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FIGURE 1

Primer C7mhHF (SEQ ID NO: 1)
TCCTCAGCCTCCACCAAGGGCC

FIGURE 2

Primer Rev Age Pri (SEQ ID NO: 2)
GGGCGCCTGAGTTCCACGAC

FIGURE 3
Primer C2aB7 rev (SEQ ID NO: 3)
GGCCCTTIGGTGGAGGCTGAGGAAACTGTGAGAGTGGTGC

FIGURE 4
lacpri (SEQ ID NO: 4)
GCTCCCGGCTCGTATGTTGTGT

FIGURE 5
LeadVHpAX (SEQ ID NO: 5)
ATATGAAATATCTGCTGCCGACCG
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FIGURE_6A Note: Figs. 6-15, leader sequences (AA) are underlined and
constant regions are in bold,

chC2aB7-hG1
Heavy chain (introns in hG1) (SEQ IDNO.7)

MGWSCITFLYATATGVHSLEVQLQQSGPELVKP GASLKMSCKAS GYSFT
DYIILWVKQNHGKSLEWIGHIDPYYGSSNYNLKFK GKRATLTVDKSSSTAY
‘MQLNSLTSEDSAVYYCGRSKRDYFDYWGQGTTLTVSSASTKGPSVFPLA
PSSKSTSGGTAALGCLVKDYFPEPVIVSWNSGALTSGVHTFPAVLQSS
GLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHT
CPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVICVVVDVSHEDPEV
KFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKE
YKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLT
CLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDK
SRWQQGNVFSCSYMHEALBNHYTQXKSLSLSPGK
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FIGURE 6B

(SEQ ID NO. 6) (zenomic sequence hG1)
ATGGGATGGAGCTGTATCATCCTCTTCTTGGTAGCAACAGCTACAGGTGTCCACTCCCTCGAG
GTCCAGCTGCAACAGTCTGGACCTGAGCTGGTGAAGCCTGGGGCTTCACTGAAGATGTCCTGC
AAGGCTTCTGGTTATTCATTCACTGACTACATCATACTCTGGGTGAAGCAGAACCATGGAAAG
AGCCTTGAGTGGATTGGACATATTGATCCTTACTATGGTAGTTCTAACTACAATCTGAAATTCA
AGGGCAAGGCCACATTGACTGTAGACAAATCTTCCAGCACAGCCTACATGCAGCTCAACAGT
CTGACATCTGAGGACTCTGCAGTCTATTACTGTGGAAGATCTAAGAGGGACTACTTTGACTAC
TGGGGCCAAGGCACCACTCTCACAGTTTCCTCAGCCTCCACCAAGGGCCCATCGGTCTTCCCC
CTGGCACCCTCCTCCAAGAGCACCTCTGGCGGCACAGCGGCCCTGGGCTGCCTIGGTCAAGGAL
TACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACACC
TTCCCGGCTGTCCTACAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCA
GCAGCTTGGGCACCCAGACCTACATCTGCAACGTGAATCACAAGCCCAGCAACACCAAGGTG
GACAAGAGAGTTGGTGAGAGGCCAGCACAGGGAGGGAGGGTGTCTGCTGGAAGCCAGGCTC
AGCGCTCCTGCCTGGACGCATCCCGGCTATGCAGTCCCAGTCCAGGGCAGCAAGGCAGGCCC
CGTCTGCCTCTTCACCCGGAGGCCTCTGCCCGCCCCACTCATGCTCAGGGAGAGGGTICTTCYG
GCTTTTYCCCCAGGCTCTGGGCAGGCACAGGCTAGGTGCCCCTAACCCAGGCCCTGCACACAA
AGGGGCAGGTGCTGGGCTCAGACCTGCCAAGAGCCATATCCGGGAGGACCCTGCCCCTGACC
TAAGCCCACCCCAAAGGCCAAACTCTCCACTCCCTCAGCTCGGACACCTTICTCTCCTCCCAGA
TTCCAGTAACTCCCAATCTTCTCTCTGCAGAGCCCAAATCTTGTGACAAAACTCACACATGCCC
ACCGTGCCCAGGTAAGCCAGCCCAGGCCTCGCCCTCCAGCTCAAGGCGGGACAGGTGCCCTA
GAGTAGCCTGCATCCAGGGACAGGCCCCAGCCGGGTGCTGACACGTCCACCTCCATCTICTITCC
TCAGCACCTGAACTCCTGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACC
CTCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCT
GAGGTCAAGTTCAACTOGTACGTGGACGGCGTGGAGGTGCATAATGCCAAGACAAAGCCGCG
GGAGGAGCAGTACAACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACT
GGCTGAATGGCAAGGAGTACAAGTGCAAGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAG
AAAACCATCTCCAAAGCCAAAGGTGGGACCCGTGGGGTGCGAGGGCCACATGGACAGAGGCC
GGCTCGGCCCACCCTCTGCCCTGAGAGTGACCGCTGTACCAACCTCTGTCCCTACAGGGCAGC
CCCGAGAACCACAGGTGTACACCCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAGGTC
AGCCTGACCTGCCTGGTCAAAGGCTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAAT
GGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTC
CTCTATAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCC
GTGATGCATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCCCCGGGTAAA
TGA
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FIGURE 6C: A schematic representation of the heavy chain of antibody
c¢hC2aB7-hG1.
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FIGURE 6D
Light Chain ( human Ck) (SEQ ID NO. 24)

MGWSCHLFLVATATGVHSRDIOMTQSPSSMYASLGERVTITCKASQDINSYL

SWFQQKPGKSPKTLIYRANRLVDGVPSRFSGSGSGQDYSLTISSLEYEDMGLY

YCLQYDEFPYTFGGGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASYVVCLLNN
FYPREAKVOWKVDNALQSGNSQESVIEQDSKDSTYSLSSTLTLSKADYE -
KHKVYACEYTHQGLSSPVTKSFNRGEC

FIGURE 6E

(SEQ ID NO. 23)
ATGGGATGGAGCTGTATCATCCTCTICTTIGGTAGCAACAGCTACAGGTGT
CCACTCTAGAGACATCCAGATGACACAGTCTCCATCTTCCATGTATGCATC
TCTAGGAGAGAGAGTCACTATCACTTGCAAGGCGAGTCAGGACATTAATA
GCTATITAAGCTGGTITCCAGCAGAAACCAGGGAAATCTCCTAAGACCCTG
ATCTATCGTGCAAACAGATTGGTAGATGGGGTTCCATCAAGGTTCAGTGG
CAGTGGATCTGGGCAAGATTATTCTCTCACCATCAGCAGCCTGGAGTATG
AAGATATGGGAATTTATTATTGTCTACAGTATGATGAGTTTCCGTACACGT
TCGGAGGGGGGACCAAGCTGGAAATAAAACGGACTGTGGCTGCACCATC
TGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTC
TGTTGTGTGCCTGCTGAATAACTTCTATCCCAGAGAGGCCAAAGTACAGT
GGAAGGTGGATAACGCCCTCCAATCGGGTAACTCCCAGGAGAGTGTCAC
AGAGCAGGACAGCAAGGACAGCACCTACAGCCTCAGCAGCACCCTGACG
CTGAGCAAAGCAGACTACGAGAAACACAAAGTCTACGCCTGCGAAGTCA
CCCATCAGGGCCTGAGCTCGCCCGTCACAAAGAGCTTCAACAGGGGAGA
GTGTITAA
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FIGURE 6F: A schematic representation of the light chain of amtibody
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FIGURE 7A

LhB7V4V1-hG1

Heavy chain (SEQ ID NO, 9)
MGWSWIFLFLILSVTAGVESEVQLVESGPEVKKPGASVEVSCKASGYSETD
YILWIRQHSGKGLEWIGHIDPY YGSSNYNLKFKGRVTITADKSTRTTYME
LTSLTSEDTAVYYCGRSKRDYFDYWGQGTTLTVSSASTKGPSVFPLAPSS
KSTSGGTAALGCLVKDYFPEPYVTVSWNSGALTSGVHTFPAVLQSSGL
YSLSSVVTIVPSSSLGTQTYICNVNHKPSNTKVDKRYEPKSCDKTHTCP
PCPAPELLGGPSVFLFPPKPKDTLMISRTPEVICVVVDVSHEDPEVKE
NWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYK
CKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCL
VEKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGK
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FIGURE 7B

(SEQ ID NO. 8) (¢DNA hG1)
ATGGGATGGAGCTGGATCTTTCTCTTTCTCCTGTCAGTAACTGCAGGTG
TGTTCTCTGAGGTCCAGCTGGTGGAGTCCGGACCTGAGGTGAAGAAGC
CTGGGGCTTCAGTGAAGGTGTCCTGCAAGGCTTCTGGTTATTCATTCAC
TGACTACATCATACTCTGGATCAGGCAGCATAGCGGAAAGGGCCTTGA
GTGGATTGGACATATTGATCCTTACTATGGTAGTTCTAACTACAATCTG
AAATTCAAGGGCAGGGTCACAATCACTGCAGACAAATCTACCAGGAC
AACCTACATGGAGCTCACCAGTCTGACATCTGAGGACACTGCAGTCTA
TTACTGTGGAAGATCTAAGAGGGACTACTTTGACTACTGGGGCCAAGG
CACCACTCTCACAGTTTCCTCAGCCTCCACCAAGGGCCCATCGGTCTTC
CCGCTAGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTG
GGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGTGACGGTGTCGTGG
AACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTCCCGGCTGTCCTA
CAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTICC
AGCAGCTTGGGCACCCAGACCTACATCTGCAACGTGAATCACAAGCCC
AGCAACACCAAGGTGGACAAGAGAGTTGAGCCCAAATCTTGTGACAA
AACTCACACATGCCCACCGTGCCCAGCACCTGAACTCCTGGGGGGACC
GTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCC
CGGACCCCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGA
CCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAA
TGCCAAGACAAAGCCGCGGGAGGAGCAGTACAACAGCACGTACCGTG
TGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCAAGG
AGTACAAGTGCAAGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAG
AAAACCATCTCCAAAGCCAAAGGGCAGCCCCGAGAACCACAGGTGTA
CACCCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAGGTCAGCC
TGACCTGCCTGGTCAAAGGCTTCTATCCCAGCGACATCGCCGTGGAGT
GGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCC
GTGCTGGACTCCGACGGCTCCTTCTTCCTCTACAGCAAGCTCACCGTG
GACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGAT
GCATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTC
TCCGGGTAAATGA
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FIGURE 7C: A schematic representation of the heavy chain of antibody
hB7V4V1-hGl1.
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FIGURE 7D
Light chain (human Ck) (SEQ ID NO. 26)

MDMRVSAOQLLGLILLWILSGARCDIQMTQSPSSLSASIGDRVTITCKASQD
INSYLS WYQQKPGKAPKSLIYR.ANRLVDGVPSRFSGSGSGTDYTLTISSLQ
PEDFAVYYCLQYDEFPYTFGGGTKLEIKRTVAAPSVFIFPPSDEQLKSGT
ASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLS
STLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

FIGURE 7E

(SEQ ID NO. 25)
ATGGACATGAGGGTCTCTGCTCAGCTCCTGGGGCTCCTGCTGCTCTGG
CTCTCAGGAGCCAGATGTGACATCCAGATGACACAGTCTCCATCTTCC
CTGTCTGCATCTATAGGAGACAGAGTCACTATCACTTGCAAGGCGAGT
CAGGACATTAATAGCTATTTAAGCTGGTACCAGCAGAAACCAGGGAA.
AGCTCCTAAGTCCCTGATCTATCGTGCAAACAGATTGGTAGATGGGGT
TCCATCAAGGTTCAGTGGCAGTGGATCTGGGACAGATTATACTCTCAC
CATCAGCAGCCTGCAGCCTGAAGATTTCGCAGTTTATTATTGTCTACA
GTATGATGAGTTTCCGTACACGTTCGGAGGGGGGACCAAGCTGGAAAT
AAAACGTACGGTGGCTGCACCATCTGTCTTCATCTTCCCGCCATCTGAT
GAGCAGTTGAAATCTIGGAACTGCCTCTGTTGTGTGCCTGCTGAATAAC
TTCTATCCCAGAGAGGCCAAAGTACAGTGGAAGGTGGATAACGCCCTC
CAATCGGGTAACTCCCAGGAGAGTGTCACAGAGCAGGACAGCAAGGA
CAGCACCTACAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACT
ACGAGAAACACAAAGTCTACGCCTGCGAAGTCACCCATCAGGGCCTG
AGCTCGCCCGTCACAAAGAGCTTCAACAGGGGAGAGTGTTAG
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FIGURE 7F: A schematic representation of the light chain of antibody
hB7V4V1-hGl.
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FIGURE 8A

hB7V3Vi-hGl (SEQ ID NO. 11)
Heavy chain

MGWSRIFLFLLSITAGVHCQVQLQQSGSELKKPGASVKISCKASGYSFIDY
TLWVRQNPGKGLEWIGHIDPYYGSSNYNLKFKGRVTITADQSTTTAYME

LSSLRSEDTAVYYCGRSKRDYFDYWGQGTTLTVSSASTKGPSVFPLAPSS
KSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTRPAVLQSSGL

YSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCP

PCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKE

NWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYK
CKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCL
VEKGIYPSDIAVEWESNGQPENNY KTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGK
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FIGURE 8B .

(SEQ ID NO. 10) (¢cDNA LhG1)
ATGGGATGGAGCCGGATCTTTCTCTTCCTCCTGTCAATAATTGCAGGTG
TCCATTGCCAGGTCCAGCTGCAACAGTCTGGATCTGAGCTGAAGAAGC
CTGGGGCTTCAGTGAAGATCTCCTGCAAGGCTTCTGGTTATTCATTCAC
TGACTACATCATACTCTGGGTGAGGCAGAACCCTGGAAAGGGCCTTGA
GTGGATTGGACATATTGATCCTTACTATGGTAGTTCTAACTACAATCTG
AAATTCAAGGGCAGAGTGACAATCACCGCCGACCAGTCTACCACCAC
AGCCTACATGGAGCTCTCCAGTCTGAGATCTGAGGACACTGCAGTCTA
TTACTGTGGAAGATCTAAGAGGGACTACTTTGACTACTGGGGCCAAGG
CACCACTCTCACAGTTTCCTCAGCCTCCACCAAGGGCCCATCGGTCTTC
CCGCTAGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTG
GGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGTGACGGTGTCGTGG
AACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTCCCGGCTGTCCTA
CAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCC
AGCAGCTTGGGCACCCAGACCTACATCTGCAACGTGAATCACAAGCCC
AGCAACACCAAGGTGGACAAGAGAGTTGAGCCCAAATCTTGTGACAA,
AACTCACACATGCCCACCGTGCCCAGCACCTGAACTCCTGGGGGGACC
GTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCC
CGGACCCCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGA
CCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAA
TGCCAAGACAAAGCCGCGGGAGGAGCAGTACAACAGCACGTACCGTG
TGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCAAGG
AGTACAAGTGCAAGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAG
AAAACCATCTCCAAAGCCAAAGGGCAGCCCCGAGAACCACAGGTGTA
CACCCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAGGTCAGCC
TGACCTGCCTGGTCAAAGGCTTCTATCCCAGCGACATCGCCGTGGAGT
GGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCC
GTGCTGGACTCCGACGGCTCCTTCTTCCTCTACAGCAAGCTCACCGTG
GACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGAT
GCATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTC
TCCGGGTAAATGA
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FIGURE 8C: A schematic representation of the heavy chain of antibody
hB7V3V1-hGl.
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FIGURE SD

Light chain (human Ck) (SEQ ID NO. 26)
MDMRVSAQLLGLLLLWISGARCDIQMTQSPSSLSASIGDRVTITCKASQD
INSYLSWYQQKPGKAPKSLIYRANRLVDGVPSRFS GSGSGTDYTLTISSLQ
PEDFAVYYCLQYDEFPYTFGGGTKLEIKRTVAAPSVFIFPPSDEQLKSGT
ASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLS
STLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
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FIGURE 8E

(SEQ ID NO. 25)
ATGGACATGAGGGTCTCTGCTCAGCTCCTGGGGCTCCTGCTGCTCTGG
CTCTCAGGAGCCAGATGTGACATCCAGATGACACAGTCTCCATCTTCC
CTGTCTGCATCTATAGGAGACAGAGTCACTATCACTTGCAAGGCGAGT
CAGGACATTAATAGCTATTTAAGCTGGTACCAGCAGAAACCAGGGAA
AGCTCCTAAGTCCCTGATCTATCGTGCAAACAGATTGGTAGATGGGGT
TCCATCAAGGTTCAGTGGCAGTGGATCTGGGACAGATTATACTCTCAC
CATCAGCAGCCTGCAGCCTGAAGATTTCGCAGTTTATTATTGTCTACA
GTATGATGAGTTTCCGTACACGTTCGGAGGGGGGACCAAGCTGGAAAT
AAAACGTACGGTGGCTGCACCATCTGTCTTCATCTTCCCGCCATCTGAT
GAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAAC
TTCTATCCCAGAGAGGCCAAAGTACAGTGGAAGGTGGATAACGCCCTC
CAATCGGGTAACTCCCAGGAGAGTGTCACAGAGCAGGACAGCAAGGA
CAGCACCTACAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACT
ACGAGAAACACAAAGTCTACGCCTGCGAAGTCACCCATCAGGGCCTG
AGCTCGCCCGTCACAAAGAGCTTCAACAGGGGAGAGTGTTAG.
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FIGURE 8F: A schematic representation of the light chain of antibody

hB7V3V1-hG1.
B A TG GG T TT T T GO T CACO TOC T TG ACACG ARGT T TCOCG COACTATGRAL) TLTGE TCACCTL TOCTCCTUCTOT OGO TCAG AL 11400
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GGGAMGC TCCTAAGTCCCTGRATCTATC GTG CAA ACAGATTGGTAGATG GGGTT CCATC ARGGT TCAGTCCCAG TGGATCTGGGACACAT TATACTCTCACCATCAGCAG CCTGCAGCCT 11640
GKAPKSLIYRANRLVDGVFSRPSGSGSGTDYTLTISSLOF
viv

", 835

CGCAGTTTIATTATIOTC HIRANT AR COMCATTTCTCTICAT CITECESOCA 211760
SDFHV'{‘ICbOYDSFP‘{‘I’FGGOTNhElKR’I‘VI\AI‘SVFIP?F
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TOTOATHAGCAGT TUAAA TETOG AN C TG COT CTU T TG TG TRCCT GETORA TR TTCTATOS 5 COCTTCCART 11900

SDEOLKSGTASVVCLLNBFKPNSAK\IQ“KV“HAMQSG*QO

hih
TACACCTT CAGCAG AL COTOA DO TOABCAAR GUATA CTACI ATARA CAC AR AGTCT ACTOC T FROAAGTC AL CONTC R 12008
ESVTEDDSKDSTYSLSSTLTLSKADYBKHKVYAL‘EVTHQO

CACAGALGDS B

it

CTGAGCTC GCCCGTCACARAGAGCTTCARCAGSGGAGAGTGTTAG 12045

LY 395 # VT KS5 FNRWGBC
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FIGURE 9A

hB7V3V2-hGil

Heavy chain (SEQ ID NO. 11)
MGWSRIFLFLLSTTAGVHCQVQLQQSGSELKKPGASVKISCKASGYSFTDY
ITLWVRQNPGKGLEWIGHIDPYY GSSNYNLKFKGRVTITAD QSTTTAYME
LSSLRSEDTAVYYCGRSKRDYEFDYWGQGTTLTVSSASTKGPSVFPLAPSS
KSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGL
YSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDEKRVEPKSCDKTHTCP
PCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPREEQYNSTYRVYSVLTVLHQDWLNGKEYK
CKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCL
VKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVESCSVMHEALUNHYTQKSLSLSPGK
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FIGURE 9B
(SEQ ID NO. 10) (cDNA hG1)
ATGGGATGGAGCCGGATCTTTCTCTTCCTCCTGTCAATAATTGCAGGTG
TCCATTGCCAGGTCCAGCTGCAACAGTCTGGATCTGAGCTGAAGAAGC
CTIGGGGCTTCAGTGAAGATCTCCTGCAAGGCTTCTGGTTATTCATTCAC
TGACTACATCATACTCTGGGTGAGGCAGAACCCTGGAAAGGGCCTTGA
GTGGATTGGACATATTGATCCTTACTATGGTAGTTCTAACTACAATCTG
AAATTCAAGGGCAGAGTGACAATCACCGCCGACCAGTCTACCACCAC
AGCCTACATGGAGCTCTCCAGTCTGAGATCTGAGGACACTGCAGTCTA
TTACTGTGGAAGATCTAAGAGGGACTACTTTGACTACTGGGGCCAAGG
CACCACTCTCACAGTTTCCTCAGCCTCCACCAAGGGCCCATCGGTCTTC
CCGCTAGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTG
GGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGTGACGGTGTCGTGG
AACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTCCCGGCTGTCCTA
CAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCC
AGCAGCTTGGGCACCCAGACCTACATCTGCAACGTGAATCACAAGCCC
AGCAACACCAAGGTGGACAAGAGAGTTGAGCCCAAATCTTGTGACAA
AACTCACACATGCCCACCGTGCCCAGCACCTGAACTCCTGGGGGGACC
GTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCC
CGGACCCCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGA
CCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAA
TGCCAAGACAAAGCCGCGGGAGGAGCAGTACAACAGCACGTACCGTG
TGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCAAGG
AGTACAAGTGCAAGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAG
AAAACCATCTCCAAAGCCAAAGGGCAGCCCCGAGAACCACAGGTGTA
CACCCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAGGTCAGCC
TGACCTGCCTGGTCAAAGGCTTCTATCCCAGCGACATCGCCGTGGAGT
GGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCICCC
GTGCTGGACTCCGACGGCTCCTTCTTCCTCTACAGCAAGCTCACCGTG
GACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGAT
GCATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTC
TCCGGGTAAATGA
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FIGURE 9C: A schematic representation of the heavy chain of amntibody

bkB7V3V2-hGl.
CAT AT CTTTCTCTTC CTCCTO TOAR T ANT UL TATIGCT AITCT MG ARGCCT CR0GET 5160
LI_(_GI\‘SR‘FLFLLSIl.NGVIICIOVOLOOSOSZLKKPGASVK!?
leiher HETVE Ve
CTGCAACG CTTCT GG TTATECATTCACTGACTACATCAY ACTCT GAA A

T ARTTGGACATATTGAT CCTTACTATGCTAGTTCTARCTACAA 5280
€ KARS5GY $ FTDYTITLMWYRODNZPOGIE KG GHULSEHWTIGHTIDTZ PY Y GS SN YN

TCTGAART TCAAGGOCAGACTGACAATCACCGCCGACCAGTCTA CCACC ACACE CTACA TCGRG CTCTC CAGT CTCAGA TCTGACGACA CTGCAGTCTATTACTG TGAAR GATCT RAGRE S400
LKF'CGRVT'TADOSTTTAYNBbSSbRSEDTAVYVCBRSKR

HETYYIY
mcw:nmerammccmmmmmmmmmmmmmcmcrmcmcrccrccmccnccrcmmm 5520
D ¥ FD Y WGEOGTTLTY VYV SS A ST KOGDPRGSUVY F PLASP 85§ KS ST SQGBGTA A
hATI Ve ! 1
cmmmmumﬁmmcmmmmmmGmcccmccmoccocmmcmocccccrcmcnmcmwmmm 5640
LGCLVKDYFFSD\ITVSHNSGALTSGVHTPPAVLOSSGLYS

hE1

COTTAGEAL

CCTGCCCTOC MOV T TOOG CACO AGALT TRCAT TIGCA MG TG AN T CACRALCOCAGT WACKL Lt CTIOAGLDCHA, TOTUA 5760
L 6 SV VT VPSSSLGEGTOTTY I CNVYV NHKPSNTIXUVDI KXRVUVETS®HXSTCD

CARMMCICACACATGITTAL ACCTGANCT X GICAGTCY TOCTCTTOOC CCOARAMALCT O TCATO AT CTCCOGOAC OO TUAGGTOATATG S080
XKTHTCPPCFAPELLGOPSVP PLFPFPXPHKDTTLGHKI S&HKT®EVTC

hiit

o CALTARMIACC TCAAT TALGT ATGTCANIAL, CARCA

TROCG 6000
VVVDOVSHKHEDPEYV KFNMWYWYVDGY EV HNAMIKTIEKTPRETSB O OYNSTU YR
Gt
TOTGGTEA ST OTCC TR COTCE AAGT TOCANCA, ooy A C MGG &30
¥VAM IV LT VYLEQDP ML MEKEY KCKEYV S KA LPAP I ERET I E RN K G

i

GCAGCOCCCAGANCTALA C CAAGA ROCAGGTCRACCTGACCTGCCTGGT CAAAG GCTTC TRATOXCAGCIACATCC OLGTGGAGTG 6240
OPRSPOVYTLPPSRBBHTKNOVSLTCL\!KGFVPSDIAVEH

Rt
hiSt

ocacmumccmccccammnmmmmmmmmmmmummmmmcacmmcmnocw €360
ESNGOPEN"VKTTPPVLOSDGSFFLYSKLTVDKSRHOOQN
- i3y
CGTCTITCT CATOC TOOGT GATG CATGAGHL T TG CACAA CCACT ACACG CAGAA GAGCC TCTCCCTGTC TCCRGGTARATGEA 6442
VF S C SV HHERLHENBUKTYTODODIKS SETLSLST®PGR

FIGURE 9D

Light Chain (human Ck) (SEQ XD NO. 28)
MDMRVSAQLLGLLLLWLSGARCDIQMTQSPSSLSASIGDRVTITCKASQD
INSYLSWFQQKPGKAPKLLIYRANRLYVDGVPSRFSGSGSGTDYTLTISSLQ
PEDFAVYYCLQYDEFPYTFGGGTKLEIKRTVAAPS VFIFPPSDEQLKSGT
ASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLS
STLTLSKADYEKHKVYACEVTHQGLSSPVIKSFNRGEC
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FIGURE SE

(SEQ ID NO. 27)
ATGGACATGAGGGTCTCTGCTCAGCTCCTGGGGCTCCTGCTGCTCTGG
CTCTCAGGGGCCAGGTGTGACATCCAGATGACACAGTCTCCATCTTCC
CTGTCTGCATCTATAGGAGACAGAGTCACTATCACTTGCAAGGCGAGT
CAGGACATTAATAGCTATTTAAGCTGGTTCCAGCAGAAACCAGGGAA
AGCTCCTAAGCTGCTGATCTATCGTGCAAACAGATTGGTAGATGGGGT
TCCATCAAGGTTCAGTGGCAGTGGATCTGGGACAGATTATACTCTCAC
CATCAGCAGCCTGCAGCCTGAAGATTTCGCAGTTITATTATTIGTCTACA
GTATGATGAGTTTCCGTACACGTTCGGAGGGGGGACCAAGCTGGAAAT
AAAACGTACGGTGGCTGCACCATCTGTCITCATCTICCCGCCATCTGAT
GAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAAC
TTCTATCCCAGAGAGGCCAAAGTACAGTGGAAGGTGGATAACGCCCTC
CAATCGGGTAACTCC CAGGAGAGTGTCACAGAGCAGGACAGCAAGGA
CAGCACCTACAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACT « -~
ACGAGAAACACAAAGTCTACGCCTGCGAAGTCACCCATCAGGGCCTG
AGCTCGCCCGTCACAAAGAGCTTCAACAGGGGAGAGTGTITAG
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FIGURE 9F: A schematic representation of the light chain of antibody
hB7V3V2-hGl.
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FIGURY 10A

hB7V3V2-hG2G4
_‘Heavy chain (SEQ ID NO. 13)

MGWSRIFLFLLSTTAGVHCQVQIQQSGSELKKPGASVKISCKASGYSFTDY
[ILWVRONPGKGLEWIGHIDPY YGSSNYNLKFKGRVTITADQSTTITAYME
LSSLRSEDTAVY YCGRSKRDYFDYWGQGTTLTVSSASTKGPSVFPLAPC
SRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHIFPAVLQSSGL
YSLSSVVTVPSSNFGTQTYTCNVDHKPSNTKVDKTVERKCCVECPPCP
APPVAGPSVFLEFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYY
DGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSN
KGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFY
PSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEG
NVFSCSVMHEALHNHYTQKSLSLSLGK




19/52

FIGURE 10B

(SEQ ID NO. 43) (genomic sequence hG2G4)
CCACCAGACATAATAGCTGACAGACTAACAGACTGTTCCTTTCCATGGGTCTTTTCTGCAGTCA
CCGTCCTTGACACGAAGCTTGCCGECCACCATGGEGGATGGAGCCGGATCTTTCTCTTCCTCCTGTC
AATAATTGCAGGTGTCCATTGCCAGGTCCAGCTGCAACAGTCTGGATCTGAGCTGAAGAAGCCT
GGGGCTTCAGTGAAGATCTCCTGCAAGGCTTCTGGTTATTCATTCACTGACTACATCATACTCT
GGGTGAGGCAGAACCCTGCGAAAGGGCCTTGAGTGGATTGCGACATATTGATCCTTACTATGGTAG
TTCTAACTACAATCTGAAATTCAAGGGCAGAGTGACAATCACCGCCGACCAGTCTACCACCACA
GCCTACATGGAGCTCTCCAGTCTGAGATCTGAGGACACTGCAGTCTATTACTGTGGAAGATCTA
AGAGGGACTACTTTGACTACTGGGGECCAAGGCACCACTCTCACAGTTTCCTCAGCCTCCACCAA
GGGCCCATCCGTCTTCCCCCTGECGCCCTGCTCCAGGAGCACCTCCGAGAGCACAGCCGCCCTG
GGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGA
CCAGCGGCGTGCACACCTTCCCGGCTETCCTACAGTCCTCAGGACTCTACTCCCTCAGCAGCGT
GGTGACCGTGCCCTCCAGCAACTTCGGCACCCAGACCTACACCTGCAACGTAGATCACAAGCCC
AGCAACACCAAGGTGGACAAGACAGTTGGTGAGAGGCCAGCTCAGGGAGGGAGGGTGTCTGCTG
GAAGCCAGGCTCAGCCCTCCTGCCTGGACGCACCCCGGCTGTGCAGCCCCAGCCCAGGGCAGCA
AGGCAGGCCCCATCTGTCTCCTCACCCGGAGGCCTCTGCCCGCCCCACTCATGCTCAGGGAGAG
GGTCTTCTGGCTTTTTCCACCAGGCTCCAGGCAGGCACAGGCTGGGTGCCCCTACCCCAGGCCC
TTCACACACAGGGGECAGETGCTTGGCTCAGACCTGCCAAAAGCCATATCCGGGAGGACCCTGCC
CCTGACCTAAGCCGACCCCAAAGGCCAAACTGTCCACTCCCTCAGCTCGGACACCTTCTCTCCT
CCCAGATCCGAGTAACTCCCAATCTTCTCTCTGCAGAGCGCAAATGTTGTGTCGAGTGCCCACC
GTGCCCAGGTAAGCCAGCCCAGGCCTCGCCCTCCAGCTCAAGGCGGGACAGGTGCCCTAGAGTA
GCCTGCATCCAGGGACAGGECCCCAGCTGEGGETGCTGACACGTCCACCTCCATCTCTTCCTCAGCA
CCACCTGTGGCAGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCT
CCCGGACCCCTCAGGTCACGTGCCTGETEGTGGACGTGAGCCAGGAAGACCCCGAGGTCCAGTT
CAACTGGTACGTGGATGGCGTGGAGGTGCATAATGCCAAGACAAAGCCGCGGGAGGAGCAGTTC
AACAGCACGTACCETETEGTCAGCGTCCTCACCETCCTGCACCAGGACTGGCTGAACGGCAAGG
AGTACAAGTGCAAGGTCTCCAACAAAGGCCTCCCGTCCTCCATCGAGAAAACCATCTCCAAAGC
CAAAGGTGGGACCCACGGGETCCGAGGGCCACATGGACAGAGGTCAGCTCGGCCCACCCTCTGC
CCTGGGAGTGACCGCTGTGCCAACCTCTGTCCCTACAGGGCAGCCCCGAGAGCCACAGGTGTAC
ACCCTGCCCCCATCCCAGGAGGAGATGACCAAGAACCAGGTCAGCCTGACCTGCCTGGTCAAAG
GCTTCTACCCCAGCGACATCGCCGTGGAGTGGCAGAGCAATGGGCAGCCGGAGAACAACTACAA
GACCACGCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTCTACAGCAGGCTAACCGTGGAC
AAGAGCAGGTGGCAGGAGGGGAATGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACC
ACTACACACAGAAGAGCCTCTCCCTGTCTCTGGGTAAATGATGAGAATTCATTGATCATAATCA
GCCATACCACATTTGTAGAGGTTTTACTTGCTTTAAAAAACCTCCCAC
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FIGURE 10C: A schematic representation of the heavy chain of antibody
hB7V3V2-hG2G4.
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FIGURE 10D

Light Chain (human Ck) (SEQ ID NO. 28)
MDMRVSAQLLGLILLWISGARCDIQOMTQSPSSLSASIGDRVTITCKASQD
INSYLSWFQQKPGKAPKILIYRANRLVDGVPSRFSGSGSGTDYTLTISSLQ
PEDFAVYYCLQYDEFPYTFGGGTKLEIKRTVAAPSVFIFPPSDEQLKSGT
ASVVCLLNNFYPREAKVQWEKVDNALQSGNSQESVTEQDSKDSTYSLS
STLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

FIGURE 10E

(SEQ XD NO. 27)
ATGGACATGAGGGTCTCTGCTCAGCTCCTGGGGCTCCTGCTGCTCTGG
CTCTCAGGGGCCAGGTGTGACATCCAGATGACACAGTCTCCATCTTCC
CTGTCTGCATCTATAGGAGACAGAGTCACTATCACTTGCAAGGCGAGT
CAGGACATTAATAGCTATTTAAGCTGGTTCCAGCAGAAACCAGGGAA
AGCTCCTAAGCTGCTGATCTATCGTGCAAACAGATTGGTAGATGGGGT
TCCATCAAGGTTCAGTGGCAGTGGATCTGGGACAGATTATACTCTCAC
CATCAGCAGCCTGCAGCCTGAAGATTTCGCAGTTTATTATTGTCTACA
GTATGATGAGTTTCCGTACACGTTCGGAGGGGGGACCAAGCTGGAAAT
AAAACGTACGGTGGCTGCACCATCTGTCTTCATCTTCCCGCCATCTGAT
GAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAAC
TTCTATCCCAGAGAGGCCAAAGTACAGTGGAAGGTGGATAACGCCCTC
CAATCGGGTAACTCCCAGGAGAGTGTCACAGAGCAGGACAGCAAGGA.
CAGCACCTACAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACT
ACGAGAAACACAAAGTCTACGCCTGCGAAGTCACCCATCAGGGCCTG
AGCTCGCCCGTCACAAAGAGCTTCAACAGGGGAGAGIGTITAG
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FIGURE 10F: A schematic representation of the light chain of antibody
hB7V3V2-hG2G4.
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FIGURE 11A

chC2aB7-hG2G4
Heavy chain (SEQ ID NO. 15)

MGWSCIHLFLVATATGVHSLEVQLQQSGPELVKPGASLKMSCKASGYSFT
DYDOLWVKQNHGKSLEWIGHIDPYYGSSNYNLKFK GKATLTVDKSSSTAY
MQLNSLTSEDSAVYYCGRSKRDYFDYWGQGTTLTVSSASTKGPSVFPLA
PCSRSTSESTAALGCLVKDYFPEPVIVSWNSGALTSGYVHTFPAVLQSS
GLYSLSSVVTVPSSNFGTQTYTCNVDHKPSNTKVDKIVERKCCVECP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFN
WYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKC
KVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTIKNQVSLTCLY
KGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSR
WQEGNVFSCSVMHEALHNHYTQKSLSLSLGK
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FIGURE 11B

(SEQ ID NO. 14) (genomic sequence hG2G4)
ATGGGATGGAGCTGTATCATCCTCTTCTTGGTAGCAACAGCTACAGGTGTCCACTCCCTCGAG
GTCCAGCTGCAACAGTCTGGACCTAAGCTGGTGAAGCCTGGGGCTTCACTGAAGATGTCCTGC
AAGGCTTCTGGTTATTCATTCACTGACTACATCATACTCTGG GTGAAGCAGAACCATGGAAAG
AGCCTITGAGTGGATTG GACA.TATI’GATCC:FI‘ ACTATGGTAGTTCTAACTACAATCTGAAATTCA
AGGGCAAGGCCACATTGACT! GTAGACAAATCTTCCAGCACAGCCTACATGCAGCTCAACAGT
CTGACATCTGAGGACTCTGCAGTCTATTACTGTGGAAGATCTAAGAGGGACTACTTTGACTAC
TGGGGCCAAGGCACCACTCTCACAGTTTCCTCAGCCTCCACCAAGGGCCCATCCGTCTICCCE
CTGGCGCCCTGCTCCAGGAGCACCTCCGAGAGCACAGCCGCCCTGGGCTGCCTGGTCAAGGA
CTACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACAC
CTTCCCGGCTGTCCTACAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCC
AGCAACTTCGGCACCCAGACCTACACCTGCAACGTAGATCACAAGCCCAGCAACACCAAGGT
GGACAAGACAGTTGGTGAGAGGCCAGCT CAGGGAGGGAGGGTGTCI‘ GCTGGAAGCCAGGCTC
AGCCCTCCTGOCTGGACGCACCCCGGCTGTGCAGCCCCAGLCCAGGGCA GCAAGGCAGGCCC
CATCTGTCTCCTCACCCGGAGGCCTCTGCCCGCCCCACTCATGCTCAGGGAGAGGGTYCTTCTG
GCTTTTTCCACCAGGCTCCAGGCAGGCACAGGCTGGGTGCCCCTACCCCAGGCCCTTCACACA
CAGGGGCAGGTGCTTGGCTCAGACCTGCCAAAAGCCATATCCGGGAGGACCCTGCCCCTGAC
CTAAGCCGACCCCAAAGGCCAAACTGTCCACTCCCTCAGCTCGGACACCTTCTCTICCTCCCAG
ATCCGAGTAACTCCCAATCTTCTCTCTGCAGAGCGCAAATGTTGTGTCGAGTGCCCACCGTGC
CCAGGTAAGCCAGCCCAGGCCTCGCCCTCCAGCTCAAGGCGGGACAGGTGCCCTAGAGTAGC
CTGCATCCAGGGACAGGCCCCAGCTGGGTGCTGACACGTCCACCTCCATCTCTTCCTCAGCAC
CACCTGTGGCAGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCT
CCCGGACCCCTGAGGTCACGTGCGTGGTGGTGGACGTGAGCCAGGAAGACCCCGAGGTCCAG
TTCAACTGGTACGTGGATGGCGTGGAGGTGCATAATGCCAAGACAAAGCCGCGGGAGGAGCA
GTTCAACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAACGG
CAAGGAGTACAAGTGCAAGGTCTCCAACAAAGGCCTCCCGTCCTCCATCGAGAAAACCATCT
CCAAAGCCAAAGGTGGGACCCACGGGGTGCGAGGGCCACATGGACAGAGGTCAGCTCGGCCC
ACCCTCTGCCCTGGGAGTGACCGCTGTGCCAACCTCTGTCCCTACAGGGCAGCCCCGAGAGCC
ACAGGTGTACACCCTGCCCCCATCCCAGGAGGAGATGACCAAGAACCAGGTCAGCCTGACCT
GCCTGGTCAAAGGCTTCTACCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCG
GAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGCTCCITCTTCCTCTACAGE
AGGCTAACCGTGGACAAGAGCAGGTGGCAGGAGGGGAATGTCTTCTCATGCTCCGTGATGCA
TGAGGCTCTGCACAACCACTACACACAGAAGAGCCTCTCCCTGTCTCTGGGTAAATGA
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FIGURE 11C: A schematic representation of the heavy chain of antibody
chC2aB7-hG2G4 (amino acids 1-337).
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FIGURE 11D
Light Chain (human Ck) (SEQ ID NO. 24)

MGWSCILFLVATATGVHSRDIQMTQSPSSMYASLGERVTITCKASQDINS
YLSWFQQKPGKSPKTLIYRANRLVDGVPSRFSGSGSGQDYSLTISSLEYED
MGIYYCLQYDEFPYTFGGGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASY
VCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTL
TLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

FIGURE 11E

(SEQ ID NO. 23)
ATGGGATGGAGCTGTATCATCCTCTTCTTGGTAGCAACAGCTACAGGT
GTCCACTCTAGAGACATCCAGATGACACAGTCTCCATCTTCCATGTAT
GCATCTCTAGGAGAGAGAGTCACTATCACTTGCAAGGCGAGTCAGGA
CATTAATAGCTATITAAGCTGGTTCCAGCAGAAACCAGGGAAATCTCC
TAAGACCCTGATCTATCGTGCAAACAGATTGGTAGATGGGGTTCCATC
AAGGTTCAGTGGCAGTGGATCTGGGCAAGATTATTCTCTCACCATCAG
CAGCCTGGAGTATGAAGATATGGGAATTTATTATTGTCTACAGTATGA
TGAGTTTCCGTACACGTTCGGAGGGGGGACCAAGCTGGAAATAAAAC
GGACTGTGGCTGCACCATCTGTICTTCATCTTCCCGCCATCTGATGAGCA
GTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTAT
CCCAGAGAGGCCAAAGTACAGTGGAAGGTGGATAACGCCCTCCAATC
GGGTAACTCCCAGGAGAGTGTCACAGAGCAGGACAGCAAGGACAGCA
CCTACAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAG
AAACACAAAGTCTACGCCTGCGAAGTCACCCATCAGGGCCTGAGCTC
GCCCGTCACAAAGAGCTTCAACAGGGGAGAGTGTTAA
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FIGURE 11F: A schematic representation of the light chain of antibody

chC2aB7-hG2G4.
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FIGURE 124

hB7Y3V2-¢G2G4
Heavy Chain (SEQ ID NO. 13)

MGWSRIFLFLLSIIAGVHCQVQLQQSGSELKKPGASVKISCKASGYSFTIDY
HNLWVRQNPGKGLEWIGHIDPYYGSSNYNLKFKGRVTITADQSTTTAYME
LSSLRSEDTAVYYCGRSKRDYFDYWGQGTTLTVSSASTKGPSVFPLAPC
SRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGL
YSLSSVVTVPSSNFGTQTYTCNVDHKPSNTKVDKTVERKCCVECPPCP
APPYVAGPSVFLFPPKPKDTLMISRTPEVICVVVDVSQEDPEVQENWYV
DGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSN
KGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFY
FSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEG
NVFSCSYMHEALHNHYTQKSLSLSLGK
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FIGURE 12B

(SEQ ID NO. 16) (cDNA G2G4)
ATGGGATGGAGCCGGATCTTTCTCTTCCTCCTGTCAATAATTGCAGGTG
TCCATTGCCAGGTCCAGCTGCAACAGTCTGGATCTGAGCTGAAGAAGC '
CTGGGGCTTCAGTGAAGATCTCCTGCAAGGCTTCTGGTTATTCATTCAC
TGACTACATCATACTCTGGGTGAGGCAGAACCCTGGAAAGGGCCTTGA
GTGGATTGGACATATTGATCCTTACTATGGTAGTTCTAACTACAATCTG
AAATTCAAGGGCAGAGTGACAATCACCGCCGACCAGTCTACCACCAC
AGCCTACATGGAGCTCTCCAGTCTGAGATCTGAGGACACTGCAGTCTA
TTACTGTGGAAGATCTAAGAGGGACTACTTITGACTACTGGGGCCAAGG
CACCACTCTCACAGTTTCCTCAGCCTCCACCAAGGGCCCATCCGTCTTC
CCCOTGGCGCCCTGCTCCAGGAGCACCTCCGAGAGCACAGCCGCCCTG
GGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGTGACGGTGTCGTGG
AACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTCCCGGCTGTCCTA
CAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCC
AGCAACTTCGGCACCCAGACCTACACCTGCAACGTAGATCACAAGCCC
AGCAACACCAAGGTGGACAAGACAGTITGAGCGCAAATGTTGTGTCGA
GTGCCCACCGTGCCCAGCACCACCTGTGGCAGGACCGTCAGTICTTCCT
CTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGA
GGTCACGTGCGTGGTGGTGGACGTGAGCCAGGAAGACCCCGAGGTCC
AGTTCAACTGGTACGTGGATGGCGTGGAGGTGCATAATGCCAAGACA
AAGCCGCGGGAGGAGCAGTTCAACAGCACGTACCGTGTGGTCAGCGT
CCTCACCGTCCTGCACCAGGACTGGCTGAACGGCAAGGAGTACAAGT
GCAAGGTCTCCAACAAAGGCCTCCCGTCCTCCATCGAGAAAACCATCT
CCAAAGCCAAAGGGCAGCCCCGAGAGCCACAGGTGTACACCCTGCCC
CCATCCCAGGAGGAGATGACCAAGAACCAGGTCAGCCTGACCTGCCT
GGTCAAAGGCTTCTACCCCAGCGACATCGCCGTGGAGTGGGAGAGCA
ATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGAC
TCCGACGGCTCCTTCTTCCTCTACAGCAGGCTAACCGTGGACAAGAGC
AGGTGGCAGGAGGGGAATGTCTTCTCATGCTCCGTGATGCATGAGGCT
CTGCACAACCACTACACACAGAAGAGCC’I‘CTCCCTGTCTCTGGGTAA{\
TGATG
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FIGURE 12C: A schematic representation of the heavy chain of antibody
hB7V3V2-cG2G4.
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FIGURE 12D

Light Chain (human Ck) (SEQ ID NO. 28)

MDMRVSAQLLGLLLI WLSGARCDIQMTQSPSSLSASIGDRVTITCKASQD
INSYLSWFQQKPGKAPKLLIYRANRLVDGVPSRFSGSGSGTDYTLTISSLQ
PEDFAVYYCLQYDEFPYTFGGGTKLEIKRTVAAPSVFIFPPSDEQLKSGY
ASVYCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLS
STLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

FIGURE 12F

(SEQ ID NO. 27)
ATGGACATGAGGGTCTCTGCTCAGCTCCTGGGGCTCCTGCTGCTCTGG
CTCTCAGGGGCCAGGTGTGACATCCAGATGACACAGTCTCCATCITCE
CTGTCTGCATCTATAGGAGACAGAGTCACTATCACTTGCAAGGCGAGT
CAGGACATTAATAGCTATTTAAGCTGGTTCCAGCAGAAACCAGGGAA
AGCTCCTAAGCTGCTGATCTATCGTGCAAACAGATTGGTAGATGGGGT
TCCATCAAGGTTCAGTGGCAGTGGATCTGGGACAGATTATACTCTCAC
CATCAGCAGCCTGCAGCCTGAAGATTTCGCAGTTTATTATTGTCTACA
GTATGATGAGTTTCCGTACACGTTCGGAGGGGGGACCAAGCTGGAAAT
AAAACGTACGGTGGCTGCACCATCTGTCTTCATCTTCCCGCCATCTGAT
GAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAAC
TTCTATCCCAGAGAGGCCAAAGTACAGTGGAAGGTGGATAACGCCCTC
CAATCGGGTAACTCCCAGGAGAGTGTCACAGAGCAGGACAGCAAGGA
CAGCACCTACAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACT
ACGAGAAACACAAAGTCTACGCCTGCGAAGTCACCCATCAGGGCCTG
AGCTCGCCCGTCACAAAGAGCTTCAACAGGGGAGAGTGTITAG
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FIGURE 12F: A schematic representation of the light chain of antibody

hB7V3V2-cG2GA4.
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FIGURE 13A

ChC7-hG2G4
Heavy chain (genomic sequence hG2G4) (SEQ ID NO. 18)

MGWSCHLFLVATATGVHSLEVQLQQSGPELEKPGASVKISCKASGYSFTG
YNMNWVKQSSGKSLEWIGNFDPY YGVITYNQKFKGKATLTVDKSSSTAY
MQLKSLTSEDSAVYYCARTATALYTMDY WGQGTSVTVSSASTKGPSVF
PLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTIPAVL
QSSGLYSLSSVVTIVPSSNFGTQTYTCNVDHKPSNTKVDKTVERKCCVE
CPPCPGKPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVS QEDP
EVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNG
KEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVS
LTCLVKGIYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTV
DKSRWQEGNVYFSCSYMHEALHNHYTQKSLSLSLGK
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FIGURE 13B

(SEQ ID NO. 17)
ATGGGATGGAGCTGTATCATCCTCTITCTITGGTAGCAACAGCTACAGGTGTCCACTCCCTCGAG
GTCCAACTGCAGCAGTCTGGACCTGAGCTGGAGAAGCCTGGCGCTTCA GTG AAGATATCCTGC
AAGGCTTCTGGTTACTCATTCACTGGCTACAACATGAACTGGGTGAAGCAGAGCAGTGGAAA
GAGCCTTGAGTGGATTGGAAATTTITGATCCTTACTATGGTGTTATTACCTACAACCAGAAGTTC
AAGGGCAAGGCCACATTGACTGTAGACAAATCCTCCAGCACAGCCTACATGCAGCTCAAGAG
CCTGACATCTGAGGACTCTGCAGTCTATTACTGTGCAAGAACGGCTACGGCTCTCTATACTAT
GGACTACTGGGGTCAAGGAACCTCAGTCACCGTCTCCTCAGCCTCCACCAAGGGCCCATCCGT
CTTCCCCCTGGCGCCCTGCTCCAGGAGCACCTCCGAGAGCACAGCCGCCCTGGGCTGCCTGGT
CAAGGACTACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGGCG
TGCACACCTITCCCGGCTGTCCTACAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGT
GCCCTCCAGCAACTTCGGCACCCAGACCTACACCTGCAACGTAGATCACAAGCCCAGCAACA
CCAAGGTG GACA.AG_ACAG’I'I‘G GTGAGAGGCCAGCTCAGGGAGGGAGGGTGTCTGCTGGAAGC
CAGGCTCAGCCCTCCTGCCTGGACGCACCCCGGCTGTGCAGCCCCAG CCCAGGGCAGCAAGG
CAGGCCCCATCTGTCTCCTCACCCGGAGGCCTCTGCCCGCCCCACTCATGCTCAGGGAGAGGG
TCTTCTGGCTTTITCCACCAGGCTCCAGGCAGGCACAGGCT GGGTGCCCCT ACCCCAGGCCCTT
CACACACAGGGGCAGGTGCTITGGCTCAGACCTGCCAAAAGCCATATCCGGGAGGACCCTGCC
CCTGACCTAAGCCGACCCCAAAGGCCAAACYTGTCCACTCCCTCAGCTCGGACACCTTCTCTCC
TCCCAGATCCGAGTAACTCCCAATCTTCTCTCTGCAGAGCGCAAATGTTGTGTCGAGTGCCCA
CCGTGCCCAGGTAAGCCAGCCCAGGCCTCGCCCTCCAGCTCAAGGCGGGACAGGTGCCCTAG
AGTAGCCTGCATCCAGGGACAGGCCCCAGCTGGGTGCTGACACGTCCACCTCCATCTCTTCCT
CAGCACCACCTGTGGCAGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCA
TGATCTCCCGGACCCCTGAGGTCACGTGCGTGGTGGTGGACGTGAGCCAGGAAGACCCCGAG
GTCCAGTTCAACTGGTACGTGGATGGCGTGGAGGTGCATAATGCCAAGACAAAGCCGCGGGA
GGAGCAGTTCAACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCT
GAACGGCAAGGAGTACAAGTGCAAGGTCTCCAACAAAGGCCTCCCGTCCTCCATCGAGAAAA
CCATCTCCAAAGCCAAAGGTGGGACCCACGGGGTGCGAGGGCCACATGGACAGAGGTCAGCT
CGGCCCACCCTCTGCCCTGGGAGTGACCGCTGTGCCAACCTCTGTCCCTACAGGGCAGCCCCG
AGAGCCACAGGTGTACACCCTGCCCCCATCCCAGGAGGAGATGACCAAGAACCAGGTCAGCC
TGACCTGCCTGGTCAAAGGCTTCTACCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGG
CAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGCTCCTTCITCCTC
TACAGCAGGCTAACCGTGGACAAGAGCAGGTGGCAGGAGGGGAATGTCTTCTCATGCTCCGT

GATGCATGAGGCTCTGCACAACCACTACACACAGAAGAGCCTCTCCCTGTCTCTGGGTAAATG
A
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FIGURE 13C
Light Chain (human Ck) (SEQ TD NO. 30)

MGWSCIOLFLVATATGVHSREIVLTQSPAIMSASPGEKVTMTCRASSSVSS
SYLHWYQQKSGASPKLWIYSTSNLASGVPARFSGSGSGTSYSLTISSVEAE .
DAATYYCQQYSGYPLTFGSGTKLEIKRTVAAPSVFIFPPSDEQLKSGTAS
VVYCLLNNFYPREAKYQWXKVDNALQSGNSQESVITEQDSKDSTYSLSST
LTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

TIGURE 13D

(SEQ ID NO. 29)
ATGGGATGGAGCTGTATCATCCTCTTCTTGGTAGCAACAGCTACAGGT
GTCCACTCTAGAGAAATTGTGCTCACCCAGTCTCCAGCAATCATGTCT
GCATCTCCAGGGGAAAAGGTCACCATGACCTGCAGGGCCAGCTCAAG
TGTAAGTTCCAGTTACTTGCACTGGTACCAGCAGAAGTCAGGTGCCTC
CCCCAAACTCTGGATTTATAGCACATCCAACTTGGCTTCTGGAGTCCCT
GCTCGCTTCAGTGGCAGTGGGTCTGGGACCTCTTACTCTCTCACAATCA
GCAGTGTGGAGGCTGAAGATGCTGCCACTTATTACTGCCAGCAGTACA
GTGGTTACCCACTCACGTTCGGCTCGGGGACAAAGTTIGGAAATAAAAC
GGACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCCATCCGATGAGC
AGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTA
TCCCAGAGAGGCCAAAGTACAGTGGAAGGTGGATAACGCCCTCCAAT
CGGGTAACTCCCAGGAGAGTGTCACAGAGCAGGACAGCAAGGACAGC
ACCTACAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGA
GAAACACAAAGTCTACGCCTGCGAAGTCACCCATCAGGGCCTGAGCT
CGCCCGTCACAAAGAGCTTCAACAGGGGAGAGYGTTAA
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FIGURE 14A

D1B5-hG1
Heavy Chain (SEQ ID NO. 20)

MGWSCIT FIVATAT Q:‘_NHSLEVQLQQPGAELVRSGASVKLSCKASGFNIK
DYYIHWVKQRPEQGLEWIGWIDPEIGATKY VPKF QGKATMTTDTSSNTA
YLQLSSLTSEDTAVYYCN. ALYGNYDRYYAMDYWGQGTSVTVSSASTKG
PSVFPLAPSSKSTSGGTAALGCLYVKDYFPEPVTVSWNSGALTSGVHTF
PAVLQSSGLYSLSSVVTVPSSSLGTQTYICNYNHKPSNTKVDKRVEPKS
CDKTHTCPPCPAPELLGGPSYVFLFPPKPKDTLMISRITPEVICVVVDVS
HEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQD
WLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMT
KNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTITPPVLDSDGSFFLY
SKLTVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPGK
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FIGURE 14B

(SEQ ID NO. 19) (genomic sequence hG1 constant region)
ATGGGATGGAGCIGTATCATCCTCTTCTTGGTAGCAACAGCTACAGGTGTCCACTCCCTCGAG
GTCCAACTGCAGCAGCCTGGGGCAGAGCTTGTGAGGTCAGGGGCCTCAGTCAAGTTGTCCTGC
AAAGCTTCTGGCTTCAACATTAAAGACTACTATATACACT dGGTGAAG CAGAGGCCTGAACA
GGGCCTGGAGTGGATTGGATGGATTGATCCTGAGATTGGTGCTACTAAATATGTCCCGAAGTY
CCAGGGCAAGGCCACTATGACTACAGACACATCCTCCAACACAGCCTACCTGCAGCTCAGCA
GCCTGACATCTGAGGACACTGCCGTCTATTACTGTAATGCCCTCTATGGTAACTACGACCGTT
ACTATGCTATGGACTACTGGGGTCAAGGAACCTCAGTCACCGTCTCCTCAGCCTCCACCAAGG
GCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGCGGCACAGCGGCCCTGG
GCTGCCTGGTCAAGGACTACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGA
CCAGCGGCGTGCACACCTTCCCGGCTGTCCTACAGTCCTCAGGACTCTACTCCCTCAGCAGCG
TGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACATCTGCAACGTGAATCACAAGC
CCAGCAACACCAAGGTGGACAAGAGAGTTGGTGAGAGGCCAGCACAGGGAGGGAGGGTGTC
TGCTGGAAGCCAGGCTCAGCGCTCCTGCCTGGACGCATCCCGGCTATGCAGTCCCAGTCCAGG
GCAGCAAGGCAGGCCCCGTCTGCCTCTTCACCCGGAGGCCTCTGCCCGCCCCACTCATGCTCA
GGGAGAGGGTCTTICTGGCTITTTCCCCAGGCTCTGGGCAGGCACAGGCTAGGTGCCCCTAACC
CAGGCCCTGCACACAAAGGGGCAGGTGCTGGGCTCAGACCTGCCAAGAGCCATATCCGGGAG
GACCCTGCCCCTGACCTAAGCCCACCCCAAMAGGCCAAACTCTICCACTCCCTCAGCTCG G_ACAC
CTTCTCTCCTCCCAGATTCCAGTAACTCCCAATCETTCTCTCTGCAGAGCCCAAATCTTGTGACA
AAACT! CACACATGCCCACCGTGCCCAGGTAAGCCAGCCCA:GGCCI‘ CGCCCTCCAGCTCAAGGC
GGGACAGGTGCCCTAGAGTAGCCTGCATCCAGGGACAGGCCCCAGCCGGGTGCTGACACGTC
CACCTCCATCTICITCCTCAGCACCTGAACTCCTGGGGGGACCGTCAGTCTTCCTCTTCCCCCCA
AAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGTGGTGGACGTG
AGCCACGAAGACCCTGAGGTCAAGTTCAACTG GTACGTGéACG GCGTGGAGG’II‘GCATAATGC
CAAGACAAAGCCGCGGGAGGAGCAGTACAACAGCACGTACCGTGTGGTCAGCGTCCTCACCG
TCCTGCACCAGGACTGGCTGAATGGCAAGGAGTACAAGTGCAAGGTCTCCAACAAAGCCCTC
CCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGTGGGACCCGTGGGGTGCGAGGGCC
ACATGGACAGAGGCCGGCTCGGCCCACCCTCTGCCCTGAGAGTGACCGCTGTACCAACCTCTG
TCCCTACAGGGCAGCCCCGAGAACCACAGG"'TGTACACCCT GCCCCCATCCCGGGAGGAGATG
ACCAAGAACCAGGTCAGCCTGACCTGCCTGGTCAAAGGCTTCTATCCCAGCGACATCGCCGTG
GAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTC
CGACGGCTCCTTCTTCCTCTATAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGA
ACGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCT
CCCTGTCCCCGGGTAAATGA
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FIGURE 14C: A schematic representation of the heavy chain of antibody
DIB5-hG1.
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FIGURE 14D

Light chain (buman Ck) (SEQ ID NO. 32)
MGWSCHLFLVATATGVHSRDIVMTQSQKF MSTSVGDRVSITCKASQNVR
TAVAWYQQKPGQSPKALIY LASNRHTGVPDRFTGSGSGTDFTLTISNY Qs
EDLADYFCLQHWNYPLTFGAGTKLELKRTVAAPSVFIFPPSDEQLKSGT
ASVVCLLNNFYPREAKV QWKVDNALQSGNSQESVTEQDSKDSTYSLS
NTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
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FIGURE 14K
(SEQ ID NO. 31)

ATGGGATGGAGCTGTATCATCCTCTTCTTGGTAGCAACAGCTACAGGT
GTCCACTCTAGAGACATTGTGATGACCCAGTCTCAAAAATTCATGTCC
ACATCAGTAGGAGACAGGGTCAGCATCACCTGCAAGGCCAGTCAGAA
TGTICGTACTGCTGTAGCCTGGTATCAACAGAAACCAGGGCAGTCTCC
TAAAGCACTGATTTACTTGGCATCCAACCGGCACACTGGAGTCCCTGA
TCGCTTCACAGGCAGTGGATCTGGGACAGATTTCACTCTCACCATTAG
CAATGTGCAATCTGAAGACCTGGCAGATTATTTCYGTCTGCAACATTG
GAATTATCCTCTCACGTTCGGTGCTGGGACCAAGCTGGAGCTGAAACG
GACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAG
TTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTATC
CCAGAGAGGCCAAAGTACAGTGGAAGGTGGATAACGCCCTCCAATCG
GGTAACTCCCAGGAGAGTGTCACAGAGCAGGACAGCAAGGACAGCAC
CTACAGCCTCAGCAACACCCTGACGCTGAGCAAAGCAGACTACGAGA
AACACAAAGTCTACGCCTGCGAAGTCACCCATCAGGGCCTGAGCTCGC
CCGTCACAAAGAGCTTCAACAGGGGAGAGTGTTAA

FIGURE 14F: A schematic representation of the light chain of auntibody
D1B5-hGI.
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FIGURE 15A

G2G4 63L1D
Heavy chain (SEQ ID NO. 22)

MGWSCILFLVATATGVHSQMQLVQS GAEVKKPGSSVKVSCKASGGTFS
NYATSWVRQAPGQGLEWLGGIIPVFGTANYAQKFQGRVTITADESTSTAY
MELNSLTFDDTAVYYCARGGGGWGGRNYYYYYYMDVWGKGTTVTVSS
ASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTS

. GVHTFPAVLQSSGLYSLSSVVTVPSSNFGTQTYTCNVDHKPSNTKVDXK
TYERKCCVECPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSQEDPEVQ FNWYVDGVEVHNAKTICPREEQFNSTYRVVSVL’I‘V LHQ
DPWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEM
TKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSRLTVDKSRWQEGNVFSCSYMHEALHNHYTQKSLSLSLGK
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FIGURE 15B

(SEQ ID NO, 21) (genomic sequence hG2G4) )
ATGGGATGGAGCTGTATCATCCTCTTCTTGGTAGCAACAGCTACAGGTGTCCACTCCCAGATG
CAGCTGGTGCAGTCTGGGGCTGAGGTGAAGAAGCCTGGGTCCTCGGTGAAGGTCTCCTGCAA
GGCCTCTGGAGGCACCTTCAGCAACTATGCTACCAGTIGGGTGCGACAGGCCCCTGGACAAG
GTCTTGAGTGGCTGGGAGGGATCATCCCCGTCTTCGGTACTGCAAACTACGCACAGAAGTTTC
AQGGCAGAGTCACCATTACCGCGGACGAGTCCACGAGCACAGCCTACATGGAGTTGAATAGT
CTGACATTTGACGACACGGCCGTCTATTACT GTGCGAGACGGGGTGGGG GATGGGGAGGCCG
GAACTACTACTACTACTACTACATGGACGTCTGGGGCAAAGGGACCACTGTCACCGTCTCCTC
AGCCTCCACCAAGGGCCCATCCGTCTTCCCCCTGGCGCCCTGCTCCAGGAGCACCTCCGAGAG
CACAGCCGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGTGACGGTGTCGTGGAA
CTCAGGCGCCCTGACCAGCGGCGTGCACACCTTCCCGGCTGTCCTACAGTCCTCAGGACTCTA
CTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAACTTCGGCACCCAGACCTACACCTGCAA
CGTAGATCACAAGCCCAGCAACACCAAGGTGGACAAGACAGTTGGTGAGAGGCCAGCTCAGG
GAGGGAGGGTGTCTGCTGGAAGCCAGGCTCAGLLCTICLIUCCTGGACGCACCCCGGCTGTGC
AGCCCCAGCCCAGGGCAGCAAGGCAGGCCCCATCTGTCTCCTCACCCGGAGGCCTICTGCCCGL
CCCACTCATGCTCAGGGAGAGGGTCTTCTGGCTTTITCCACCAGGCTCCAGGCAGGCACAGGC
TGGGTGCCCCTACCCCAGGCCCTTCACACACAGGGGCAGGTGCTTGGCTCAGACCTGCCAAAA
GCCATATCCGGGAGGACCCTGCCCCTGACCTAAGCCGACCCCAAAGGCCAAACTGTCCACTCC
CTCAGCTCGGACACCTTCTCTCCTCCCAGATCCGAGTAACTCCCAATCTTICTCTCTGCAGAGCG
CAAATGTTGTGTCGAGTGCCCACCGTGCCCAGGTAAGCCAGCCCAGGCCTCGCCCTCCAGCTC
AAGGCGGGACAGGTGCCCTAGAGTAGCCTGCATCCAGGGACAGGCCCCAGCTGGGTGCTGAC
ACGTCCACCTCCATCTCTTCCTCAGCACCACCTGTGGCAGGACCGTCAGTCTITCCTCTTCCCCC
CAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACGTGCGTGGTGGTGGAC
GTGAGCCAGGAAGACCCCGAGGTCCAGTTCAACTGGTACGTGGATGGCGTGGAGGTGCATAA
TGCCAAGACAAAGCCGCGGGAGGAGCAGTTCAACAGCACGTACCGTGTGGTCAGCGTCCTCA
CCGTCCTGCACCAGGACTGGCTGAACGGCAAGGAGTACAAGTGCAAGGTCTCCAACAAAGGC
CTCCCGTCCTCCATCGAGAAAACCATCTCCAAAGCCAAAGGTGGGACCCACGGGGTGCGAGG
GCCACATGGACAGAGGTCAGCTCGGCCCACCCTCTGCCCTGGGAGTGACCGCTGTGCCAACCT
CTGTCCCTACAGGGCAGCCCCGAGAGCCACAGGTGTACACCCTGCCCCCATCCCAGGAGGAG
ATGACCAAGAACCAGGTCAGCCTGACCTGCCYGGTCAAAGGCTTCTACCCCAGCGACATCGCC
GTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGA
CTCCGACGGCTCCTTCTICCTCTACAGCAGGCTAACCGTGGACAAGAGCAGGTGGCAGGAGG
GGAATGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCACTACACACAGAAGAGCC
TCTCCCTGTCTCTGGGTAAATGA
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FIGURE 15C
Light chain (bhuman CL) (SEQ ID NO. 34)

MGWSCIILFLVATATGVHSSYVLTQPPSESVAPGQTARISCGGSNIGSYGY
HWYQQKAGQAPVLYVHDDSDRPSGIPERFSGSNSGNTATLTISSVEAGDE
ADYYCQVWDNSAVIRGGGTKLTVLSQPKAAPSVTLFPPSSEELQANKA
TLVCLISDFYPGAVTVAWKADSSPVKAGVETTTPSKQSNNKYAASSYL
SLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS

FIGURE 15D

(SEQ ID NO. 33)
ATGGGATGGAGCTGTATCATCCTCTTCTTGGTAGCAACAGCTACAGGT
GTCCACTCTTCCTATGTGCTGACTCAGCCACCCTCGGAGTCAGTGGCC
CCAGGACAGACGGCCAGGATTTCCTGTGGGGGGAGCAACATTGGAAG
TTACGGTGTGCACTGGTACCAGCAGAAGGCAGGACAGGCCCCTGTGCT
GGTCGTCCATGATGATTCCGACCGGCCCTCAGGGATTCCTGAGCGATT
CTCTGGCTCCAATTCTGGGAACACGGCCACCCTGACCATCAGCAGTGT
CGAAGCCGGCGATGAGGCCGACTATTACTGTCAGGTGTGGGATAATA
GTGCTGTGATATTCGGCGGAGGGACCAAACTAACCGTCCTAAGTCAGC
CCAAGGCTGCCCCCTCGGTCACTCTGTTCCCGCCCTCCTCTGAGGAGCT
TCAAGCCAACAAGGCCACACTGGTGTGTCTCATAAGTGACTTCTACCGC
GGGAGCTGTGACAGTGGCTTGGAAAGCAGATAGCAGCCCCGTCAAGG
CGGGAGTGGAGACCACCACACCCTCCAAACAAAGCAACAACAAGTAC
GCGGCCAGCAGCTATCTGAGCCTGACGCCTGAGCAGTGGAAGTCCCA
CAGAAGCTACAGCTGCCAGGTCACGCATGAAGGGAGCACCGTGGAGA.
AGACAGTGGCCCCTACAGAATGTTCATAA
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FIGURE 16
5 _GACAAGCTTGCAAGGATGGAGAGGCTGGTGA-3’ (SEQ ID NO: 35)

FIGURY 17
5-GACGGATCCGCCCCTTTTCCTCCTGCTTITTICTC-3" (SEQ ID NO: 36)

FIGURE 18
Efficacy of humanized anti CD200 antibodies (C2aB7) in the RAJI CD200/PBL
model.
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FIGURE 19

Comparison of mean tumor volumes in C2aB7-G1 versus C2aB7-G2G4 treated

animals in the Namalwa CD200 model.
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FIGURE 20

FACS analysis of CD200 expression on B-CLL cells in comparison to normal B
cells. ) '

CLL sample Healthy donor

Donor ID B-CLL Normal B CD200 Ratio(CLL/normal B)
CD200 (GMFD

(GMFI)
RCO011731 93 58 1.6
RF020934 659 185 3.6
JA073031 334 64 5.2
GRO11846 156 64 ; 2.4
BRB101735 420 95 4.4
DM6988172 290 97 2.9
MR8074020 403 97 4.2
CB8267677 300 97 ; 3.1
GB1325248 178 el 2.3
VN7029373 154 77(7) 2.0
. DG8942820 146 77(7) 1.9
MM8451869 237 77(7) 3.1
JR4539931 215 77(7) 2.8
HS6787771 305 77(7) 4.0
VB040439 123 41 3.0

MEAN= 3.1
STDEV= 1.0
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FIGURE 21

Tumor type Cell line CD200 staining

Melanoma SK-MEL2 -
SK-MEL28
SK-MEL1 +
SK-MELS5 +/-
SK-MEL24 4+

Ovarian OVCAR3 ++
SKOV3 +/-

Renal CAXI-1 +
ACHN -
SN12C =

Neuroblastoma IMR-32 ++
SK-N-SH +

Breast cancer MDA-MB-435 +/-
MCF7 -

MDA-MB-231




FIGURE 22
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RTQ-PCR of primary ovarian cancer samples.

RT-QPCR: CD200 on Ovarian Caﬁéer samples

Number

Sample
51 PBL
124 normal ovary
125 normal ovary
127 ov. adenocarc, serous
128 ov. adenccarc, serous met
134 ov. adenocarc, serous met
129 ov. adenacarc, papill. serous
130 ov. adenocarc, papill. serous
126 ov. adenocarc, endometroid
131 ov. adenccarc, endometroid
135 ov. adenocarc, endomelroid
132 ov. adenocarc, mucinous
133 ov. adenocarc, mucinous
136 ov. adenoccarc, clear cell
137 ov. adenocarc, clear cell

norm/#51

1.00
5.82
19.45
10.93
10.08
21.24
13.33
8.71
11.02
1.38
242
1.61
2.46
6.51
0.70

sdfis1

0.03
0.16
1.33
047
0.60
0.69
1.26
0.42
0.54
0.20
0.02
0.00
0.23
1.14
0.04

Fold epxression relative to PBL

CD200 expression in Ovarian Adenocarcinoma
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FIGURE 23

RT-QPCR: CD200 on Melanoma samples
Number Sample nomi#59 sdi#51
51 PBL 1.00 0.28
139 nom jefunum ~1 2.60 0.15
138 jejunum met «1 8.38 0.24
. 147 norm jejunum -2 137 0.81
146 jejunum met -2 14.46 3.38
143 norm small inesline -1 3.57 1.21
142 small Intestine mel -1 4.61 0.55
141 norm lymph node -1 8.52 1.00
140 lymph node met -1 6.22 0.53
151 nom lymph node -2 4.80 1.40
150 lymph node met -2 12.94 0.51
155 lymph node met -3 0.69 0.21
156 lymph node met -4 272 172
145 norm jung -1 14.87 1.14
144 lung met -1 8.93 0.83
149 norm lung -2 425 0.64
148 lung met-2 3.65 1.04
111 nonm sidn -1 1.55 0.25
152 melanoma melastatic, skin -2 0.05 0.06

222 061
ASERERTI68] values from 9/10/04 plate
2292 3.20

“oo0 0.00

Fold expression relative to PBL

PaL §

norm Jejunum -1
JeJunum met -1
norm Jejunum <2
jejunum met =2
norm small Intestine -1
smal) Intestine met -1 B
norm fymph node -1
lymph node met -1
norm fymph nede -2
lymph node met -2 1
lymph node met -3
{ymph node met -4
norm lung -1 §
tung met -1
norm lung -2
tung met -2
norm skin -1

malanema metastatic, skin -2
melenema metastatic, skin -3
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FIGURE 24
Immunohistochemistry staining of melanoma patient samples.

Frozen Skin, Melanoma - Positive Control

Sample 1; This sample of melanoma was obtained from an 83-year-old female.

Mot @
12 d105, Malignant
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FIGURE 25
1L-2 production in MLR with cancer cell lines.
A. In the absence of antibody

'IL-2 production of MLR with CD200
expressing cancer cell lines 121405

© Types of cancer cell lines

B. In the presence of antibody

IL-2 (pg/ml)

4000
3500
3000
2500
2000

IL-2 production of MLR with CD200
expressing cancer cell lines and
chC2aB7G2/G4 121405

Types of cancer cell lines
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FIGURE 26
Tumor volumes in the Namalwa/PBL model (no CD200 expression)
comparing anti-CD200 G1 or G2G4 construct treated groups.

Tumor volume {mm3)

—e— Namalwa only
3000 -

—a— Namalwa-+8PBL

2500 - —a— Namalwa+8PBL+20

mg/kg alxnS5200

—>¢6— Namalwa-+8PBL+5m
g/kg alxn5200

N
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o
o

—¥— Namaiwa+8PBL+2.5
mg/kg alxn5200

s
wn
o
o

—e— Namalwa+4PBL

——Namalwa+8PBL+20
mg/kg
chC2aB7G2/G4

—&— Namalwa+8PBL+5m
g/kg chC2aB7G2/G4

[y

o

o
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500 - Narnalwa+8PBL+2.5
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4100
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FIGURE 28 Human T cells activated through T cell receptor signaling serve as

sensitive targets for anti-CD200 mediated ADCC.
A,
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FIGURE 29
CD200 Expression on CD38+ Bright Cells
{Plasma celis)
Threshold Set Through
Samplo Status Light Chein Thrn::::';:dos;lo':“::;uuh Isotypo Control
Isotype (Expropsse 8 %) {Expressed as Geomelrlc
Moan Intonsily} Gurront Clinleal Treatment
1 Warmal Palycional 48 6575 NA
2 Normal Polyclonal 48 19411 A
3 Normal Palyclonal 33 87084 MNA '
4 M Myeloma Kappa 12 - 4056 |Melphalan, Velcade 2
M Myeloma Kepps 12 3091 ATO, Voleada, Aranagp, Zomels
M Myaloma Negatlve 14 2162 Coumadin, Aranesp, DVD (Dax, Vin, Dex)
MMyeloma | Potyclonal a7 3418 Nane
8 M Mysloma Keppa 7 4024 Zomala, Prednisone
E] _MMyeloma | Kappa 78 1508 Aranesp, Zomela
10 M Myeloma Keppa 82 9056 HTN, PCTA
M Myeloma Kappa 85 5388 Prednlsone, Zomela
p M Myeloma Kappa 89 23269 Zomela, Coumadin
RE MMyeloma | Lamhda 95 1635 Zomela, WIG, Blsxin, Medral




