1/9

Figures

Fig. 1

DNA Sequencing
Read Alignment

I

Calculating Unique 53
Read amount Calculation of UR(%)

|

Setting multi-sample 54,
reference line | Set reference line of other platform sequence

v

Gender classification

T

Calculating FGR

T

Calculating GMscore

|

Diagnosis

S1.

lumina/Proton Sequencing

82

Sequence align to human reference genome

55.

Gender classification by Cut-off value

S6.

FGR calculation of Chr. 7, 8, 9, 10 and 19, 20, 21, 22

§7

Calculate Mscore of Male and Gscore of Female

57
Diagnosis of XO, XXX and XXY




Fig. 2

2/9

i 045
o4
% :
a5
4 i
B335
3 s R
: B g iRy
2 ,_ ﬁg ’ %‘ﬁ ] G35
: izl 1
3’ £ 4 3
6 8 10 12 14 16 18 20 2z 24 26 28 3 I 34 36 3B &) A2 45 4F 49 S 53 5% 57
Fig. 3
Comparison of Hiseq data
BN W LIRS
& A4S
[ b 4 z% o o4
6.35
3 : 53
, . ,ﬁ%@ '
e = g :G«Zf“‘z
.‘ﬁ[,. %fk ‘r gﬁ ¢
\ ih ; \ s o2
e ﬁ@ﬂ“ﬁﬂ’{;ﬁ R 51
25
PE
6 8 U0 1234 1018 3620 34 26 3B 3032 34 56 35 40 A2 45 47 49 31 53 5% SHE3 63 E7 E5 YL Y M6 5285 £ W 2




Fig. 4
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Comparison of Proton data
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Fig. 7

2-score chr7 z-score chr20

H
%
i 2
1 ] i . g §
% eI
iE i f g gg;; N i N
. § H i e waé'{%ﬁ
w5 g ?5 i g E,i . Eg ] o AL ST
i | 1l §§§ P : PR T
. %§ Hoiooi é% | Ll ‘
&R UNFIAIBERI SRR HERIARISISIEEANY %
G5 3
. :
% | 2

Fig. 8

Mscore

i [ 1 ¥ t‘?ﬁ!f H 1 x£< TYET TET & t TET ‘E 1 it | 1 !; 1
l 2 1012 14 1618 20 2224 26 -ago 32834 36 33-1!34: 45|47 4051 5355 97 E@Mscore

i




5/9

Fig. 9
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Fig. 11
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