<110>

712361_ST25
SEQUENCE LISTING

THE UNITED STATES OF AMERICA, AS REPRESENTED BY THE

SECRETARY, DEPARTMENT OF HEALTH AND HUMAN SERVICES

<120>
<130>

<150>
<151>

<160>
<170>
<210> 1

<211> 1512
<212> DNA
<213>

<220>
<223>

<400> 1
atggcectge

2012
12

cccgacatcg
accatcagct
tatcagcaga
accggegtgce
gaccccgtgg
cggacctttg
cctggctctyg
ctgaagaaac
cactacagca
atcaacaccg
agcgtggaaa
accgccagcet
accgcecctga
cctgeeccta
cccgaagect
tgcgacatct
gtgatcaccc
gactacatga
gccectecca
gcececctgect

gaagagtacg

-04-11

Synthetic

ctgtgacagc
tgctgaccca
gccgggecag
agcctggeca
ccgcecagatt
aagaggacga
gcggaggaac
gcgagggcag
ccggcgagac
tgaactgggt
agagcggegt
ccagcgcecag
acttctgeag
ccgtgtccag
gacctecccac
gtagacctgce
acatctgggce
tgtactgcaa
acatgacccc
gagacttcgc
accagcaggg

acgtgctgga

pPatentIn version 3.5

Artificial Sequence

tctgctgetg
gagccecece
cgagagcgtg
gceccccacce
cagcggeage
cgtggeegty
aaagctggaa
cacaaaggga
agtgaagatc
gaaacaggcc
gcecatctac
caccgectac
caacgactac
cttecgtgect
cccagcecca
tgccggegga
ccetetggec
ccaccggaac
aagacggcct
cgcctaccgg
acagaaccag

caagcggaga

ccecetggecc
agcctggeca
accatcctgg
ctgctgatec
ggcagcagaa
tactactgcec
atcaagggca
cagattcagc
agctgcaagg
cctggcaagg
gccgacgact
ctggtgatca
ctgtacagec
gtgttcctge
acaatcgecea
gccgtgeaca
ggcacctgty
agaagcaagc
ggcceccacce
tccagagtga
ctgtacaacg

ggccgggacc

Page 1

tgctgcteca
tgtctetggg
gcagccacct
agctggctag
ccgacttcac
tgcagagecg
gcaccagegg
tggtgcagag
cctceggeta
gcctgaagtg
tcaagggcag
acaacctgaa
tggacttctg
ccgccaagec
gccagectct
ccagaggcect
gcgtgetget
ggagccgget
ggaagcacta
agttcagcag
agctgaacct

ccgagatggg

CHIMERIC ANTIGEN RECEPTORS TARGETING B-CELL MATURATION ANTIGEN
712361
us 61/622,600

tgccgecaga
caagagagcc
gatctactygg
caatgtgcag
cctgaccatc
gaccatcccce
ctcecggeaag
cggccctgag
caccttccgg
gatgggeegy
attcgecttc
ggacgaggat
gggccaggge
caccaccacc
gtcectgegg
ggatttcgec
gctgagectg
gctgcacagce
ccagccttac
atccgecgac
gggcagécgg

cggaaagccc

60
120
180
240
300
360
420
480
540
600
660
720
780
840
800
960

1020
1080
1140
1200
1260
1320



712361_ST25

agacggaaga acccccagga aggectgtat aacgaactgc agaaagacaa gatggccgag

gcctacageg agatcggeat gaagggcegag cggaggcgoeg gcaagggceca cgatggectg

taccagggece tgagcaccge caccaaggac acctacgacg ccctgcacat gcaggecctg

ccececccagat ga

<210>
<211>
<212>
<213>

<220>
<223>

<400>

atggccctge ctgtgacagce
cccgacatceg
accatcagct
tatcagcaga
accggegtgce
gacccecgtgg
cggacctttyg
cctggetctg
ctgaagaaac
gactacagca
atcaacaccg
agcctggaaa
accgeccacct
accagcgtga
cctgccecta
cccgaagect
tgcgacatct
gtgatcaccc
gactacatga
gceccctecca
gcecectgect
gaagagtacg
agacggaaga
gcctacageg

taccagggcc

2
1512
DNA

Artificial Sequence

Synthetic
2

tctgetecte
tgctgaccca gageccececec

gccgggecag

agcceggeca

cgagagcgty
gcecccecace
ccgcecagatt cagcggeage
aagaggacga cgtggccgty
gcggaggeac caaactggaa
gcgagggcag

ccggegagac

cacaaaggga
agtgaagatc
tcaactgggt gaaaagagcc
agacaagaga gcccgectac
ccagcgecag caccgectac
acttttgcgc cctggactac
ccgtgtccag cttcgtgecc
gacctcccac cccageccca
gtagacctge tgccggcgga
acatctgggce ccctetggec
tgtactgcaa ccaccggaac
acatgacccce aagacggect
gagacttcgce cgectaccgg
accagcaggg acagaaccag
acgtgctgga caagcggaga
accceccagga aggectgtat
agatcggcat gaagggcgag

tgagcaccge caccaaggac

cctctggeec
agcctggeca
accatcctgg
ctgctgatcc
ggcagcagaa
tactactgcec
atcaagggca
cagattcagce
agctgcaagg
cctggcaagg
gcctacgact
ctgcagatca
agctacgeca
gtgttcctge
acaatcgcca
gccgtgeaca
ggcacctgtg
agaagcaagc
ggccccacce
tccagagtga
ctgtacaacg
ggccgggacc
aacgaactgc
€ggaggcgcy

acctacgacg

pPage 2

tgctgceteca
tgtctctggg
gcagccacct
agctcgeceag
ccgacttcac
tgcagagccg
gcaccagcgg
tggtgcagag
ccteceggeta
gcctgaagtg
tccggggceag
acaacctgaa
tggactactg
ccgccaaacc
gccagectcet
ccagaggect
gcgtgetget
ggagccggcet
ggaagcacta
agttcagcag
agctgaacct
ccgagatggg
agaaagacaa
gcaagggeca

ccctgeacat

tgccgecaga
caagagagcc
gatccactgg
caatgtgcag
cctgaccatc
gaccatcccce
ctccggcaag
cggccctgag
caccttcacc
gatgggctgg
attcgccttc
gtacgaggac
gggccaggge
taccaccacc
gtctctgegg
ggacttcgcc
gctgagecty
gctgcacagc
ccagccttac
atccgeegac
gggcagacgg
cggaaagccc
gatggccgag
cgatggcctg

gcaggccctg

1380
1440
1500
1512

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500



ccccccagat

<210> 3

<211> 1512
<212> DNA
<213>

<220>
<223>

<400> 3
atggctctge

Synt

cctgatatcg
accatcagcet
tatcagcaga
accggcgtge
gaccccgtygg
cggacctttg
cctggatcty
ctgaagaaac
cactacagca
atcaacaccg
agcctggaaa
accgcceacct
accaccctga
cctgeeecta
cccgaggett
tgcgacatct
gtgatcaccc
gactacatga
gcecectecca
gccectgect
gaagagtacg
agacggaaga
gcctacageg
taccagggcc

ccececcagat

ga

hetic

ctgtgacagce
tgctgaccca
gcagagccag
agcccggeca
cagccagatt
aagaggacga
gcggaggcac
gcgagggatc
ccggcgagac
tgaactgggt
agacaggcga
ccagcgecag
ttttctgete
cagtgtctag
gacctecccac
gtagaccagc
acatctgggce
tgtactgcaa
acatgacccc
gagacttcgc
accagcaggg
acgtgctgga
acccccagga
agatcggeat
tgagcaccgc

ga

<210>
<211>

4
503

Artificial Sequence

tctgctgetg
gagccctecec
cgagagcgtg
gceecccaca
ttccggcage
cgtggecegtg
caagctggaa
taccaaggga
agtgaagatc
caagcaggcec
gccecctgtac
caccgectac
caacgactac
cttcgtgecc
cccageeect
tgctggcgga
ccctetggece
ccaccggaac
aagacggcect
cgcctaccgg
acagaaccag
caagcggaga
aggcctgtat
gaagggcgag

caccaaggac

712361_ST25

cctctggecc
agcctggeca
accatcctgg
ctgctgattc
ggcagcagaa
tactactgcc
atcaagggca
cagatccagce
tcctgcaagg
cctggcaagg
gccgacgact
ctcgtgatca
ctgtacagct
gtgttcctge
acaattgcct
gccgtgeaca
ggcacctgty
agaagcaagc
ggcecccacce
tccagagtga
ctgtacaacy
ggccgggacc
aacgaactgc
cggaggcgceg
acctacgacg

page 3

tgctgetgea
tgtctctggy
gcagccacct
agctggectce
ccgacttcac
tgcagagcag
gcaccagcgg
tggtgcagag
ccagcggcta
gcctgaagtg
ttaagggcag
acaacctgaa
gcgactactg
ccgecaagec
ctcagectct
ccagaggact
gcgtgetget
ggagccggct
ggaagcacta
agttcagcag
agctgaacct
ccgagatggy
agaaagacaa
gcaagggcca

ccetgeacat

tgcecgecaga
caagagagcc
gatctactgg
caatgtgcag
cctgaccatc
aaccatcccc
ctcecggcaag
cggccctgag
caccttcace
gatgggcegg
attcgecettce
gaacgaggac
gggccagggce
tacaacaacc
gagcctgagg
ggatttcgec
gctgagectg
gctgcacagce
ccagccttac
atccgecgac
gggcagacgg
cggaaagccc
gatggccgag
cgatggecty

gcaggccectg

1512

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1512



<212>
<213>

<220>
<223>

<400>

PRT

Artificial Sequence

Synthetic

4

Met Ala Leu

1

His

Ala

Ser

Pro

65

Thr

Thr

Cys

Leu

Glu

145

Leu

Tyr

Lys

Ile

Ser
225

Ala

Met

val

50

Gly

Gly

Leu

Leu

Glu

130

Gly

Lys

Thr

Gly

Tyr

210

Ala

Ala
Ser
35

Thr
Gln
val
Thr
Gln
115
Ile
Ser
Lys
Phe
Leu
195

Ala

Ser

Pro

Arg

20

l.eu

Ile

Pro

Pro

Ile

100

Ser

Lys

Thr

Pro

Lys

ASp

Thr

val

Pro

Gly

Leu

Pro

Ala

85

ASDp

Arg

Gly

Lys

Trp

Asp

Ala

Thr

AsSp

Lys

Gly

Thr

70

Arg

Pro

Thr

Ser

Gly

Glu

Tyr

Met

Phe

TYyr
230

Ala

Ite

Arg

Ser

55

Leu

Phe

val

Ile

Thr

135

Gin

Thr

ser

Gly

Lys

Leu

Leu

val

Ala

40

His

Leu

ser

Glu

Pro

120

Ser

Ile

val

Met

200

Gly

val

Leu

Leu

25

Thr

Leu

ITe

Gly

Glu

105

Arg

Gly

GlIn

Lys

Asn

185

Ile

Arg

Ile

712361_ST25

Leu

10

Thr

Ile

Ile

GIn

ser

90

Asp

Thr

Ser

Leu

Ile

170

Trp

Asn

Phe

Asn

Page 4

Pro

Glin

Ser

Tyr

Leu

75

Gly

Asp

Phe

Gly

val

155

Ser

val

Thr

Ala

Ash
235

Leu

Ser

cys

Trp

60

Ala

Ser

val

Gly

Lys

140

Gln

Cys

Lys

Glu

Phe

220

Leu

Ala

Pro

Arg

45

Tyr

Ser

Arg

Ala

Ser

Lys

Gn

Ser

205

ser

Lys

Leu

Pro

30

Ala

GlIn

Asn

Thr

val

110

Gly

Gly

Gly

Ala

Ala

190

Gly

val

Asp

Leuy

15

Ser

Ser

GIn

val

Asp

95

Tyr

Thr

Ser

Pro

Ser

175

Pro

val

Glu

Glu

Leu

Leu

Glu

Lys

Gln

80

Phe

Tyr

Lys

Gly

Glu

160

Gly

Gly

Pro

Thr

240



Thr

Trp

Leu

Ala

Arg

Cys

Leu

Lys

Arg

ASD

Ala

Leu

ASp

Leu

Ile

465

Tyr

Met

Ala

Gly

Pro

Pro

290

Pro

ASp

l.eu

Arg

Pro

370

pPhe

Pro

Gly

Pro

Tyr

450

Gly

Gln

Glin

Ser

Gln

Ala

275

Thr

Ala

Ile

Ser

Ser

355

Gly

Ala

Ala

Arg

Glu

435

AsSn

Met

Gly

Ala

Tyr

Gly

Lys

ITe

Ala

Tyr

Leu

340

Arg

Pro

Ala

Tyr

Glu

Lys

Leu

Leu
500

rhe

245

Thr

Pro

Ala

Gly

Ile

325

val

Leu

Thr

Tyr

Gln

405

Glu

Gly

Leu

Gly

Ser

485

Pro

Cys

Ala

Thr

Ser

Gly

Trp

Ile

Leu

Arg

Glu

Gly

Gln

Glu

470

Thr

Pro

Ser

Leu

Thr

Gin

295

Ala

Ala

Thr

His

Gly

Tyr

Lys

Arg

Ala

Arg

Asn

Thr

Thr

280

Pro

val

Pro

Ley

Ser

360

His

Arg

Glin

ASp

Pro

440

ASp

Arg

Thr

val

265

Pro

Leu

His

l.eu

Tyr

345

Asp

Tyr

val

AsSn

val

425

Arg

Lys

Arg

Lys

712361_ST25
Asp Tyr Leu Tyr

250

Ser

Ala

Ser

Thr

Ala

330

cys

Tyr

Gln

Lys

Gln

410

L.eu

Arg

Met

Gly

Page 5

Ser

Pro

Leu

Arg

315

Gly

ASn

Met

Pro

Phe

395

lLeu

Asp

Lys

Ala

Lys

Thr

Phe

Arg

Arg

Gly

Thr

His

Asn

Tyr

380

Ser

Tyr

Lys

ASh

Glu

460

Gly

Tyr

Ser

val

Pro

285

Pro

L.eu

Cys

Arg

Met

365

Ala

Arg

Asn

Arg

Pro

445

Ala

His

ASp

Leu

Pro

270

Pro

Glu

Asp

Gly

Asn

350

Thr

Pro

Ser

Glu

Tyr

AsSp

Ala

Asp

255

val

Thr

Ala

Phe

val

335

Arg

Pro

Pro

Ala

Leu

415

Gly

Glu

Ser

Gly

Leu
495

Phe

Phe

Pro

Ccys

Ala

320

Leu

Ser

Arg

Arg

Arg

Gly

Leu
480



<210>
<211>
<212>
<213>

<220>
<223>

<400>

5
5

03

PRT
Artificial Sequence

synthetic

5

Met Ala Leu
1

His

Ala

Ser

Pro

65

Thr

Thr

Cys

Leu

Glu

145

Leu

Tyr

Lys

Ala

Ser
225

Ala

Met

val

50

Gly

Gly

Leu

Leu

Lys

Thr

Gly

Tyr

210

Ala

Ala

ser

35

Thr

Gin

val

Thr

Gin

115

Ile

Ser

Lys

Phe

Leu

195

Ala

Ser

Pro

Arg

20

Leu

Ile

Pro

Pro

Ile

160

Ser

Lys

Thr

Pro

Thr

180

Lys

Tyr

Thr

val

Pro

Gly

Leu

Pro

Ala

85

ASp

Arg

Gly

Lys

AsSp

Trp

Asp

Ala

Thr

Asp

Lys

Gly

Thr

70

Arg

Pro

Thr

Ser

Tyr

Met

Phe

TYr

Ala

Ile

Arg

Ser

55

Leu

Phe

val

Iie

Thr

135

Gln

Thr

Ser

Gly

215

Leu

Leu

val

Ala

40

His

Leu

Ser

Glu

Pro

120

Ser

Ile

val

Ile

Trp

200

Gly

Glin

Leu

Leu

25

Thr

Leu

Ile

Gly

Glu

105

Arg

Gly

Gin

Lys

AsSn

185

Ile

Arg

712361_ST25

Leu

10

Thr

Ile

Ile

GIn

Ser

90

ASp

Thr

Ser

Leu

Ile

170

Trp

Asn

Phe

Pro

Gin

Ser

His

Leu

75

Gly

Asp

Phe

Gly

val

155

Ser

val

Thr

Ala

Leu

Ser

Cys

Trp

60

Ala

Ser

val

Gly

Lys

Gin

cys

Lys

Glu

Phe
220

Asn Asn Leu

Page 6

235

Ala

Pro

Arg

45

Tyr

Ser

Arg

Ala

Ser

LysS

Arg

Thr

205

Ser

Lys

Leu

Pro

30

Ala

Gin

Asnh

Thr

val

110

Gly

Gly

Gly

Ala

Ala

190

Arg

Leu

Tyr

Leu

15

Ser

Ser

GIn

val

Asp

95

Tyr

Thr

Ser

Pro

Ser

175

Pro

Glu

Glu

Glu

Leu

Leu

Glu

Lys

Gin

80

Phe

Tyr

Lys

Gly

Glu

160

Gly

Pro

Thr

240



Thr

Trp

Leu

Ala

Arg

Cys

Leu

LysS

Arg

ASp

Ala

Leu

ASp

teu

Ile

465

Tyr

Met

Ala

Gly

Pro

Pro

290

Pro

Asp

Leu

Arg

Pro

370

Phe

Pro

Gly

Pro

Tyr

450

Gly

G1In

Gin

Thr

Glin

Ala

275

Thr

Ala

ITe

Ser

Ser

355

Gly

Ala

Ala

Arg

Asn

Met

Gly

Ala

Tyr

Gly

260

Lys

Ile

Ala

TYIP

Leu

340

Arg

Pro

Ala

Tyr

Glu

LysS

Leu

Leu
500

Phe

245

Thr

Pro

Ala

Gly

Ile

325

val

Leu

Thr

Gly

Leu

Gly

Ser

485

Pro

Cys
Ser
Thr

ser

Trp
Ile
Leu
Arg
Arg
3

Gln
Glu
Gly
Gln
Glu
470

Thr

Pro

Ala

va'l

Thr

Gin

295

Ala

Ala

Thr

His

Gly

Tyr

Lys

Arg

Ala

Arg

Leu

Thr

Thr

280

Pro

val

Pro

Leu

Ser

360

His

Arg

Gln

Asp

Pro

440

Asp

Arg

Thr

712361 _ST25

Asp Tyr Ser Tyr

val

265

Pro

Leu

His

L.eu

TYyr

345

Asp

Tyr

val

Asn

val

425

Arg

Lys

Arg

Lys

250

Ser

Ala

Ser

Thr

Ala

330

Cys

Tyr

GIn

Lys

Glin

410

Leu

Arg

Met

Gly

page 7

Ser

Pro

Leu

Asn

Met

Pro

Phe

395

Leu

Asp

Lys

Ala

LysS

Thr

Phe

Arg

Thr

His

Asn

Tyr

Ser

Tyr

Lys

Asn

Glu

460

Gly

Tyr

Ala

val

Pro

285

Pro

Leu

Cys

Arg

Met

365

Ala

Arg

ASn

Arg

Pro

445

Ala

His

Asp

Met

Pro

270

Pro

Glu

Asp

Gly

Asn

350

Thr

Pro

Ser

Glu

Arg

Gln

Tyr

Asp

Ala

Asp

255

val

Thr

Ala

Phe

val

335

Arg

Pro

Pro

Ala

Leu

415

Gly

Glu

Ser

Gly

Leu
495

Tyr

Phe

Pro

Cys

Ala

320

Leu

Ser

Arg

Arg

Asp

400

Asn

Arg

Gly

Glu

Leu

480

His



<210>
<211>
<212>
<213>

<220>
<223>

<400>

Met Ala
1

His Ala
Ala Met

Ser val
50

Pro Gly
65

Thr Gly

Thr Leu
Cys Leu
teu Glu
130
Glu Gly
145
Leu Lys
Tyr Thr

Lys Gly

Leu Tyr
210

6
503
PRT

Artificial Sequence

Synthetic

6

Leu

Ala

Ser

35

Thr

GlIn

val

Thr

Gin

115

Ile

Ser

Lys

Phe

Leu

195

Ala

Pro

Arg

20

teu

Ile

Pro

Pro

Ile

100

Ser

Lys

Thr

Pro

Thr

180

LysS

Asp

val

Pro

Gly

Leu

Pro

Ala

85

ASD

Arg

Gly

Lys

Trp

ASp

Thr

Asp

Lys

Gly

Thr

70

Arg

Pro

Thr

Ser

Tyr

Met

Phe

Ala

Ile

Arg

Ser

55

Leu

Phe

val

Tle

Thr

135

Gln

Thr

Ser

Gly

Lys

Leu

val

Ala

40

His

Leu

Ser

Glu

Pro

120

ser

Ile

val

Met

leu

Leu

25

Thr

Leu

Ile

Gly

Glu

105

Arg

Gly

GIn

Lys

Asn

185

Ile

Arg

712361_ST25

Leu

10

Thr

Ile

Ile

Gin

Ser

90

Asp

Thr

Ser

Leu

Ile

170

Trp

Asn

Phe

Page 8

Pro

Gln

Ser

Tyr

Leu

75

Gly

AsSp

Phe

Gly

val

155

Ser

val

Thr

Leu

Ser

Cys

Trp

60

Ala

Ser

Gly

Lys

140

Gln

Cys

Lys

Glu

Phe
220

Ala

Pro

Arg

45

Tyr

ser

Arg

T Ala

Gly

Pro

Ser

Lys

Gln

Thr

205

Ser

Leu

Pro

30

Ala

GIn

Asn

Thr

val

110

Gly

Gly

Gly

Ala

Ala

190

Gly

L.eu

Leu

15

Ser

Ser

Gln

val

Asp

95

Tyr

Thr

Ser

Pro

ser

175

Pro

Glu

Glu

Leu

Leu

Glu

Lys

GlIn

80

Phe

Tyr

Lys

Gly

Glu

160

Gly

Gly

Pro

Thr



Ser

225

Thr

Trp

L.eu

Ala

Leu

Lys

Asp

385

Ala

Leu

Asp

Leu

Ile

465

Ty

Ala

Ala

Gly

Pro

Pro

290

Pro

ASp

Leu

Arg

g Pro

370

Phe

Pro

Gly

Pro

Tyr

450

Gly

Gin

Ser

Thr

Gin

Ala

275

Thr

Ala

Ile

sSer

Ser

355

Gly

Ala

Ala

Arg

Glu

Asn

Met

Gly

Thr

Phe

Gly

260

Lys

Ile

Ala

Tyr

Leu
340

Arg

Pro

Ala

Tyr

Glu

LysS

l.eu

Ala

Phe

245

Thr

Pro

Ala

Gly

Ile

325

val

Leu

Thr

Tyr

Gln

405

Glu

Gly

Leu

Gly

Ser
485

Tyr

230

Cys

Thr

Thr

Ser

Gly

310

Trp

Ile

Leu

Arg

Glu

Gly

Gln

Glu

470

Thr

Leu

Ser

Leu

Thr

Gln

295

Ala

Ala

Thr

His

Lys

375

Ser

Gly

Tyr

Lys

Arg

Ala

val

Asn

Thr

Thr

280

Pro

val

Pro

Leu

Ser

360

Arg

Gln

ASp

Pro

440

ASp

Arg

Thr

ASp

val

265

Pro

Leu

His

Leu

Tyr

345

Asp

AsSn

val

425

Arg

Lys

Arg

Lys

712361_ST725
ITe Asn Asnh Leu

Tyr

250

Ser

Ala

Ser

Thr

Ala

330

Cys

Tyr

Gln

Lys

Gin

410

Leu

Arg

Met

Gly

235

Leu

Ser

Pro

L.eu

Arg

Gly

Asn

Met

Pro

Phe

395

Leu

Asp

Lys

Ala

Tyr

Phe

Arg

Arg

300

Gly

Thr

His

Asn

TYr

380

Ser

Tyr

Lys

Asn

Glu

460

Gly

Tyr

Lys
Ser
val
Pro
285
Pro
Leu
Cys
Arg
Met
365
Ala
Arg
Asn
Arg
Pro
445
Ala
His

ASp

AsSn

Cys

Pro

270

Pro

Glu

ASp

Gly

Ash

350

Thr

Pro

Ser

Glu

Arg

430

Gln

Tyr

Asp

Ala

Glu

Asp

255

val

Thr

Ala

Phe

val

335

Arg

Pro

Pro

Ala

Leu

415

Gly

Glu

Ser

Gly

Leu
495

Asp

240

Tyr

Phe

Pro

cys

Ala

320

Leu

Ser

Arg

Arg

Asp

400

Asn

Arg

Gly

Glu

Leu

480

His



712361_S725
Met GIn Ala Leu Pro Pro Arg

500
<210> 7
<211> 18
<212> PRT
<213> Artificial Sequence
<220>
<223> Ssynthetic
<400> 7
Gly Ser Thr Ser Gly Ser Gly Lys Pro Gly Ser Gly Glu Gly Ser Thr
1 5 10 15
Lys Gly
<210> 8
<211> 507
<212> PRT
<213> Artificial Sequence
<220>
<223> Synthetic
<400> 8

Met Leu Leu Leu val Thr Ser Leu Leu Leu Cys Glu Leu Pro His Pro
1

Ala Phe 1 Leu ITe Pro Asp Ile val Leu Thr GIn Ser Pro Pro Ser

20 25 30

—
D
je

Leu Ala get Ser Leu Gly Lys Arg Ala.Thr Ile Ser Cys Arg Ala Ser
5 40 45

Glu ggr val Thr Ile Leu Gly Ser His Leu Ile E%s Trp Tyr Gln Gln
55

Lys Pro Gly GIn Pro Pro Thr Leu Leu Ile GIn Leu Ala Ser Asn val
65 70 75 80

Gin Thr Gly val gro Ala Arg Phe Ser ggy Ser Gly Ser Arg Thr Asp
5 95

Phe Thr Leu Thr Ile Asp Pro val Glu Glu Asp Asp val Ala val Tyr
100 105 110

Tyr Cys Leu GIn Ser Arg Thr Ile Pro Arg Thr Phe Gly Gly Gly Thr
115 120 125

Lys teu Glu Ile Lys Gly Ser Thr Ser Gly Ser Gly Lys Pro Gly Ser
130 135 140

Page 10



Gly

Glu

Gly

Pro

Thr

225

Asp

Tyr

val

Pro

Pro

305

Leu

Cys

Arg

Met

Ala

385

Arg

Glu

Leu

Tyr

Lys

Ala

210

Ser

Thr

Trp

Pro

Pro

290

Glu

Asp

Gly

Asn

Thr

370

Pro

Ser

Gly

Lys

Thr

Tyr

Ala

Ala

Gly

val

275

Thr

Ala

Phe

val

Arg

Pro

Pro

Ala

Ser

Lys

Phe

180

Leu

Ala

Ser

Thr

Gln

260

Phe

Pro

Cys

Ala

Leu

340

Ser

Arg

Arg

Asp

Thr

Pro

165

Thr

Lys

Tyr

Thr

Tyr

Gly

Leu

Ala

Arg

Cys

325

l.eu

Lys

Arg

ASp

Ala
405

Lys

Gly

Asp

Trp

ASp

Ala

230

Phe

Thr

Pro

Pro

Pro

310

Asp

Leu

Arg

Pro

Phe

390

Pro

Gly

Glu

Tyr

Met

Phe

215

Tyr

Cys

ser

Ala

Thr

295

Ala

Ile

Ser

Ser

Gly

Ala

Ala

Glin

Thr

Ser

Gly

Arg

Leu

Ala

val

Lys

280

Ile

Ala

Tyr

L.eu

Arg

Pro

Ala

Tyr

val

Ile

185

Trp

Gly

Gln

Leu

Thr

265

Pro

Ala

Gly

Ile

val

345

Leu

Thr

Tyr

Gin

712361_5T25
Ile Gln Leu val

Lys

170

Asn

Ile

Arg

Ile

250

val

Thr

Ser

Gly

330

Ile

l.eu

Arg

Arg

Gin
410

155

Ile

Trp

Asn

Phe

Asn

235

Tyr

Ser

Thr

Gin

Ala

315

Ala

Thr

His

Lys

Ser

395

Gly

Ser

val

Thr

Ala

220

Asn

Ser

ser

Thr

Pro

300

val

Pro

Leu

Ser

His

380

Arg

Gin

Page 11

Glin

Cys

Lys

Glu

205

Phe

Leu

Tyr

Ala

Pro

285

Leu

His

Leu

Tyr

ASp

365

Tyr

val

Asn

Ser

Lys

Arg

190

Thr

Ser

LyS

Ala

Ala

270

Ala

Ser

Thr

Ala

cys

350

Tyr

Gin

Lys

GIn

Gly

Ala

175

Ala

Arg

Leu

Tyr

Met

255

Ala

Pro

Leu

Arg

Gly

Asn

Met

Pro

Phe

Leu
415

Pro

160

Ser

Pro

Glu

Glu

Glu

240

ASp

Phe

Arg

Arg

Gly

Thr

His

Asn

Tyr

Ser

400

Tyr



Asn

Arg

Pro

Ala

465

His

Asp

Glu

Arg

Gln

450

Tyr

Asp

Ala

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Leu

Ser

Gly

Leu

9
506
PRT

Asn

420

Arg

Gly

Glu

Leu

His
500

Leu

Asp

Leu

Ile

Tyr

485

Met

Gly

Pro

Tyr

Gly

Gln

Gin

Arg

Glu

Asn

455

Met

Gly

Ala

Artificial Sequence

synthetic

9

Met Ala Leu

1

His

Ala

Ser

Pro

65

Thr

Thr

cys

Leu

Ala

Met

val

50

Gly

Gly

Leu

Leu

Glu
130

Ala

ser

35

Thr

Gin

val

Thr

GIn

115

Ile

Pro

Arg

20

Leu

Ile

Pro

Pro

Ile

100

Ser

Lys

val

Pro

Gly

Leu

Pro

Ala

85

Asp

Arg

Gly

Thr

AsSp

Lys

Gly

Thr

70

Arg

Pro

Thr

Ser

Ala

Ile

Arg

Ser

55

Leu

Phe

val

ITe

Thr
135

Arg

Met

440

Glu

Lys

Leu

Leu

Leu

val

Ala

40

His

Leu

Ser

Glu

Pro

120

Ser

425

Gly

Leu

Gly

Ser

Pro
505

Leu
l.eu
25

Thr
Leu
Ile
Gly
Glu
105

Arg

Gly

712361_ST25
Glu Glu Tyr Asp

Gly

Gln

Glu

Thr

490

Pro

Leu

10

Thr

Ile

Ile

Gln

ser

90

Asp

Thr

Lys

Lys

Arg

Pro

GIn

Ser

His

Leu

75

Gly

Asp

Phe

Pro
ASp
460

Arg

Thr

Leu

ser

cys

Trp

60

Ala

Ser

val

Gly

ser Gly Lys

140

Page 12

val

Lys

Arg

Lys

Ala

Pro

Arg

45

Tyr

Ser

Arg

Ala

Leu

430

Arg

Met

Gly

ASp

Leu

Pro

30

Ala

Gln

Asnh

Thr

val

110

Gly

Gly

Asp

Lys

Ala

Lys

Thr
495

Leu

15

Ser

Ser

Gln

val

ASp

95

Tyr

Thr

Ser

Lys
Asn
Glu
Gly
4

TYyr

lL.eu
Leu
Glu
Lys
Gin
80

Phe
Tyr

Lys

Gly



Glu

145

Leu

Tyr

Lys

Ala

Ser

225

Thr

Trp

Pro

Pro

Glu

305

ASp

Gly

Asn

Thr

Pro

385

ser

Gly

Lys

Thr

Gly

TYr

210

Ala

Ala

Gly

val

Thr

290

Ala

Phe

val

ATg

Pro

370

Pro

Ala

Ser

Lys

Phe

Leu

195

Ala

Ser

Thr

GIn

Phe

275

Pro

Cys

Ala

Leu

Ser

355

Arg

Arg

ASp

Thr

Pro

Thr

180

Lys

Tyr

Thr

TYyr

Ala

Arg

Cys

Leu

340

Lys

Arg

ASp

Ala

Asp

Trp

Asp

Ala

Phe

245

Thr

Pro

Pro

Pro

ASp

325

Leu

Arg

Pro

Phe

Pro
405

Tyr

Met

Phe

Tyr

Cys

Ser

Ala

Thr

Ala

310

Ile

ser

Ser

Gly

Ala

390

Ala

Gin

Thr

Ser

Gly

Arg

215

Leu

Ala

val

Lys

Ile

295

Ala

Tyr

Leu

Arg

Pro

375

Ala

Tyr

Ile

val

Ile

Trp

200

Gly

Gln

Leu

Thr

Pro

280

Ala

Gly

Ile

val

Leu

360

Thr

Tyr

Gin

Gln

Lys

Asn

185

Ile

Arg

Ile

ASp

val

265

Thr

Ser

Gly

Trp

Ile

345

Leu

Arg

Arg

Gin

712361_ST125

Ley

Ile

170

Trp

Asn

Phe

Asn

Tyr

250

Ser

Thr

Gln

Ala

Ala

330

Thr

His

Lys

Ser

Gly
410

val

155

ser

val

Thr

Ala

AsSh

235

Ser

Ser

Thr

Pro

val

315

Pro

L.eu

Ser

His

Arg

395

GIn

Gln

cys

Lys

Glu

Phe

220

Leu

Tyr

Ala

Pro

Lau

300

His

Leu

Tyr

ASp

TYr

380

val

Asn
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Ser

Lys

Arg

Thr

205

Ser

Lys

Ala

Ala

Ala

285

Ser

Thr

Ala

cys

Tyr

365

GIn

Lys

GlIn

Gly

Ala

Ala

190

Arg

Leu

Tyr

Met

Ala

270

Pro

Leu

Arg

Gly

Asn

350

Met

Pro

Phe

Leu

Pro

Ser

175

Pro

Glu

Glu

Glu

Asp

255

Phe

Arg

Arg

Gly

Thr

335

His

Asn

TYr

Ser

Tyr
415

Glu

160

Gly

Gly

Pro

Thr

ASp

240

Tyr

val

Pro

Pro

Leu

320

Cys

Arg

Met



Glu Leu

Arg Gly

Gln Glu

Ash Leu Gly Arg Arg
420

Arg Asp Pro Glu Met

Gly Leu Tyr Asn Glu

450 455

Tyr Ser
465

Glu Ile Gly Met Lys
470

Asp Gly Leu Tyr Gin Gly Leu

Ala Leu

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Met Ala
1

His Ala
Ala Met
Ser val

50

Pro Gly
65
Thr Gly

Thr Leu

Cys Leu

485

His Met Gln Ala Leu
500

10

512

PRT

Artificial Sequence

Synthetic
10

Ley Pro val Thr Ala

Ala Arg Pro Asp Ile
20

ggr Leu Gly Lys Arg

Thr 1le Leu Gly ?gr

Gin Pro Pro Thr Leu
70

val Pro g;a Arg Phe

Thr Ile Asp Pro val
100

Gln Ser Arg Thr Ile
115

Gly

Ser

Pro

L.eu

val

Ala

40

His

Leu

Ser

Glu

Pro
120

712361_ST25

Glu Tyr Asp val

425

Gly

GlIn

Glu

Thr

Pro
505

Leu

Leu

25

Thr

Ley

ile

Gly

Glu

105

Arg

Lys

LysS

Arg

Ala

490

Arg

Leu

10

Thr

Ile

Ile

Gin

Ser

90

Asp

Thr

Pro

ASp

Pro

Gin

Ser

His

Leu

75

Gly

AsSp

Phe

Arg

LyS

Arg

Lys

teu

Ser

Cys

Trp

60

Ala

Ser

val

Gly
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Leu

Gly

Asp

Ala

Pro

Arg

45

Tyr

Ser

Arg

Ala

Gly

Lys

Ala

Lys

Thr

Leu

Pro

30

Ala

GlIn

Asn

Thr

val

110

Gly

Lys

Asn

Glu

Gly

Leu

15

Ser

Ser

Gln

val

AsSp

95

Tyr

Thr

Arg

Pro

Ala

His

480

ASp

Leu

Leu

Lys

Gin

80

Phe

Tyr

Lys



Leu

Glu

145

Leu

Tyr

Lys

Ala

Ser

225

Thr

Trp

Pro

Pro

Glu

305

ASp

Gly

ASn

Phe

Glu

130

Gly

Lys

Thr

Gly

TYyr

210

Ala

Ala

Gly

val

Thr

290

Ala

Phe

val

Arg

370

Cys

Ile

sSer

Lys

Phe

Leu

195

Ala

Ser

Thr

Gln

Phe

275

Pro

Cys

Ala

Leu

Phe

355

Glin

Ser

Lys

Thr

Pro

Thr

180

Lys

Tyr

Thr

Tyr

Gly

Leu

Ala

Arg

Cys

Leu

340

Ser

Pro

Cys

Gly

Lys

Gly

ASp

Trp

Asp

Ala

Phe

245

Thr

Pro

Pro

Pro

ASp

325

Leu

val

Phe

Arg

Ser

Tyr

Met

Phe

Tyr

230

Cys

Ser

Ala

Thr

Ala

310

Ile

Ser

val

Met

Phe
390

Thr

135

Glin

Thr

ser

Gly

Arg

Leu

Ala

val

Lys

Ile

295

Ala

Tyr

L.eu

Lys

Arg

Pro

Ser

Ile

val

Ile

Trp

200

Gly

Gln

Leu

Thr

Pro

280

Ala

Gly

Ile

val

Arg

Pro

Glu

Gin

Lys

AsSn

185

Ile

Arg

I1le

ASp

val

265

Thr

Ser

Gly

Trp

Ile

345

Gly

val

Glu

712361_ST25
Gly ser Gly Lys

Leu

Ile

170

Trp

Asn

Phe

Ash

TYyr

250

Ser

Thr

Glin

Ala

Ala

Thr

Arg

Gin

Glu

val

155

Ser

val

Thr

Ala

Asn

235

Ser

Ser

Thr

Pro

val

315

Pro

Leu

Lys

Thr

Glu
395

140

Glin

Cys

Lys

Glu

Phe

220

Leu

Tyr

Ala

Pro

l.eu

300

His

Leu

Tyr

Lys

Thr

380

Gly

Page 15

Pro

Ser

Lys

Arg

Thr

205

Ser

Lys

Ala

Ala

Ala

285

Ser

Thr

Ala

Cys

Leu

365

Gln

Gly

Gly

Gly

Ala

Ala

190

Arg

Leu

Tyr

Met

Ala

270

Pro

Leu

Arg

Gly

Asn

350

Leu

Glu

Cys

Ser

Pro

ser

175

Pro

Glu

Glu

Glu

ASp

Phe

Arg

Arg

Gly

Thr

335

His

Tyr

Glu

Glu

Gly

Glu

160

Gly

Gly

Pro

Thr

240

Tyr

val

Pro

Pro

Leu

320

Cys

Arg

Ile

Asp

Leu
400



Arg val

Lys phe Ser Arg Ser
405

GIn Asn GIn Leu Tyr Asn Glu

Asp val

Pro Arg

420

Leu Asp Lys Arg Arg
435

Arg Lys Asn Pro Gln

450 455

Arg Arg
Thr Lys

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Met Ala
1

His Ala

Ala Met

ser val
50

Pro Gly
65
Thr Gly

Thr Leu

Cys Leu

Met Ala Glu Ala Tyr
470

Gly Lys Gly His Asp

Asp Thr Tyr Asp Ala
500

11
502
PRT
Artificial Sequence

synthetic
11

teu Pro val Thr aAla

Ala Arg Pro Asp Ile
20

ger Leu Gly Lys Arg
5

Thr ITe Leu Gly %gr

Gin Pro Pro Thr Leu
70

val Pro Ala Arg Phe
85

Thr I'le Asp Pro val
100

GIn Sser Arg Thr Ile
115

Ala

Leu

Gly

Glu

Ser

Gly

Leu

Leu

val

Ala

40

His

L.eu

Ser

Glu

Pro
120

Asn

425

Arg

Gly

Glu

Leu

His
505

Leu

Leu

25

Thr

Leu

Ile

Gly

Glu

105

Arg

712361_ST25
Asp Ala Pro Ala
410

Leu

Asp

L.eu

Ile

Tyr

Met

Leu

10

Thr

Ile

Ile

GlIn

Ser

90

ASp

Gly

Pro

Tyr

Gly

Gln

Glin

Pro

Gln

Ser

His

Leu

75

Gly

Asp

Arg

Glu

Asn

460

Met

Gly

Ala

Leu

Ser

cys

Trp

60

Ala

Ser

val

Thr phe Gly
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Tyr

Arg

Met

445

Glu

Lys

Ley

Leu

Ala

Pro

Arg

45

Tyr

Ser

Arg

Ala

Gly

Gln

Glu

430

Gly

Leu

Gly

Ser

Pro
510

Leu

Pro

30

Ala

Gln

Asn

Thr

val

110

Gly

Glin

415

Glu

Gly

Gln

Glu

Thr

495

Pro

Leu

15

Ser

Ser

Gln

val

Asp

95

TYyr

Thr

Gly

Tyr

Lys

Lys

Arg

Leu

Leu

Glu

Lys

Gln

80

Phe

Tyr

Lys



Leu

Glu

145

Leu

Tyr

LyS

Ala

Ser

225

Thr

Trp

Pro

Pro

Glu

305

Asp

Gly

Asn

Gly

Ser
385

Glu

130

Gly

Lys

Thr

Gly

Tyr

210

Ala

Ala

Gly

val

Thr

290

Ala

Phe

val

Arg

Gly

Thr

Ile

Ser

Lys

Phe

Leu

195

Ala

Ser

Thr

Glin

Phe

275

Pro

Cys

Ala

Leu

Arg

Ser

L.eu

Lys

Thr

Pro

Thr

180

Lys

Tyr

Thr

Tyr

Ala

Arg

Cys

Leu

340

Asp

Phe

Ala

Gly

Lys

Trp

Asp

Ala

Phe

245

Thr

Pro

Pro

Pro

Asp

L.eu

Gln

Arg

Lys

sSer

Tyr

Met

Phe

TYyr

230

Cys

Ser

Ala

Thr

Ala

310

Ile

Ser

Arg

Thr

ITe
390

Thr

135

Gin

Thr

Ser

Gly

Arg

l.eu

Ala

val

Lys

Ile

295

Ala

Tyr

Leu

Leu

Pro

375

Arg

Ser

Ile

val

Trp

200

Gly

Gin

Leu

Thr

Pro

280

Ala

Gly

Ile

val

Pro

360

Ile

val

Gly Ser Gly Lys
14

GIn

LYS

AsSn

185

Ile

Arg

ASp

val

265

Thr

Ser

Gly

Trp

Ile

345

Pro

Glin

LysS

712361_ST25

Leu

Ile

170

Trp

Asn

Phe

AsSn

Tyr

250

Ser

Thr

Gin

Ala

Ala

330

Thr

ASp

Glu

Phe

val

155

Ser

val

Thr

Ala

AsSn

235

Ser

Ser

Thr

Pro

val

315

Pro

Leu

Ala

Glu

ser
395

0

GIn

Cys

Lys

Glu

Phe

220

Leu

Tyr

Ala

Pro

ey

300

His

Leu

Tyr

His

Gin

380

Arg
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Pro

Ser

Lys

Arg

Thr

205

Ser

LysS

Ala

Ala

Ala

285

Ser

Thr

Ala

Cys

365

Ala

Ser

Gly

Gly

Ala

Ala

190

Arg

Leu

Tyr

Met

Ala

270

Pro

Leu

Arg

Gly

ASh

350

Pro

ASp

Ala

Ser

Pro

Ser

175

Pro

Glu

Glu

Glu

ASp

255

Phe

Arg

Arg

Gly

Thr

335

His

Pro

Ala

ASp

Gly

Glu

160

Gly

Gly

Pro

Thr

240

Tyr

val

Pro

Pro

l.eu

320

cys

Arg

Gly

His

Ala
400



Pro Ala Tyr GIn GIn Gly GIn

Gly Arg

Pro Glu

Tyr Asn

405

Arg Glu Glu Tyr Asp
420

Met Gly Gly Lys Pro
435

Glu Leu GIn Lys Asp

450 455

Gly Met

Lys Gly Glu Arg Arg

Gln Gly Leu Ser Thr Ala Thr

Gln Ala

<210>
<211>
<212>
<213>

<220>
<223>

<400>

485

Leu Pro Pro Arg
500

12
549
PRT
Artificial Sequence

synthetic
12

Met Ala teu Pro val Thr Ala
1

His Ala

Ala Met

Ser val
50

Pro Gly
65

Thr Gly

Thr Leu

Ala Arg Pro Asp Ile
20

Ser Leu Gly Lys Arg
35

Thr Ile Leu Gly Ser
55

Gln Pro Pro Thr Leu
70

val pro gga Arg Phe

Thr I1e Asp Pro val
100

AsSn

val

Lys

Arg

Lys

Ley

val

Ala

40

His

Leu

Ser

Glu

712361_ST25

Gln Leu Tyr Asn

Leu

425

Arg

Met

Gly

Asp

Leu

Leu

25

Thr

Leu

Ile

Gly

Glu
105

410

ASD

Lys

Ala

Lys

Thr
490

Leu

10

Thr

Ile

Ile

Gln

Ser

90

ASp

Lys

Asn

Glu

Gly

TYr

Pro

GlIn

Ser

His

Leu

75

Gly

ASp

Arg

Pro

Ala

460

His

ASp

Leu

Ser

Cys

rp

60

Ala

Ser

val
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Glu

Arg

Gln

445

Tyr

Asp

Ala

Ala

Pro

Arg

45

Tyr

Ser

Arg

Ala

Leu

Gly

Glu

Ser

Gly

Leu

Leu

Pro

30

Ala

Gin

Asn

Thr

val
110

Asn

415

Arg

Gly

Glu

Leu

His
495

Leu

15

Ser

Ser

Gin

val

Asp

95

Tyr

Leu

Asp

Leu

Ile

Tyr

Met

Leu

Leu

Lys

Glin

80

Phe

Tyr



Cys

Leu

Glu

145

Leu

Tyr

Lys

Ala

ser

225

Thr

Pro

Pro

Glu

305

AsSp

Gly

AsSn

Phe

Leu

Glu

130

Gly

Lys

Thr

Gly

Tyr

210

Ala

Ala

Gly

val

Thr

290

Ala

Phe

val

Arg

GlIn

115

Ile

Ser

Lys

Phe

Leu

195

Ala

Ser

Thr

Phe

275

Pro

Cys

Ala

Leu

Phe

355

Gln

Ser

Lys

Thr

Pro

Thr

180

Lys

Tyr

Thr

Tyr

Gly

Leu

Ala

Arg

Cys

Leu

340

Ser

Pro

Arg

Gly

Lys

Trp

Asp

Ala

Phe
245

Thr

Pro

Pro

Pro

ASp

Leu

val

Phe

Thr

Ser

Gly

Glu

Tyr

Met

rPhe

Tyr

230

cys

Ser

Ala

Thr

Ala

310

Ile

Ser

val

Met

Ile

Thr

135

Gln

Thr

Ser

Gly

215

Leu

Ala

va'l

LYS

Ile

295

Ala

Tyr

Leu

Lys

Arg
375

Pro

120

Ser

Ile

val

Ile

Trp

Gly

Gin

Leu

Thr

Pro

280

Ala

Gly

Ile

val

Gly

Gln

Lys

Asn

185

Ile

Arg

Ile

AsSp

val

265

Thr

Ser

Gly

Trp

Ile

345

Gly

val

712361_5T725
Arg Thr Phe Gly

Ser

Leu

Ile

170

Trp

Asn

Phe

Asn

TYr

250

Ser

Thr

Gln

Ala

Ala

330

Thr

Arg

Gln

Gly

val

155

Ser

val

Thr

Ala

Asnh

235

Ser

ser

Thr

Pro

val

315

Pro

Leu

Lys

Thr

Cys

Lys

Glu

Phe

220

Leu

Tyr

Ala

Pro

Leu

300

Leu

Tyr

Lys

Thr
380
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Ser

Lys

Arg

Thr

205

Ser

Lys

Ala

Ala

Ala

285

Ser

Thr

Ala

Cys

Leu

365

Gin

Gly

Gly

Ala

Ala

190

Arg

Leu

Tyr

Met

Ala

270

Pro

l.eu

Arg

Gly

Asn

350

l.eu

Glu

Thr

Ser

Pro

Ser

175

Pro

Glu

Glu

Glu

Asp

255

Phe

AYg

Arg

Gly

Thr

335

His

Tyr

Glu

Lys

Gly

Glu

160

Gly

Gly

Pro

Thr

Asp

240

Tyr

val

Pro

Pro

Leu

320

Cys

Arg

Ile

ASp



Gly

Arg

Gly

Thr

Ala

Asn

Met

[A)

Ala
545

Cys

Arg

Ser

t.eu

Tyr

450

Arg

Met

Glu

Lys

Leu

530

Leu

Ser

AsSp

Phe

Ala

Gln

Glu

Gly

teu

Pro

Cys

Gln

Arg

Lys

Gln

Glu

Gly

Gin

500

Glu

Thr A

Pro

Ile

Gly

Tyr

Arg

pPhe

390

Leu

Pro

Arg

GlIn

Asp

Pro

ASp

Arg

Thr

pro

Pro

ITe

val

Asn

455

val

Arg

Lys

Arg

LYS

535

Pro

Gln

LysS

Gln

Leu

ATg

Met

ASp

Glu

425

Phe

Leu

Asp

Lys

Ala

505

Lys

Thr

712361_5T25
Glu Glu Glu Gly

Ala

410

Glu

Ser

Tyr

Lys

AsSn

490

Glu

Gly

395

His

Gin

Arg

Asn

Arg

Pro

Ala

His

ASp

Lys

Ala

Ser

Glu

460

Arg

GlIn

Tyr

Asp

Ala
540
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Pro

AsSp

Ala

445

Leu

Gly

Glu

Ser

Gly

Leu

Cys

Pro

Ala

430

ASp

Asn

Arg

Gly

Glu

510

Leu

His

Ala

Leu

Asp

Leu

495

Ile

Tyr

Met

Leu

400

Gly

Ser

Pro

Gly

Pro

480

Tyr

Gly

GIn

Gln



