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<110> Wilmar International Limited

<120> A process for Hydrolyzing Oil with High Melting Point by Lipase

<130> WN2018LPS02002

<160> 2

<170> PatentIn version 3.5

<210> 1
<211> 1083
<212> DNA
<213> Artificial Sequence

<220>
<223> Codon optimised Thermomyces lanuginosus lipase gene sequence

<400> 1
atgagatttc cttcaatttt tactgcagtt ttattcgcag catcctccgc attagctgct 60

ccagtcaaca ctacaacaga agatgaaacg gcacaaattc cggctgaagc tgtcatcggt 120

tactcagatt tagaagggga tttcgatgtt gctgttttgc cattttccaa cagcacaaat 180

aacgggttat tgtttataaa tactactatt gccagcattg ctgctaaaga agaaggggta 240

tctcttgaga aaagagaggc tgaagctgaa gtctctcaag acttgttcaa ccagttcaac 300

ttgttcgctc aatactctgc cgctgcctac tgtggtaaga acaatgatgc tccagctggt 360

actaacatta cctgtactgg taacgcttgt ccagaagttg agaaggctga tgctaccttc 420

ctgtactcct tcgaagactc tggagttgga gatgttactg gtttcctggc cttggataac 480

actaacaagt tgatcgttct gtccttcaga ggttccagat ccatcgagaa ctggattggt 540

aacttgaact ttgacttgaa ggagatcaac gacatctgtt ctggatgtcg tggtcacgat 600

ggatttacct cctcttggag atctgttgct gataccttga gacagaaggt cgaagatgct 660

gtcagagaac atccagacta tagagttgtc ttcactggtc actccttggg aggtgccttg 720

gctactgttg ctggtgctga cttgcgtggt aatggttatg acattgatgt cttctcctac 780

ggtgctccaa gagttggtaa tcgtgccttc gctgagtttc tgaccgtcca aactggaggt 840

actttgtaca gaattaccca tactaacgac attgttccaa gattgccacc acgtgagttc 900

ggatactctc attcctctcc agagtactgg atcaagtctg gaaccttggt tccagtcact 960
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cgtaacgaca tcgtcaagat tgaaggtatt gatgccactg gaggtaacaa tcaaccaaac 1020

attccagaca ttccagctca cttgtggtac tttggtctga ttggtacttg cttgtaagaa 1080

ttc 1083

<210> 2
<211> 1113
<212> DNA
<213> Artificial Sequence

<220>
<223> Codon optimised Penicillium camemberti lipase gene sequence

<400> 2
atgagatttc cttcaatttt tactgcagtt ttattcgcag catcctccgc attagctgct 60

ccagtcaaca ctacaacaga agatgaaacg gcacaaattc cggctgaagc tgtcatcggt 120

tactcagatt tagaagggga tttcgatgtt gctgttttgc cattttccaa cagcacaaat 180

aacgggttat tgtttataaa tactactatt gccagcattg ctgctaaaga agaaggggta 240

tctcttgaga aaagagaggc tgaagctgat gtctccactt ccgaactgga ccagttcgag 300

ttctgggttc aatacgcagc cgcctcttac tacgaggctg attacaccgc acaggttggt 360

gataagctgt cctgctctaa gggtaactgc ccagaagttg aagcaaccgg tgcaactgtg 420

tcttacgact tctccgattc cacgatcact gacaccgcag gttacatcgc agttgatcac 480

accaactccg cagtggtact ggcattccgt ggttcttact ccgtacgtaa ctgggttgct 540

gatgctactt tcgtccatac caacccaggt ctgtgtgatg gttgtctggc tgagctgggt 600

ttctggtctt cctggaagct ggttcgtgat gatattatca aagaactgaa agaagtggtg 660

gcacagaacc caaactatga actggtggtc gtgggccact ccctgggtgc tgctgtggct 720

actctggctg ctaccgacct gcgtggtaaa ggttatccat ctgctaaact gtacgcttac 780

gcttcccctc gtgttggcaa cgcagccctg gccaaatata tcaccgccca gggcaacaac 840

ttccgtttca cccacaccaa tgacccagta cctaaactgc cactgctgtc tatgggctat 900

gtacatgttt ctcctgaata ttggatcacc tctcctaaca acgccactgt ttctacctct 960

gacatcaaag tcattgacgg cgacgtatct tttgacggca ataccggcac gggcctgcct 1020

ctgctgacgg actttgaagc ccacatttgg tactttgtac aggttgacgc cggcaaaggt 1080
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cctggcctgc cattcaaacg tgtttaagaa ttc 1113
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