(12)

<400> 52
Arg Arg Trp Gin Trp Arg Met Lys Lys igu Gly Ala
1 5

<210> 53

<211> 15

<212> PRT

<213> Artificial

<220
<223> Peptide

<220>

<223> PEPTIDE
<222> (1..{15)
<400> 353

Lys Lys Cys Arg Arg Trp GIn Trp Arg Met Lys Lys Leu Gly Ala
1 5 10 15

<210> 54
<211> 15
<212> PRT

<213> arrificial

<220> _
<223> Peptide

17/50



10486.204-wW0.5T25
<220>
<221> PEPTIDE
<222> (1)..({15

<4Q0> 54
Phe Lys Cys Phe Arg Trp G1n Trp Arg Met Lys Lys teu Gly Ala
1 5 10 15

<210> 55

<211> 15

<212> PRT

<213> Artificial

<220
<223> pPeptide

<220>

<22%> PEPTIDE
<222> (1)..(15)
<400> 55

Lys Lys Cys phe Arg Trp G1n Trp Arg Met Lys Lys Leu Gly Ala
1 5 10 15

<210> 56

<211> 14

<212> PRT

<213> Artificial

<220>
<223> Peptide

<220>

<221> PEPTIDE
<222>  (1D..(1l4)
<400> 56

Phe Lys Cys Arg Arg Trp Gln Trp Arg ﬁgt Lys Lys Leu Gly
1 5

<210> 57

<211> 19

<212> PRT

<213> Aartificial
<220>

<223> Peptide

<220>

«Z221> PEPTIDE
<222> (1)..(19)
<400> 57

Cys Arg Arg Trp GIn Trp Arg Met Lys Lys Leu Gly Ala Pro Ser Ile
1 5 10 15
Thr Cys val

18/50



<210>
<211>
<212>
<213>

<220
<223>

<220>
<221>
<222>

<400>

58

6

PRT
artificial
Peptide
PEPTIDE
(13..(6)
58

Arg Arg Trp GIn Trp
1 5

<210>
<211>
<212>
<213>

<220>
<221>
<222>

<400>

59
188
PRT

Nocardiopsis

mat_peptide
(L. . (188)

59

Ala Asp Ile Ile Gly
1 5

val

Ala

ATg

val

65

Asn

Gly

Thr

Thr

Gly

Gly

Gly

56

Arg

Thr

s5er

Ile

Asn
130

Phe

His

35

val

Gly

Gly

Ser

Gln

115

Met

Ala

20

Cys

pPhe

Thr

Gly

val

100

Ala

Thr

Ala

Gly

Glu

ser

TYr

85

Cys

Arg

Arg

Arg

Gly

Thr

Arg

Gln

Asn

70

Ala

Arg

Gly

Thr

Leu

Asn

val

ser

55

Phe

Ala

Ser

Glin

Thr
135

Ala

Ala

Gly

40

va'l

Thr

val

Gly

ser

120

val

10486.204-wW0,5T25

Tyr

Ala

25

Thr

Phe

Leu

Ala

ser

165

val

Cys

Thr

10

Gly

Gin

Pro

Thr

Gly

90

Thr

ser

Ala

19/50

Met

Glin

val

Gly

Asn

75

His

Thr

Tyr

Glu

Gly

PTo

Thr

ASN

60

Leu

Ash

Gly

Pro

Pro
140

Gly

Gly

Ile

45

AsD

val

Glin

Trp

Glu

Gly

Arg

rhe

30

Gly

Ala

Ser

Ala

His

110

Gly

ASp

Cys

val

Asn

Ala

Arg

Pro

95

Cys

Thr

ser

Ser

Thr

Gly

Phe

Tyr

80

Ile

Gly

val

Gly



10486.204-W0,5725

Gly Ser Tyr Ile ser Gly Thr G1n Ala GIn Gly val Thr ser Gly Gly
145 150 155 160

ser Gly Asn Cys Arg Thr Gly Gly Thr Thr phe Tyr Gln Glu val Thr
165 170 175
pPro Met val Asn Ser Trp Gly val Arg Leu Arg Thr
80 185

<210> 60

<211> 354

<212> PRT

<213> Nocardiopsis dassonvillei subsp. dassonvillei

<220>
<221> mat_peptide
<222> (167)..(354)

<400> 60

Ala Pro Ala Pro val pro GIn Thr Pro val Ala Asp Asp Ser Ala
-165 -160 -155

Ala Ser Met Thr Glu Ala Leu Lys Arg Asp Leu Asp teu Thr Ser
-150 ~-145 -140

Ala ¢lu Ala Glu Glu Leu Leu sSer Ala GIn Glu Ala Ala Ile Giu
~-135 -130 -125

Thr asp ala 6lu Ala Thr Glu Ala Ala Giy Glu Ala Tyr Gly Gly
-120 -115 -110

sar Leu pPhe Asp Thr G6lu Thr teu Glu Leu Thr val Leu val Thr Asp
-105 -100 -95

ala ser Ala val Glu ala val glu Ala thr Gly ala Gin Ala Thr val
-90 : -80 -75

val ser His Gly Thr Glu Gly Leu Thr Glu val val Glu Asp Leu Asn
«~70 -65 -60

Gly Ala Glu V%E Pro Glu Ser val Leg Gly Trp Tyr Pro Asp val Glu
- -5 -45

Ser Asp TQE val val val 6lu val Leu Glu Gly Ser Asp Ala Asp val
- -35 -30

Ala ala Leu teu Ala Asp Ala Gly val Asp Ser Ser Ser val arg val
-25 -20 -15

Glu GIu Ala 6lu Glu Ala Pro GIn val Tyr Ala Asp Ile Ile Gly Gly
-10 -5 -1 1 5

20/54



Leu Ala Tyr

Asn Ser ala
25

val Gly Thr
40

Ser val phe
55

Phe Thr Leu

ser val Thr

ser Gly ser
105

aln Thr val
120

Asn val Cys
135

ser Gln Ala

Gty 61y Thr

Gly val Arg
185

<210> 61
<211> 355
<21d> PRT
<213>

<220>
<221>
<222> (168

<400> 61

ala Thr Gly Pro Lteu Pro Gln

-165

Ala Thr Thr

mat__ge

Tyr

10

Gly

Gly

Pro

Thr

Gly

30

Thr

Arg

Ala

Gln

Thr

170

Tle

Met val Glu Ala

-150

Met

Gln

val

Gly

ASD

75

Thr

Thr

Tyr

Glu

Arg

Nocardiopsis

ptide
.(355)

Gly

Pro

Thr

Asn

60

Leu

Ser

Gly

Pro

Pro

140

val

Tyr

Thr

Gly

Gly

Ile

45

Asp

val

Gln

Trp

Glin

125

Gly

Thr

GlIn

alba

Arg

Phe

30

Gly

Ala

ser

Ala

His

110

Gly

ASp

ser

Glu

Ser

10486.204-W0.5T25

Cys ser val Gly Phe
15

val

Asn

Ala

Arg

Pro

95

Cys

Thr

Ser

Gly

val
175

~160

Leu

Z145

Thr

Gly

Phe

Tyr

Ala

Gly

val

Gly

Gly

Thr

21/50

Ala

Thr

val

63

Asn

Gly

Thr

TYF

Gly

Ser

Pro

Gly

Gly

50

Arg

Ser

Ser

Ile

Ser

130

ser

Gly

Met

Proc Thr Pro Asp

Gln Arg Asp Leu

His

35

Thr

Gly

Gly

Ala

Glin

115

Leu

Phe

Asn

Ile

Ala

20

Cys

Phe

Thr

Gly

val

1006

Ala

Thr

Ile

Cys

Asn
180

Glu

~155

-140

Ala

Gly

Gln

Ser

Tyr

85

Cys

Arg

Arg

Ser

Sear

165

ser

Thr

Thr

Asn

Asn

70

Gln

Arg

Asn

The

Trp

Ala Glu

Gly Leu Ser



10486.204-W0.5T25

pro Ser GIn Ala Asp Glu Leu Leu Glu Ala GIn Ala clu ser Phe
-135 -130 -125

Glu Tle Asp Glu Ala ala Thr Ala_ Ala Ala Ala Asp Ser Tyr Gly
-120 -115 ~110

cly ser Ile Phe Asp Thr Asp ser Leu Thr Leu Thr val Leu val Thr
-105 -100 -

Asp Ala ser ala val Glu Ala val Glu Ala Ala Gly Aala Glu Ala Lys
~90 -85 -80

val val ser His Gly Met Glu Gly Leu Glu Glu Ile val Ala Asp Leu
-75 -70 -65 -60

Asnt Ala ala Aasp Agg Gln Pro Gly val Vgg Gly Trp Tyr Pro Asg Tle
- - -4

His ser Asp Thr val val Leu Glu val Leu Glu Gly Ser Gly Ala Asp
-40 ~35 -30

val Asp Sgg Lteu Leu Ala Asp A%g Gly val Asp Thr A1% Asp val Lys
- - -1

val Glu ser Thr Thr Glu Gin Pro Glu Leu Tyr Ala Asp Ile Ile Gly
-10 -5 -1 1 3

Gly teu Ala Tyr Thr Met Gly Gly Arg Cys Ser val Gly Phe Ala aAla
10 15 20

Thr Asn Ala ggr Gly GIn Pro Gly Pge val Thr Ala Gly gés Cys Gly
3

Thr val Gly Thr pro val ser Ile Gly Asn Gly GIn Gly val phe Glu
40 43 50

Arg Ser val phe Pro Gly Asn Asp Ser Ala Phe val Arg Gly Thr Ser
55 60 65

Asn Phe Thr Leu Thr Asn Leu val Ser Arg Tyr Asn Thr Gly Gly Tyr
70 75 80 85

Ala Thr val ser Gly ser Ser GIn Ala Ala Ile Gly Ser GIn Ile Cys
90 95 100

Arg Ser Gly Ser Thr Thr Gly Trp His Cys Gly Thr val GIn Ala Arg
105 110 115

gly Gin Thr val ser Tyr Pro Glin Gly Thr val Gin Asn Leu Thr Arg
120 125 130
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Thr Asn val Cys Ala Glu Pro Gly Asp Ser Gly Gly Ser Phe Ile Ser
135 140 145

Gly Ser GIn Ala GIn Gly val Thr ser Gly Gly Ser Gly Asn Cys Ser
150 155 160 165

phe Gly Gly Thr Thr Tyr Tyr Gln Glu val Asn Pro Met Leu Ser Ser
170 175 180

Trp Gly Leu Thr Leu Arg Thr

185
<210> 62
<211> 353
<212> PRT

<213> Nocardiopsis prasina

<220>

<221> mat_peptide
222> (1665..(353)
<400> 62

ala Thr Gly Pro Leu Pro Glin Ser Pro Thr Pro  Glu Ala Asp ala
-165 -160 -155

val Ser Met GlIn 6Ju Ala Leu GIn Arg Asp Leu Gly Leu Thr Pro
-150 -145 =-140

teu Glu Ala Asp Glu Leu Leu Ala ATa Gln Asp Thr Ala Phe Glu
-135 -130 ~125

val Asp Glu Ala Ala ala Ala Ala Ala Gly Asp Ala Tyr Gly Gly
-120 -115 -110

ser val Phe Asp Thr Glu Thr Leu Glu Leu Thr val Leu val Thr Asp
-105 -100 ~95 -90

Ala Ala ser val Glu Ala val Glu Ala Thr Gly Ala Gly Thr Glu Leu
-85 -80 -75

val Ser Tyr G1% Ile Gtu Gly Leu Agg Glu Ile Ile Gln Asp Leu Asnh
-7 - -60

ala ala Asp Ala val Pro Gly Vg1 val Gly Trp Tyr Pro Asp val Ala
-55 -50 -45

Gly Aasp Thr val val Leu Glu val Leu Glu Gly Ser Gly Ala Asp val
-40 -35 ~30

ser Gly Leu Leu Ala Asp Ala Gly val asp Ala ser Ala val Glu val
=25 -20 -15 ~10

23/50



Thr

Ala

Ala

Gly

40

Ile

Thr

val

Gly

sSer

120

val

G1n

Gly

val

Ser

Tyr

Ala

25

Thr

Phe

Leu

Ala

ser

105

val

Ccys

Ala

Thr

Arg
185

<210>
<211>

<212
<213

>
>

<220>
<221>

<222
<400

>

>

Ser

Thr

10

Gly

GIn

Pro

Thr

Gly

90

Thr

Ser

Ala

Gin

Thr

170

Leu

63
353
PRT

Ala

Met

Gln

val

Gly

Asn

75

His

Thr

TYr

Glu

Gly

Fhe

Arg

Glin
-5

Gly
Pro
ser
Ash
60

Leu
ASN
Gly
Pro
Pro
140
val

Tyr

Thr

Nocardiopsis

mat_
(166

63

5

ptide
.(353)

Pro

Gly

Gly

Ile

45

ASp

vall

GlIn

Trp

Giu

125

Gly

Thr

Gln

Glu

Arg

Phe

30

Gly

Ala

ser

Ala

His

110

Gly

ASp

Sar

Glu

prasina

Leu

Cys

val

Asn

Ala

Arg

Pro

95

Cys

Thr

ser

Gly

val
175

10486.204-wW0.5725

-1

Ser

Thr

Gly

Phe

Tyr

80

Ile

Gly

val

Gly

Gly

Thr

val

Ala

Gln

val

65

Asn

Gly

Thr

Thr

Gly

ser

Pro

Gly

Gly

Gly

50

Arg

Thr

Ser

Ile

Asn

130

ser

Gly

Met

Phe

His

35

val

Gly

Gly

ser

Gln

115

Met

Tyr

ASn

val

Tyr éia Asp Ile Ile

Ala

20

Cys

Phe

Thr

Gly

val

100

Ala

Thr

Ile

Cys

Ash
180

Gly
5

Ala
Gly
Glu
Ser
Tyr
Cys
Arg
Arg
Ser
Arg

165

Ser

Gly

Thr

Arg

Gln

AsSn

70

Ala

Arg

Gly

Thr

Gly

Thr

Trp

Leu

ASn

val

ser

55

Phe

Thr

ser

Gln

Thr

135

ASn

Gly

Gly

Ala Thr Gly Pro Leu Pro Gln Ser Pro Thr Pro Glu ala Asp Ala
-160

~-165

24/50
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val

-150

Leu

-135

val

10486.204-w0,ST25

ser Met GIn Glu Ala Leu Gln Arg Asp Leu0 Gly Leu Thr pPro
~14

=145

Glu Ala Asp Glu Leu Leu Ala Ala Gln Asp5 Thr Ala Phe Glu
-12

-130

Asp Glu Ala Ala Ala Glu Ala Ala Gly Asp Ala Tyr Gly Gly

-120

Ser

-115 -119

val phe asp Thr 6¢lu Thr teu Glu Leu Thr val Leu val Thr Asp

-105

ser Ala ala

val

Ala

Gly

Gly

Thr

Ala

Ala

Gly

40

Iie

Thr

val

Gly

ser

Ala

Asp

-40

Gly

Thr

Tyr

Ala

25

Thr

pPhe

Leu

ala

ser
105

Tyr

Asp

Thr

Leu

Thr

Thr

10

Gly

GIn

Pro

Thr

Gly

90

Thr

val

Gly

Ala

val

Ley

Glu

Met

Gln

val

Gly

ASN

75

His

Thr

Glu

-85

Ile

val

val

ala

Gin

-5

Gly

Pro

Thr

ASH

60

Ley

Asn

Gly

-100 -95 -90

ala val Glu Ala Thr Gly Ala ¢ly Thr Glu Leu
-80 -75

Thr Gly Leu Asp Glu Ile val Glu Glu Leu Asn
-65 -60

Pro Gly val val Gly Trp Tyr Pzg Asp val Ala
50 -

Leu G%g val Leu Glu Gly s§8 Gly Ala Asp val

Aasp Ala Gly val Asp ala ser ala val Glu val
-20 =15 ~10

Pro Glu Leu T{r §1a Asp Ile Ile Gly Gly Leu
- 5

Gly Arg gys ser val Gly Phe géa Ala Thr Asn
5

Gly gge val Thr ala Gly His Cys Gly Arg val
35

Ile Gly Asn Gly Arg Gly val Phe Glu GlIn Ser
45 50 55

Asp Ala Ala phe val arg Gly Thr Ser Asn Phe
65 70

val ser Arg Tyr Asn Thr Gly Gly Tyr Ala Thr
80 85

Gln Ala pro Xle Gly Ser Ser val Cys Arg Ser
95 100

Trp His cys Gly Thr Ite 6In Ala Arg Gly Gln
110 115

25/50



ser

120

val

Gln

Gly

val

val

Cys

Ala

Thr

Arg
185

<210>
<21l>
<212>
<213

<220>
<221>
<222>

<400>

ser

Ala

Gln

Thr

170

Leu

64
439
PRT

Tyr

Glu

Gly

Phe

ATgQ

Pro

Pro

140

val

TYTr

Thr

Glu
125
Gly

Thr

GIn

rPeniophora Tycii

mat_peptide
(31)..(439)

64

Met val Ser

-30

ser

Ile

Pro

val

35

Arg

rhe

Gly

Gly

Leu

Pro

val

20

ASD

ser

Thr

val

Thr
100

Ala

Ala

5

Glu

Leu

Arg

ASp

Ala

B5

Asp

ser

Leu

Gin

Pro

Ile

GIn

Pro

70

Asp

Met

Ala

ser

-10

ASn

Tyr

Gin

va'l

55

Lys

Leu

TYyr

Phe

-23

Thr

Thr

Ala

Arg

40

Ala

TYr

Leu

Thr

Gly

Asp

Ser

Glu

Ala

Gin

Ser

Ala

25

His

Ala

Glu

Pro

105

10486.204-w0,ST25

Thr val Thr Asn Met Thr

ser

Gly

va'l
175

Pro

Phe

Asn

10

Pro

Gly

val

Phe

Phe

90

Tyr

Gly
Gly

160

Thr

ser

Ser

Trp

Pro

Ala

Ala

Leu

75

Gly

ser

130

Gly Ser Tyr

145

ser

Pro

Iie

Phe

-5

Gly

Glu

Arg

Lys

AsSn

Ala

Thr

26/30

Gly

Met

Leu

-20

val

Pro

Gly

Trp

45

Ile

Asp

Asn

Leu

Asn

val

Leuy

Ala

Tyr

Cys

30

Pro

GIn

Phe

Gln

rhe
110

Ile

cys

Asn
180

Ser

Ala

Asp

15

Thr

Thr

Met

val

Ser

95

Glu

ATg
Ser
Arg
165

Ser

Leu

Gin

-1

Pro

val

ser

Ala

Tyr

His

Gly

Thr

Gly

Thr

Trp

Met

Leu

rhe

Thr

Gly

Arg

65

Lys

Gin

Gly

Thr
135
Asn

Gly

Gly

sSer

~-15

Pro

phe

Glin

Ala

50

Pro

Phe

Thr

ASp



val

115

Thr

Pro

Asn

Ley

Pro

195

Cys

Leu

Asp

Gly

val

275

Thr

Thr

Leu

Leu

Gly

Glu

Pro

Asn

Thr

Asn

Gly

Ser

Pro

Phe

LYS

val

260

Arg

Phe

Met

ASD

val

340

Lys

Phe

Phe

Trp

Leu

Met

165

val

Ala

Phe

Thr

Tyr

245

Gly

Asp

Pro

val

Pro

325

Pro

Glu

Cys

val

Thr

Gln

150

Cys

Phe

Asn

ASp

Ala

230

Tyr

Tyr

Glu

teu

Pro

310

Leu

Phe

Ala

Gly

Arg

Ala

135

val

Pro

Ala

Leu

Thr

215

Glu

Gly

val

Thr

Asn

295

Ile

LYyS

ser

val

Ala

120

Gly

val

Asn

Pro

ser

200

Leu

Glu

Thr

ASN

Gin

280

Arg

Phe

Pro

Gly

Arg

val

Ala

Phe

Leu

Glu

Asn

185

Asp

Ser

Tyr

Gly

Glu

265

Thr

Thr

Ala

ASp

His

345

val

ASp

10486.204-W0.ST25

Gly Asp Gln Arg val val
Y 125

Gly

Gln

val

170

Ile

ser

Ser

val

Pro

250

teu

Ash

Phe

Ala

Glu

330

Met

Leu

Gly

ASp

Glu

155

Asp

Thr

ASp

Gly

ser

235

Gly

Leu

Arg

Tyr

Leu

315

Asn

Thr

val

val

Ala

140

Glu

Gly

Ala

Ala

Asn

220

Tyr

Asn

Ala

Thr

Ala

300

Gly

Arg

val

Asn

Cys

27/50

ser

Gly

ASp

Arg

Leu

205

Ala

Glu

ala

Arg

Leu

285

Asp

Leu

lLeu

Glu

Asp

365

Glu

Gly

Asn

Glu

Leu

190

Thr

ser

Tyr

Leu

Leu

270

ASD

Phe

Phe

Trp

l.eu

Glu

Cys

sar

175

Asn

l.eu

Pro

Tyr

Gly

Thr

Ser

ser

Asn

val

335

teu

val

Ser

ASp

Thr

Thr

160

Thr

Ala

Met

Phe

TYr

240

Pro

Gly

ASD

His

Ala

320

Asp

Ala

Gln

Ala

Ser

val

145

Leu

Thr

Ala

AsSp

cys

225

Asp

vail

Gln

Pro

ASp

305

Thr

Ser

Cys

Pro

Phe
385

ser

130

Leu

Cys

Trp

Ala

Met

210

AsSp

Leu

Gin

Ala

Ala

290

Asn

Ala

Lys

ser

Leu

370

val



10486.204-w0.5725

Glu Ser G1n Thr Tyr Ala Arg Glu Asn Gly GIn Gly Asp Phe Ala Lys
390 395 400

Cys Gly Phe val Pro ser Glu
405

<210> 65

<211> 39

<212> PRT

<213» artificial

<220>
<223> Peptide

<220>
<2Z21> PEPTIDE
<222 ()..(3%®

<400> 65

Arg Arg Arg Pro Arg Pro Pro Tyr Leu Pro Arg Pro Arg Pro Pro Pro
1 5 10
Phe Phe Pro Pro Arg Leu Pro Pro Arg Ile Pro Pro Gly Phe Pro Pro
20 25 30
Arg Phe Pro Pro Arg Phe Pro
35

<210> 66

<211> 44

<212> DNA

<213> Artificial

<220>
<223> Primer

<220>
<221> misc_feature
<223> Primer

<400> 66
catagcacca tggaaaggag acgtccccga ccocccatatt tgec

<210> 67

<211> 47

<212> DNA

<213> artificial

<220>
<223> Primer

<220>
<221> misc_feature
<223> Primer

<400> 67

28/50

44
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catagcacca tggatgaaag gagacgtccc cgacccccat attigec

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<400>

68

50

DNA
Artificial

Primer

misc_feature
Primer

68

catagcacca tggacgatga aaggagacgt ccccgaccoc catatttgec

<210>
<211>
212>
<213>

<220>
<223>

<220>
<221>
<223>

<400>

69

53

DNA
Artificial

Primer

misc_feature
primer

69

catagcacca tggatgacga tgaaaggaga cgtccccgac ccccatattt goe

<210>
<211>
<212>
<213>

<220>
223>

<220>
<221>
<Z223>

<400>

70

56

BNA
Artificial

Primer

misc.feature
Primer

70

catagcacca tggacgatga cgatgaaagy agacgtcccc gacccccata tttgec

<210>
<21i>
<212>
<213>

<220
<223>

<220>
<221>
<223>

<400>

71

23

DNA
Artificial

Primer

misc.feature
Primer

71

29/50

47

50

53

56
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ccataagatt agcggatcct acc 23

<210> 72

<211> 21

<212> DNA

<213> Artificial

<220>
<223> Primer

<220>
«221> misc_Teature
<223> primer

<400> 72

ctctcatcocg ccaaaacage ¢ 2L
<210> 73

<211> 18

<212> PRT

<213> Artificial

<220>

<223> Peptide

<220
<221> PEPTIDE
<222> (1)..(18)

<400> 73
Lys Asn Leu Arg Arg Ile Ile Arg Lys Gly Ile His Ile Ile Lys Lys
1 5 10 15

Tyr Gly

<210> 74

<211> 51

<212> DNA

<213> aArtificial

<220>
<223> Primer

<220~ ]
<221> misc_Ffeature
<223> Primer

<400> 74
aggggratcg atggctaaga gagaagccga aaggagacgt CCCcgacccc ¢ 51

<210> 75

<211> 54

<212> DNA

<213> Artificial

<220>
<223> Primer

36/50



<220>
<221>
<223>

<400>

10486.204-W0.5T25

misc_feature
Primer

75

aggggtatcy atggctaaga gagaagecga tgaaaggaga cgtccecgac coec

<210>
<211>
<212>
<213>

<220
<223>

<220>
<221>
<223>

<400>

/6

57

DNA
Artificial

Primer

misc_feature
Primer

76

aggggtatcg atggctaaga gagaagecga cgatgaaagg agacgtoccc gaccoccc

<210
<21l>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<400>

77

60

DNA
Artificial

Primer

misc_feature
Primer

77

aggggtatcg atggctaaga gagaagecga tgacgatgaa aggagacgtc €cogaccccec

<210>
<211>
<212>
<213>

<220>
<223>

<220

<221>

<223>
<400>

78

63

DNA
artificial

Primer

misc_feature
Primer

78

aggggtatcg atggctaaga gagaagccga cgatgacgat gaaaggagac gtccccgace

cce

<210
<211>
<212>
<213>

<220>

79

4

PRT
Artificiai

31/50

54

57

60

60
63
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<223> peptide

<220>
<221> MISC_FEATURE
<223> Linker

<400> 79

pro Glu Pro Thr
1

<210> 80

<211> 4

<21Z2> PRT

<213> artificial

<220>
<223> peptide

<220>
«221> MISC_FEATURE
<223> Linker

<400> 80

Glu Pro Thr Pro
1

<210> 81

<Z11> 4

<212> PRT

<213> Artificial

<220>
<223> Peptide

<220>
<221> MISC_FEATURE
<223> Ltinker

<400> 81

pro Thr Glu Pro
1

<210> &2

<211> 4

«212> PRT

<213> aArtificial

<220> )
<223> Peptide

<220>

<221> MISC_FEATURE
<223> Linker

<400> 82

Thr pProe Glu Pro
1

32/54
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<210> 83
<21i> 4

<212> PRT

<213> artificial

<220>
<223> Peptide

<220
<221> MISC_FEATURE
<223> linker

<400> 83
Tle Glu Gly Arg
1

<210> 84

<Z2il> 8

<212> PRT

<213> artificial

<220
<223> Peptide

<220>
<221> MISC_FEATURE
<223> Extension

<400> 84

Gin Ser His val ¢In Ser Ala Pro
1 5

<210> 85

<211l> 4

<212> PRT

<213> aArtificial

<220>
<223> Peptide

<220>
<221> MISC_FgATURE
<Z223> Extension

<400> 85

Gln ser Ala Pro
1

<210> 86

<211> 6

<212> PRT

<213> Artificial

<220>
<223> Peptide

33/50



<220>
<221>
<223>

<220>
<221>
«222>
<223>

<220
<221>
<222>
<223>

<400>

10486.204-W0.ST25

MISC_FEATURE
Cleavage linker

misc_feature
(1.7 o
Xaa can be any naturally occurring amino acid

misc_feature
(6..(6) ) . .
Xaa can be any naturally occurring amino acid

86

Xaa Asp Asp Asp Lys Xaa
1 5

<210>
<211>
<«212>
<213>

<220>
<223>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400

87

4

PRT
artificial

Peptide

MISC.FEATURE
Cleavage Tinker

misc_feature
.. D

Xaa can be any naturally occurring amino acid

misc_feature

(4).. (9

Xaa can be any naturally occurring amino acid

87

Xaa Lys Arg Xaa
1

<210>
<211>
<212
<213>

<220
<223>

<220>
<221>
<223>

<220
<221>
<222>
<223>

<220

88

G

PRT
artificial

Peptide

MISC_FEATURE
Cleavage linker

misc_feature
(.. D , _ _
Xaa can be any naturally occurring amine acid

34/50



<221
<222>
<223>

<400>

10486.204-W0.ST25
misc_feature
(6)..(6) . . ,
Xaa can be any naturally occurring amino acid

88

iaa ITe GTu Gly Arg Xaa
5

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

89

6

FRT
Artificial

peptide

MISC_FEATURE
Cleavage tinker

misc_Feature
(2..02)

xaa can be any naturally occurring amino acid

misc_feature
(53..(6) ' . . :
Xaa can be any naturally occurring amino acid

89

Pro Xaa Gly Pro Xaa Xaa
1 5

<210>
<211>
<212>
<213

<220>
«223>

<220
<221
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

90

8

PRT
Artificial

Peptide

MISC_FEATURE
Cleavage Tinker

misc_FTeature
(1).7¢D _ L
Xaa can be any naturally oceurring amino acid

misc_feature
(8)..(8

Xaa can be any naturally occurring amino acid

90

Xaa Gly val Arg Gly Pro Arg Xaa
1 5
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<210> 91
<Z1l> 4
<212> PRT
<213> Artificial

<220~
<223> Peptide

<220>
<221> MISC_FEATURE
<223> ¢leavage linker

<220>

<221> misc_feature

<222> (4)..(4) .
<223> Xaa can be any naturally occurring amino acid

<400> 91

Ser Asn Gly Xaa
1

<210> 92

<21i> 5

<Z212> PRT

<213> Artificial

<220>
<223> Peptide

<220>

<221> MISC_FEATURE
<223> Protection peptide
<400> 92

Asp Aasp Glu Glu Glu
1 5

<210> 93
<211> 5
<Z2iZ2> PRT

<213> Artificial

<220>
<223> Peptide

<220>

«221> MISC_FEATURE .
<22?3> Protection Peptide
<400> 93

Asp Asp Asp Glu Glu
1 5

<210> 94
<211> 5

<212> PBRT

<213> artificial

<220>
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<223> Peptide

<220>

<221> MISC_FEATURE

«223> Protection peptide
<400> 94

ASp Asp ASp Asp Glu
1 5

<210= 95
<21l> 5
<212> PRT

<213> artificial
<220>
<223> Peptide

<220>

<221> MISC_FEATURE

<223> Protection peptide
<400> 85

Glu Glu Asp Asp Glu
1 5

<210> 96
<2il> 5
<212> PRT

<213> Artificial
<220>
<223> Peptide

<220>

<221> MISC_FEATURE

<223> Protection peptide
<400> 96

Asp Asp Glu Glu Asp
1 5

<210> 97
<211> 5
<212> PRT

<213> Artificial
<220> )
<223> Peptide

<220

<221> MISC_FEATURE .
<223> Protection peptide
<400> 97

Glu Asp Gle Asp Gliu
1 5
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<210> 98

<211l> 6

<212> PRT

<213> artificial

<220>
<223> Ppeptide

<220>
<221> MISC_FEATURE
<223> protection peptide

<400> 98

Asp Asp Asp Glu giu Ghu
1

<210> 99

<21il> 6

<212> PRT

<213> artificial

<220>
<223> Peptide

<220>

<221> MISC_FEATURE .
<223> Protection peptide
<400> 99

Asp Glu Asp Glu Asp Glu
1 5

<21G> 100
<211> 6
<212> PRT

<213> artificial

<220> )
<223> Peptide

<220>
<221> MISC_FEATURE
<223> Protection peptide

<400> 100

Glu Glu Asp Asp Glu Glu
1 5

<210> 101

<211> 6

<212> PRT

<213> artificial

<220>
<223> peptide
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<220>
<221>
<223>

<400>

10486.204-wW0.$T25

MISC_FEATURE .
Protection peptide

101

AsSp Asp Asp Asp ésp Pro
1

<210>
<211l>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<400>

102

7

PRT
Artificial

Peptide

MISC_FEATURE .
Protection peptide

102

Glu Glu ¢1u 6lu Glu Asp Pro
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<220
<221>
<223

<400>

103

4

PRT
Artificial

Peptide

MISC_FEATURE
Protection peptide

103

Asp Asp Asp Glu
1

<210
<21l>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<400>

104

8

PRT
Artificial

peptide

MISC_FEATURE .
Protection peptide

104

Asp Glu Asp Glu Asp Glu Asp Pro
i 5

<210>

105
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<21l> 14
<212> PBRT
<213> artificial

<220>
<223> peptide

<220>
<221> MISC _FEATURE .
<223> Protection peptide

<400> 105
gsp Asp Asp Gly Gly Glu GTu Glu Gly ggy ASp ASp Asp Pro
5

<210> 106

<211i> 14

<212> PRT

<213»> Artificial

<220> .
<223> Peptide !

<220>
<221> MISC_FEATURE
<223> Protection peptide

<400> 106

Asp Asp Asp Gly Gly Asp Asp ASp Pro Pro Asp Asp Asp Glu
1 5 10

<210> 107

<211> 31

<212> DNA

<213> Artificial

<220>
<223> Primer

<400> 107
tatagagctc cattgaaagg ggaggagaat ¢ 31

<210> 108

<211> 33

<212> DNA

<213> Artifieial

<220> .
<223> Primer

<400> 108
tatactgcag aatgaggcag caagaagatg agc 33

<210> 109

<211> 33

<212> DNA

<213> Artificial

<220>
<223> Primer

40/50



10486.204-W0.ST25

<400> 109
tatactgcag ccgcggeage ttctgectta aac

<210> 110

<211l> 32

<212> DNA

<213> Artificial

<220>
<223> Primer

<400> 110
tatagctage tggattgatt ttgccgacte cg

<210> 111
<211> 1227
<212> DNA
<213> Artificial

<220>
<223> DNA fragment (PP1223-9 sacl MTul)

<220>

<221> (DS

<222> (28)..(1218>
<220>

<221> misc_feature
«222>  (115)..(1056)
<223> Pectate lyase

<220 .
<221> mat_peptide
<222> (lng..()
<220>

<221> misc_feature
<222> (1066)..(1218)
<223> AFP

<400> 111
gagcetecatt gaaaggggag gagaatc atg aaa caa cada aaa cgg cott tac gec
Met Lys Gin GIn Lgs Arg Leu Tyr Ala
-25

cga ttg ctg acg ctg tta ttt gcg ctc atc ttc ttg ctg cct cat tct
Arg Leu teu Thr Leu Leu Phe Ala Leu Ile Phe Leu Leu Pro His Sgr
-20 -15 -10 -

gca gcc geg gea got tot goc tta aac tog g?c aaa gta aat c¢cg <t
Ala ala Ala Ala Ala Ser Ala Leu Asn Ser Gly Lys val Asn Pro Leu
-1 1 5 10

Ala Asp Phe Ser Leu Lys rhe Ala Ala Leu Asn Thr Thr

gco gac tic age tta aaa gqc ttt gee gea cta aac g?c g?a aca acg
Gly Gly Gly
15 20 25

ggc gga gaa gge ggt cag acg gta acc gta aca acg gga gat cag ctg

G?y G?y Glu G?y G?y GIn Thr val Thr val Thr Thr G?y Asp GIn Leu
30 35 40

art gcg gca tta aaa aat aag aat gca aat acg cct tta aaa att tat

I7e Ala Ala Leu Lys Asn Lys Asn Ala Asn Thr Pro Leu Lys Ile g%r

45 50 55
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33

32

54

102

150

198

246

294



gtc
val

gtc
val

gaa
Glu

atc
Ile

atc
Ile
125

ctt
Ley

gac
ASp

cac
H1s

tac
Tyr

tcg
Ser
205

tat
Tyr

cge
Arg

gtc
val

aaa
Lys

tat
Tyr
285

tca
Ser

gaa
Glu

aac
Asn

aaa
Lys

ctc
Leu

cgc
AFg
110

Sty

tac
Tyr

gtc
val

gat
ASD

aac
Asn
180

cgt
Arg

tte
phe

atc
Ile

tct
ser

ttt
Phe
270

aat
AsSn

atc
Ile

gce
Ala

&y

gac
Asp

aaa
Lys
g5

dac
Asn

att
Ile

cac
H1s

aaa
Lys

&y
175

agg
Arg

gt
va

aat
ASN

aga
Arg

tgg
Trp
255

gta
val

ccg
Pro

gtc
val

acc
Thr

acc
Thr

gt
Va
80

3ty

ttg
Ley

agce
ser

aga
Arg
160

tayg
Trp

acg
Thr

ccg
Pro

aaa
Lys

art
Ile
240

tac
Tyr

aac
AsSn

cca
Pro

aag
LYyS

tac
Tyr
320

att
Ile
65

tca
Ser

atc
Ile

dda
Lys

&ty

ctg
Leu
145

gat
ASp

aaa
Lys

att
Ile

tca
Ser

atc
Ile
225

gag
Giu

age
Ser

tct
Ser

tac
Tyr

cag
Gin
305

CCC
Pro

aca
Thr

adac
Asn

ey

att
Ile

cct
Pro
130

aac
Asn

gcg
Ala

tca
ser

aca
Thr

ttc
Phe
210

ate
Ile

aac
AST

agt
Ser

agqg
Arg

age
ser
290

aat
Asn

aca
Thr

gta
val

atc
Ile

cac
His
115

tct
ser

gtt
val

gaa
Glu

atg
Met

ttc
Phe
185

cgt
Arg

gac
ASD

aac
Asn

tca
ser

ggc
ely
275
tac

TYr

gee
Ala

aag
LYS

tca
Ser

tcy
ser

aaa
LYS
100

gag
Glu

aaa
Lys

gac
ASp

tat
Tyr

ctg
Lel
180

cat
Hi1s

ttc
Phe

agce
ser

ctc
lLeu

ccy
Pro
260

agt
ser

tca
Ser

oty

tgc
Cys

10486.204-W0.ST25

adat
Asn

att
e
85

ata
Tle

gtc
val

aac
Asn

aaa
Lys

att
Ile
165
atg
Mat

cat
H1s

&ty

&y

ttt
Phe
245

STy

atg
Met

ctc
Leu

gtc
vai

tac

Tyr
325

aca tcc
Thr ser
70

tc gga
8a? G?y

tgg cgg
Trp Arg

gee tea
Ala ser

att tgg
ITe Trp
135

gat tac
Asp Tyr
150

aca ttc
Thr Phe

g?t tca
Gly ser

aac tgg
Asn Trp

gaa ggc
Glu G?y

215
att aat
1le Asn
230

gaa aac
Glu Asn

tat tgg
Tyr Trp

ccg act
Pro Thr

gac aat
Aspr ASn
295

g?c aaa
Gly Lys
31C

aag aag
LYsS Lys

42/50

gca
Ala

tca
ser

gcc
Ala

oty
120

Tt
331

tat
Tyr

Tct
ser

tcg
Ser

ttt
Phe
200

cat
His

tcg
Ser

gce
Ala

cat
His

acc
Thr
280

gte
val

atce
Ile

gac
Asp

rca
Ser

&Ny

aac
Asn
105

gat
Asp

gat
ASp

gac
ASp

tag
Trp

gac
Asp
185

gag
Glu

att
Ile

agg
Arg

add
Lys

gta
val
265

tct
Ser

gac
Asp

aat
Asn

aac
Asn

aag
Lys

acc
Thr
90

aac
Asn

ada
Lys

cat
H1s

Ty

aac
Asn
170

age
ser

aat
Asn

tac
Tyr

atg
Met

gat
Asp
250

tcc
Ser

act
The

aat
Asn

cca
Pro

atc
Ile
330

att
Ile
75

dda
Lys

atc
Ile

gac
Asp

aat
ASn

tta
Leu
155

tat
Tyr

gat
Asp

ctg
Leu

aac
Asn

&ty
235

ccg
Pro

aac
Asn

aca
Thr

gta
val

gct
Ala
315

tgc
Cys

gac
Asp

&ty

atc
ITe

gcy
Ala

gag
Glu
140

Tttt
Phe

gt
va

aat
Asn

aat
ASn

aac
Asn
220

gcg
Ala

att
Ile

aac
Asn

acc
Thr

dad
Lys
300

agc
Ser

aag
Lys

342

390

438

486

334

582

630

678

726

774

822

B7G

918

966

1014

1062

1110



tAC aag geeo
Tyr Lys ala
335

cge tgc ccc
Arg Cys Pro
350

aag tgc cac

cag tce g?c aag
GIn Ser Gly Lys

€gc gac gge gcc
Arg Asp Gly Ala
355

tgc tagacgegt
cys

<223> Ssynthetic Construct

Lys Cys His

365

<210> 1312

<211> 397

<212> PRT

<213> artificial
<220

<400> 112

Met Lys GIn

Ala Leu Ile

Leu Asn Ser

rhe Ala Ala
20

val Thr val

Asn Ala Asn

Ser Asn Thr
70

ser Ile val
85

Lys Ite Trp
100

Glu val Ala

Lys Asn Ile

GIn LYS Arg Leu
-25

Phe Leu Leu Pro
-10

Gly Lys val Asn
10

Leu Asn Gly Gly
25

Thr Thr Gly Asp
40

Thr Pro Leu Lys
55

ser Ala Ser Lys

Gly Ser Gly Thr
90

Arg Ala Asn Asn
105

Ser Gly Asp Lys

Trp val Asp His

acc
Thr
340

aag
LyS

Tyr

His

Pro

Thr

Gln

Ile

Ile

75

Lys

Ile

Asp

Asn

10486.204-W0.ST25

oty

tgc
Cys

Ala
ser
-5

Ley
Thr
Leu
Tyr
60

Asp
Gly
Ile

Ala

Glu
140

atc tgc
Ile Cys

gac Ctc
Asp Leu

Arg Leu
Ala Ala
Ala Asp
G6ly Gly

30

Ile Ala
45

val Asn
val Lys
Glu Leu

He A

Ile Gly
125

Leu Tyr

43/50

aag
Lys

gac
Asp
360

Leu

Ala

Phe

15

Glu

Ala

Gly

ASp

Lys

95

Asn

Ile

His

tge
Cys
345
tcc
Ser

Thr
Ala
-1

ser
Gly
Leu
Thr
val
80

Gly
Leu

Glu

Ser

tac
TY"PR

tac
Tyr

Ley

Ala

Leu

Gly

Lys

Ile

65

ser

Ile

LYS

Gly

Leu
145

gtc
val

aag
Lys

Leu

-15

Ser

Lys

Gln

Asn

50

Thr

Asn

Gly

Ile

Pro

130

Asn

aag
Lys

ety

Phe
Ala
Gly
Thr
35

LYS
Thr
val
Ile
His
115

ser

val

1158

1206

1227



AsSp

Tyr

Leu

180

His

Phe

Ser

Leu

Pro

260

Ser

ser

Gly

Cys

Thr

340

Lys

Lys

Ile

165

Met

His

Gly

Gly

Phe

245

Gly

Met

Leu

val

Tyr

325

Gly

Cys

<210>
<211>
<212>
<213

<220>
<223>

<400>

tataacgcgt ctagcagtgg cacttg

150

Thr

Gly

AsSN

Gy

Ite

230

Glu

Tyr

Pro

Asp

Gly

Lys

Ile

Asp

113
26
DNA

Tyr

Phe

ser

Trp

Gly

Asn

Ash

Trp

Thr

Asn

295

Lys

Lys

Cys

Leu

Tyr

ser

Ser

Phe

200

His

Ser

Ala

His

Thr

280

val

ite

Asp

Lys

ASD
360

Artificial

Primer

113

ASp

Trp

Asp

185

Glu

Ile

Arg

Lys

val

265

Ser

Asp

Asn

Asn

cys

345

ser

Gly

AsSn

170

Ser

Asn

Tyr

Met

ASp

250

sSer

Thr

Asn

Pro

Ile

330

Tyr

Tyr

155

Tyr

Asp

Leu

Asn

Gly

Pro

AsSn

Thr

val

Ala

315

Cys

val

Lys

10486.204-w0.ST25

val

Ash

Asn

Asn

220

Ala

ile

Asn

Thr

Lys

300

Ser

Lys

LYS

Gly

His

TYyr

Ser

205

Tyr

Arg

val

Lys

Tyr

Ser

Glu

Tyr

Arg

Lys

44/50

Asp

Asn

190

Arg

Phe

Ile

Ser

Phe

270

Asn

e

Ala

Lys

Cys

350

Cys

Gly

175

Arg

val

Asn

Arg

Trp

val

Pro

val

Thr

Ala

Pro

His

Leu Phe Asp val Lys Arg
160

Trp

Thr

Pro

LysS

Ile

240

Tyr

Asn

Pro

Lys

Tyr

h

Arg

Cys

Asp

Lys

Ile

Ser

Ite

225

Glu

ser

ser

Tyr

Gln

305

Pro

Ser

ASp

Ala

Ser

Thr

Phe

210

Ile

Asnh

ser

Arg

Ser

290

Asn

Gly

Gly

Gly

Glu

Met

Phe

195

Arg

Asp

Asn

Ser

Gly

Tyr

Ala

LyS

Lys

Ala
355



10486.204-W0.S5T25
<210> 114
<211> 1297
<212> DNA
<213> Artificial

<220>
<223> DNA fragment (PP1331-2 sSacl MIul)

<220

<221> ¢DS

<222>  (27)..(1289)
<220>

<221> mat_peptide
«222> (13i4)..(1289)

<220>

<221> misc_feature
<222>  (13143..C1055)
<223> Pectate lyase

<220>

<221> misc_feature
<222> (1236)..(1289)
<223> G10 novispirin

<400> 114
gagctcattg aaaggggagg agaatc atg aaa caa caa aaa ¢gg Cctt tac gec 53
Met Lys Gln GIn L§§ Arg Leu Tyr Ala
cga ttg ctg acg ctg tta ttt gcg cte atc thc ttg ctg cct cat tct 101
Arg Leu teu Thr Leu Leu Phe Ala Leu Ile Phe Leu Leu Pro His Ser
-20 -15 ~-10 -5
gca gec gog gea get tcet goeo tta aac tog g?c aaa gta aat cecg ctt 149
Ala Ala Ala Ala Ala Ser Ala Leu Asn Ser Gly Lys val Asn Pro Leu
-1 1 5 10
gcc gac tic age tta aaa g?c ttt gcc gea cta aac g?c g?a aca acg 197
Ala Asp Phe Ser Leu Lys Gly Phe Ala Ala Leu Asn Gly Gly Thr Thr
15 20 25
ggc gga gaa ggc ggt cag acg gta acc gta aca acg gga gat cag ctg 245
G?y G?y Glu G?y G?y Gln Thr val Thr val Thr Thr G?y Asp GIn Leu
30 35 40
att gog gea tta aaa aat aag aat gca aat acg cct tta aaa att tat 293
ITe Ala Ala Leu Lys Asn Lys Asn Ala Asn Thr Pro Leu Lys Ile Tyr
45 50 55 60
gtc aac g?c acc att aca aca tca aat aca tcg gca tea aag att gac 341
val asn Gly Thr Ile Thr Thr Ser Asn Thr Ser Ala Ser Lys Ile Asp
65 70 75
gtc aaa gac gtg tca aac gta tcg att gtc g?a tca g?g acc aaa g?g 389
val Lys Asp val ser asn val sSer Ile val Gly Ser Gly Thr Lys Gly
80 85 90
gaa ctc aaa g?g atc g?c aTc aaa ata tgg <gg gcc aat aac atc atc 437
Glu Leu Lys Gly ITe Gly Ile Lys Ile Trp Arg Ala Asn Asn Ile Ile
95 100 105
atc cgc aac ttg aaa att cac gag gic gco tca g?c gat aaa gac gcg 485
ITe Arg Asn Leu Lys Ile His Glu val Ala Ser GZ% Asp Lys Asp Ala
119 115 1
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atc
Ile
125

ctt
Leu

gac
Asp

cac
H1s

tac
Tyr

tcg
Ser
203

tat
Tyr

cyc
Arg

gte
vat?

aaa
Lys

tat
Tyr
285

tca
Ser

ttg
el

gaa
Glu

dat
Asnh

Tttt
pPhe
365

ata
1le

&ty

tac
Tyr

gtc
val

gat
Asp

aac
Asn
190

cgt
APy

ttc
Phe

atc
Ile

tct
ser

ttt
Phe
270

aat
Asn

atc
ile

gat
Asp

gaa
Glu

acg
Ala
350

g
g?a

ag9g
Arg

att
Ile

cac
His

aaa
Lys

aly
175

agg
APg

gt
Va

aat
Asn

aga
APrg

tgg
Trp
255

gta
vat

ccg
Pro

gtc
val

aaa
Lys

aga
Arg
335

€gc
Arg

gat
Asp

aaa
Lys

gaa
Glu

age
ser

aga
Arg
160

tgg
Trp

ac
59

teg
Ser

aaa
Lys

att
Ile
240

Tac
Tyr

aac
Asn

cca
Pro

aag
Lys

aga
Arg
320

aga
Arg

gag
Glu

gaa
Glu

ey

ctqg
Leu
145

gat
Asp

aad
Lys

att
Ile

tca
Ser

atc
Ile
225

gag
Glu

agce
sep

tct
ser

fac
TYr

caa
Gln
305

gag
Glu

gat
Asp

gct
Ala

gat
Asp

ata
Ile
385

cct

tct

ada

Pro Ser Lys

130

aac
Asn

gcyg
Ala

tca
Ser

aca
Thr

tte
Phe
210

atc
Ile

aac
Asn

agt
Ser

agg
Arg

agc
Ser
290

aat
Asn

gct
Ala

gaa
Glu

gaa
Glu

ctg
Leu
370

cac
His

gtt
val

Glu

atg
Met

ttc
Phe
195

cgt
Arg

gac
Asp

aac
Asn

tca
Ser

&ty
275

tac
Tyr

gce
Ala

gaa
Glu

cca
Pro

get
Ala
355

gat
Asp

atc
Ile

gac
Asp

tat
Tyr

ctg
Leu
180

cat
H1s

tic
Phe

agc
Ser

ctc
Leu

ccy
Pro
260

agt
Ser

tca
Ser

gga
Ghy

gct
Ala

gat
AsSp
340

gat
Asp

cca
Pro

att
Ile

10486.204-W0.5T25

44ac
Asn

ada
Lys

att
Ile
165

atg
Met

C@t
H1S

&ty
&y

Tttt
Phe
245

3ty

atg
Met

cto
Leu

gtc
val

tgt
Cys
325

gaa
Glu

gcg
Ala

tgg
Trp

aag
Lys

att
Ile

gat
Asp
150

aca
Thr

&

aac
Ash

gaa
Glu

att
Ile
230

gaa
Glu

tat
Tyr

ccg
Pro

gac
Asp

oty
310

gag
Glu

299
Arg

gaa
Glu

gaa
Glu

add
Lys
390
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tgg
Trp
135

tac
Tyr

ttc
Phe

tca
ser

tgg
Trp

&y
215

aat
Asn

adc
ASn

tgg
Trp

act
Thr

aat
Asn
295

aaa
Lys

gaa
Glu

gat
Asp

gcg
Ala

aag
Lys
375

tac
Tyr

gtt
val

tat
Tyr

ct
Ser

tcyg
ser

Tttt
Phe
200

CE}t
H1s

tcg
ser

gcc
Ala

cat
His

acce
Thr
280

tc
8a1

atc
Ile

gag
Glu

gct
Ala

gt
va
360

aac
Asn

STy

gat
Asp

gac
Asp

199
Trp

gac
AsSD
185

gag
Glu

att
Ile

agg
Arg

ddd
Lys

gta
val
265

tct
ser

gac
Asp

aat
ASn

aga
Arg

caa
GIn
345

oty

ctc
Leu

cat
His

&y

aac
Ash
170

agc
ser

dat
Asn

tac
TYr

atg
Met

gat
Asp
250

tcc
Ser

act
Thr

aat
ASn

CCa
Pro

aat
Asn
330

gt
va

€cg
Pro

aga
Arg

aat
Asn

tta
Leu
155

tat
Tyr

gat
Asp

ctg
Leu

aac
Asn

&y
235

cey
Pro

daac
Asn

aca
Thr

gta
val

gct
Ala
315

gca
Ala

gaa
Glu

gaa
Glu

cga
Arg

tadcgegt

gag
Glu
140

Tttt
Phe

gt
va

aat
Asn

aat
Asn

aac
Asn
220

gcg
Ala

att
Ile

aac
Asn

acc
Thr

ddad
Lys
300

agc
Ser

gaa
Glu

cat
H1S

gcyg
Ala

atc
Ile
380

533

581

629

677

725

773

821

869

917

965

1013

1061

1109

1157

1205

1253

1297



<210>
<211>
<212>
<213>

<220>
<223>

<400>

115
421
PRT

artificial

synthetic Construct

115

Met Lys GIn Gln

Ala Leu

Leu Asn

Phe Ala

20

val Thr

Asn Ala

Ser Asn

ser Tle

85

Lys Ile

Glu val

Lys Asn

Asp L¥s

Tyr Ile

165

Ley Met
180

His His

Ile

Ser

Ala

val

Asn

Thr

70

val

Trp

aAla

Ile

Asp

150

Thr

Gly

Asn

Phe

-10

Gly

Leu

Thr

Thr

55

ser

Gly

Arg

Ser

Tyr

Phe

Ser

Trp

Lys Arg Leu
=25

leu

Lys

Ash

Thr

40

Pro

Ala

ser

Ala

Gly

va'l

Tyr

ser

Ser

Phe

L.eu

val

Gly

25

Gly

Leu

Ser

Gly

Asn

105

ASp

Asp

Asp

Trp

Asp

185

Glu

Pro

Asn

10

Gly

Asp

Lys

LYs

Thr

90

Asn

Lys

His

Gly

Ash

170

Ser

Asn

Tyr

His

Pro

Thr

Gln

Ile

Ie

75

Lys

Ile

ASp

Asn

Leu

155

Tyr

Asp

Leu

10486.204-W0.5T25

Ala

Set

-5

Leu

Thr

LeLt

Tyr

60

ASp

Gly

Ile

Ala

Glu

140

Phe

val

Asn

Asn

Arg

Ala

Ala

Gly

Ile

45

val

val

Glu

Ile

Ile

125

Leu

ASD

His

Tyr

Ser
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lL.eu

Ala

AsSp

Gly

30

Ala

Asn

Lys

Leu

Arg

Gly

Tyr

val

Asp

Asn

190

Arg

Leu
Ala
Phe
15
Glu
Ala
Gly
Asp
Lys
ASn
Ile
His
Lys
Gly
1
Arg

val

Thr

Ala

-1

Ser

Gly

Leu

Thr

val

80

Gly

Leu

Glu

Ser

Ar

16

Trp

Thr

ser

Leu

Ala

Leu

Gly

Lys

Ile

65

ser

Ile

Lys

Gly

Leu

145

Asp

LYS

Iie

Ser

Leu

~15

ser

Lys

Gin

Ash

50

Thr

Asn

Gly

Ie

Pro

130

Asn

Ala

ser

Thr

Phe

Phe

Ala

Gly

Thr

35

Lys

Thr

val

ITe

His

115

ser

val

Gliu

Met

Phe

195

Arg



Phe

ser

Leu

Pro

260

Ser

Ser

Gly

Ala

340

AsSp

Pro

Ile

Gly

Gly

Phe

245

Gly

Met

Leu

val

Cys

325

Glu

Ala

Trp

Lys

<210>
<211>
<212>
<213>

<220>
<223>

<400>
tataacgcgt tatccgtatt tcttaatg

<210>
<211>
<21Z2>
<213>

Glu Gly

Ile Asn
230

Glu Asn

Tyr Trp

Pro Thr

Asp Asn
295

Gly Lys

Glu GTu

Arg Asp

Glu Ala

Glu Lys
375

Lys Tyr
390

116
28
DNA

200
His

Ser

Ala

His

Thr

280

val

Ile

Glu

Ala

val

360

Asn

Gly

Aartificial

Primer

116

117
53
PRT

Artificial

Ile

Arg

Lys

val

265

Sar

ASD

Ash

Arg

Gln

345

Gly

Ley

Tyr

Met

250

ser

Thr

Asn

Pro

Asn

330

val

Pro

Arg

Asn

Gly

Pro

Asn

Thi

val

Ala

315

Ala

Glu

Glu

Arg

10486.204-w0.$725
205

Asn Tyr Phe Asn Lys

220

Ala

Ite

Asn

Thr

Lys

300

ser

Glu

His

Ala

Ile
380

Arg

val

Lys

Tyr

285

Ser

Leu

Glu

Asn

Phe

365

Ile
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Ile

Ser

Phe

270

AsSN

Ile

Asp

Glu

Ala

350

Ala

Arg

Arg

Trp

val

Pro

val

Lys

Arg

335

Arg

Asp

Lys

Ile

240

Tyr

Asn

Pro

Lys

Arg

320

Arg

Glu

Glu

Gly

Ile

225

Glu

Ser

ser

Tyr

Gln

305

Glu

Asp

Ala

AsD

Ile
385

210

Ile

Asnh

ser

Arg

ser

290

Asnh

Ala

Glu

Glu

Leu

370

His

ASp

Asn

Ser

Pro

28
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<220>
<223> peptide

<220>

<221> MISC_FEATURE
<222> (1D..(5

<223> Quenching domain

<220>

<Z221> MISC_FEATURE
222> (6)..(14)
<223> Linker

<220>

<221> MISC_FEATURE
<222> (15)..0
<223> PR39

<400> 117
Asp Asp Asp Asp Glu Gly Gly Gly Gly Gly Gly Gly Gly Glu Arg Arg
1 S 10 15

Arg Pro Arg Pro Pro Tyr Leu Pro Arg Pro Arg Pro Pro Pro Phe Phe
20 25 3
Pro Pro Arg Leu Pro Pro Arg Ile Pro Pro Gly Phe Pro Pro Arg Phe
35 40 45
Pro Pro Arg Phe Pro
50

<210> 118

<2131> 57

<212> PRT

<213> artificial

<220>
<223> Peptide

<220>

<221> MISC_FEATURE
<222>  (1)..(5) _
<223> quenching domain

<220>

<221> MISC_FEATURE
<222> (6)..(18)
<223> Linker

<220>

<221> MISC_FEATURE
<222> (19..0
<223> PR39

<400> 118

Asp Asp Asp Asp Glu Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly
1 5 10 15
Gly Glu Arg Arg Arg Pro Arg Pro Pro Tyr Leu Pro Arg Pro Arg Pro
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20 30

Pro Pro rhe Phe Pro Pro Arg Leu Pro Pro arg Ile Pro Pro Gly phe
35 45

Pro Pro Arg Phe Pro Pro Arg Phe Pro
50
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