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SEQUENCE LISTING

<110> ETi Lilly and Company
<120> DKK~1 Antibodies
<130> X-18097

<150> 61/168411
<151> 2009-04-10

<150> PCT/US2010/030039
<151> 2010-04-06

<160> 52
<170> PatentIn version 3.5

<210> 1

<211> 10

<212> PRT

<213> Artificial Sequence

<220> .
<223> Synthetic Construct

<400> 1

Gly pPhe Thr Phe Ser Ser Tyr Thr Met Ser
1 5 10

<210> 2

<211> 17

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Construct
<400> 2

Thr ITe Ser Gly Gly Gly Phe Gly Thr Tyr Tyr Pro Asp Ser val Lys
1 5 10 15
Gly

<210> 3

<211> 10

<212> PRT

<213> Artificial Segquence

<220>
<223> Synthetic Construct

<400> 3

Pro Gly Tyr His Asn Tyr Tyr Phe Asp Iie
1 5 10

<210> 4
<211> 10
<212> PRT
<213> Artificial sequence
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<220> ]

<223> synthetic Construct

<400> 4

Pro Gly Tyr Asn Asn Tyr Tyr Phe Asp Ile
1 5 10
<210> 5

<211> 11

<212> PRT |

<213> Artificial Sequence

<220> )

<223> synthetic Construct

<400> 5

His Ala Ser Asp Ser Ile Ser Asn Ser Leu His
1 5 10
<210> ©

<21l> 7

<212> PRT

<213> Artificial Sequence

<220> o

<223> synthetic Construct

<400> 6

Tyr Gly Arg Gln Ser Iie Gin
1 5

<210> 7

<21i1> 9

<212> PRT

<213> Artificial Sequence

<220> o
<223> synthetic Construct

<400> 7

Gln Gln Ser Glu Ser Trp Pro Leu His
1 5

<210> 8

<211> 7

<212> PRT

<213> Artificial Sequence

<220> )
<223> Ssynthetic Construct

<400> 8

Tyr Ala Arg Gln ger Ile Gin
1

<210> 9
<211> 9
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<212> PRT

<213> Artificial sequence
<220>

<223> Synthetic Construct
<400> 9

GIn GIn ser Ala Ser Trp Pro Leu His
1 5

<210> 10

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Construct

<400> 10
{yr Ala Arg Gin ger Glu Gln

<210> 11
<211> 119
<212> PRT
<213> Artificial Sequence

<220>
<223> Synthetic Construct

I ¥aYa 11
“UU> 1l

A

Glu val GIn teu val Glu Ser Gly Gly Gly Leu val GlIn Pro Gly Gly
1 5 . 10 15

Ser Leu Arg Leu Ser Cys Ala Ala ger Gly Phe Thr pPhe Ser Ser Tyr
20 5 30

Thr Met ger Trp val Arg Gin zga Pro Gly Lys Gly Leu Glu Trp val
5 45

Ala Thr Tle ser Gly Gly Gly Phe Gly Thr Tyr Tyr Pro Asp Ser vai

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr

Leu GIn Met Asn ggr teu Arg Ala Glu ggp Thr Ala val Tyr gyr Cys
5

Ala Arg Pro Gly Tyr His Asn Tyr Tyr Phe Asp Ile Trp Gly Gln Gly
100 105 110

Thr Thr val Thr val ser Ser
115
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<210> 12
<211> 119
<212> PRT
<213> Artificial sequence

<220> )
<223> Ssynthetic Construct

<400> 12

Glu val GIn Lev val Glu Ser Gly Gly Gly Leu val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg ESU Ser Cys Ala Ala ggr Gly phe Thr phe ggr ser Tyr

Thr Met ggr Trp val Arg Gin zga Pro Gly Lys Gly igu Glu Trp val

Ala ggr Ile ser Gly Gly %éy Phe Gly Thr Tyr E%r Pro Asp Ser val

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr

65 70 75 80
Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95
Ala Arg Pro Gly Tyr Asn Asn Tyir Tyr Phe Asp Ile Trp Gly Gin Gly
100 105 110

Thr Thr val Thr val Ser Ser
115

<210> 13

<211> 107

<212> PRT

<213> Artificial sequence

<220>
<223> synthetic Construct

<400> 13

Glu ITe val Leu Thr GIn Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly
1 5 10 15

Glu Arg Ala Thr Leu Ser Cys His Ala Ser Asp Ser Ile Ser Asn Ser
20 25 30

Leu His Trp Tyr Gln Gln Lys Pro Gly GIn Ala Pro Arg Leu Leu Ile
35 40 45

Tyr ggr Gly Arg Gln Ser g;e Gln Gly 1le Pro ééa Arg phe Ser Gly

Page 4



X18097%200Us%205eq%20L1sting%2010%20Aug%202011_ST25. txt
Ser Gly Ser Gly Thr 9Sp phe Thr Leu Thr %Ee Ser Ser Leu Glu ggo
65

Glu Asp phe Ala val Tyr Tyr Cys Gln gén Ser Glu Ser Trp Pro Leu
85 95

His Phe Gly gg% Gly Thr Lys val Glu Ile Lys

105
<210> 14
<211> 107
<212> PRT
<213> Artificial Seguence
<220>
<223> Synthetic Construct
<400> 14

Glu Ile val Leu Thr Gln ser pro Ala Tgr Leu Ser teu Ser Pro Gly
1 5 1 15

Glu Arg Ala Thr Leu Ser Cys His éTa Ser Asp Ser Ile Ser Asn Ser
20 5 30

Leu His Trp Tyr GIn Gin Lys Pro Gly GIn Ala Pro Arg Leu teu Ile
35 40 45

T - 1le
50 55
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Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro
65 70 75 80

Glu Asp Phe Ala val Tyr Tyr Cys Gin Gln Ser Glu Ser Trp Pro Leu
85 90 a5

His Phe Gly Gly Gly Thr Lys val Glu Ile Lys

100 105
<210> 15
<211i> 107
<212> PRT
<213> Artificial Sequence
<220>

<223> Synthetic Construct

<400> 15

Glu 1le val Leu Thr GIn Ser pPro Ala Thr Leu Ser Leu Ser Pro Gly
1 5 10 15

Glu Arg Ala Thr Leu Ser Cys H1is g?a Ser Asp Ser Ile Ser Asn Ser
20 5 30
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Leu His ggp Tyr Gln Gln Lys Pro Gly Gln Ala Pro zgg Leu Leu Ile
40

Tyr Tyr Gly Arg Glin ser Ile GIn Gly Ile Pro Ala Arg Phe Ser Gly

50 55 60
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro
65 70 75 80
Glu Asp Phe Ala val Tyr Tyr Cys Gln GIn Ser Ala Ser Trp Pro Leu
85 90 95
His pPhe Gly Gly Gly Thr Lys val Glu Ile Lys
100 105
<210> 16
<211> 107
<212> PRT
<213> Artificial Sequence
<220>
<223> synthetic Construct
<400> 16
Glu ITe val teu Thr Gin Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly
1 5 10 15
Glu Arg Ala Thr Leu Ser Cys His a 5er Asp Ser Ile r Asn Ser

N I
T wad
Wwin
o

20

Leu His Trp Tyr GIn GIn Lys Pfo Gly GIn Ala Pro Arg Leu Leu Ile
35 40 45

Tyr Tyr Ala Arg GIn Ser Glu Gln Gly Ile Pro Ala Arg Phe Ser Gly
50 55 60

ser Gly ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro
65 70 75 80

Glu Asp Phe Ala val Tyr Tyr Cys GIn Gln Ser Ala Ser Trp Pro Leu

85 90 95

His Phe Gly Gly Gly Thr Lys val Glu Ile Lys

100 105
<210> 17
<211> 445
<212> PRT.
<213> Artificial Sequence
<220>
<223> Synthetic Construct
<400> 17
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Glu val GIn teu val Glu Ser Gly Gly Gly Leu val Gln Pro g?y Gly
1 5 10 5

Ser Leu Arg Leu Ser Cys Ala Ala ggr Gly Phe Thr phe ggr Ser Tyr
20

Thr Met Ser Trp val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp val
35 40 45

Ala Tgr Ile Ser Gly Gly Gly Phe Gly Thr Tyr Tyr Pro Asp Ser val
5 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr
65 70 75 80

Leu GIn Met Asn Ser Leu Arg Ala Glu Sgp Thr Ala val Tyr ggr Cys
85

Ala Arg Pro Gly Tyr His Asn Tyr Tyr Phe Asp Ile Trp Gly Gin Gly
100 105 110

Thr Thr val Thr val Ser Ser Ala Ser Thr Lys Gly Pro Ser val Phe
115 120 : 125

Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu
130 135 140

Gly Cys teu val Lys Asp Tyr Phe Pro Glu Pro val Thr val Ser Trp
145 150 155 160

Asn Ser Gly Ala Leu Thr Ser Gly val His Thr Phe Pro Ala val Leu
165 170 175

Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser val val Thr val Pro ser
180 185 190

Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn val Asp His Lys Pro
195 200 205

Ser Asn Thr Lys val Asp Lys Arg val Glu Ser Lys Tyr Gly Pro Pro
210 215 220

Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser val pPhe
225 230 235 240

Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro
245 250 255

Glu val Thr Cys val val val Asp val Ser Glin Glu Asp Pro Glu val
260 265 270
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Gin phe %sg Trp Tyr val Asp gég val ¢Tu val His %gg Ala Lys Thr
7

Lys Pro Arg Glu Glu GIn Phe Asn Ser Thr Tyr Arg val val Ser val
290 295 300

Leu Thr val Leu #His GlIn Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys
305 310 315 320

Lys val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser
325 330 335

Lys Ala Lys Gly Gln Pro Arg Glu Pro GIn val Tyr Thr Leu Pro Pro
340 345 350

ser GIn Glu é]u met Thr Lys Asn Gin val Ser Leu Thr Cys Leu val
355 360 365

Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu Trp Glu Ser Asn Gly
3

GIn Pro Glu Asn Ash Tyr Lys Thr Thr Pro Pro val Leu Asp Ser Asp
385 390 395 400

Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr val Asp Lys Ser Arg Trp
405 410 415

Gln Glu Gly Asn val Phe Ser Cys Ser val Met His Glu Ala Leu His

420 425 430

Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly

435 440 445
<210> 18
<211> 445
<212> PRT
<213> Artificial Sequence
<220>
<223> Ssynthetic Construct
<400> 18

Glu val Gin Leu val Glu Ser Gly Gly Gly teu val GIn Pro Gly Gly
1 5 10 15

Ser Leu Arg lLeu Ser Cys Ala Ala ;gr Gly Phe Thr phe Ser Ser Tyr
20 30

Thr Met ggr Trp val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp val
40 45

Ala Thr Ile Ser Gly Gly Gly pPhe Gly Thr Tyr Tyr Pro Asp Ser val
50 55 60
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Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr
65 70 75 80

Leu GIn Met Asn ggr Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr Cys
90 95

Ala Arg Pro Gly Tyr Asn Asn Tyr Tyr Phe Asp Ile Trp Gly GIn Gly
100 105 110

Thr Thr val Thr val ser Ser Ala Ser Thr Lys Gly Pro Ser val Phe
115 120 125

Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Giu Ser Thr aAla Ala Leu
130 135 140

Gly Cys Leu val Lys Asp Tyr Phe Pro Glu Pro val Thr val Ser Trp
145 150 155 160

Asn Ser Gly Ala Leu Thr Ser Gly val His Thr Phe Pro Ala val Leu
165 170 175

GIn Ser Ser Gly Leu Tyr Ser Leu Ser Ser val val Thr val pro ser
180 185 190

Ser Ser iLeu Giy Thr Lys Thr Tyr Thr Cys Asn val Asp His Lys Pro
195 200 205

Ser Asn Thr Lys val Asp Lys Arg val Glu Ser Lys Tyr Gly Pro Pro
210 215 220

s Pro Pro Cys Pro Ala pPro Glu Ala Ala Gly Gly Pro Ser val prhe
5 230 235 240

Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro
245 250 255

Glu val Thr val val val Asp val Ser GIn Glu Asp Pro Glu val

cys
260 265 270

Gin Phe Asn Trp Tyr val Asp Gly val Glu val His Asn Ala Lys Thr
275 280 285

Lys Pro Arg Glu Gliu Gln Phe Asn Ser Thr Tyr Arg val val Ser val
290 295 300

Leu Thr val Leu His Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys
305 310 315 320

Lys val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser
325 330 335
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Lys Ala Lys Gly Gln Pro Arg Giu Pro Gin val Tyr Thr Leu Pro Pro
340 345 350

ser Gin Glu Glu Met Thr Lys Asn GIn val Ser Leu Thr Cys Leu val
355 360 365

Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu Trp Glu Ser Asn Gly
370 375 380

Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro val Leu Asp Ser Asp
385 390 395 400

Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr val Asp Lys Ser Arg Trp
405 410 415

Gin Glu Gly Asn val Phe Ser Cys Ser val Met His Glu Ala Leu His
420 425 430

Asnh His Tyr Thr Glin Lys Ser Leu Ser Leu Ser Leu Gly
435 440 445

<210> 19
<211> 214
<212> PRT
<213> Artificial seguence

<220>
<223> Synthetic Construct

<400> 19

Glu I7e val Leu Thr GIn Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly
1 5 io i5

Glu Arg Ala Thr Leu Ser Cys His Ala Ser Asp Ser Ile Ser Asn Ser
20 25 30

Leu His Trp Tyr Gin Glin Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile
35 40 45

Tyr g5r Gly Arg GIn Ser Ile Gln Gly Ile Pro Aga Arg Phe Ser Gly
55 6

ser Gly ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro
65 70 75 80

Glu Asp Phe Ala gg} Tyr Tyr Cys Gln g?n Ser Glu Ser Trp ;go Leu
0

His pPhe Gly Gly Gly Thr Lys val Giu Ile Lys Arg Thr val Ala Ala
100 105 110

Page 10



X18097%200Us%20Seq%20L.15ting%2010%20Aug%202011_ST25.txt
Pro Ser Xag phe Ile Phe Pro Pro Ser Asp Glu Gin ng Lys Ser Gly
1 120 1

Thr Ala Ser val val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140

Lys val GIn Trp Lys val Asp Asn Ala tLeu Gin Ser Gly Asn Ser Gln
145 150 155 160

Glu ser val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175

Ser Thr teu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys val Tyr
180 185 . 190

Ala Cys Glu val Thr His GIn Gly Leu Ser Ser pPro val Thr Lys Ser
195 200 205

Phe Asn Arg Gly Glu Cys
210

<210> 20

<211> 214

<212> PRT

<213> Artificial Seguence

<220> o
<Z223> Synthetic Construct

<400> 20

Glu Ile val Leu Thr Gln Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly
1 5 10 15

Glu Arg Ala Tgr Leu Ser Cys His Ala Ser Asp Ser Ile Ser Asn Ser
2 25 30

Leu His Trp Tyr Gin GIn Lys Pro Gly GIn Ala Pro Arg Leu Leu Ile
35 40 45

Tyr E%r Ala Arg Glin Ser gie GIn Gly ITe Pro Ala Arg Phe Ser Gly
5 60

Ser Gly Ser Gly Thr Asp pPhe Thr Leu Thr Ile Ser Ser Leu Glu Pro
65 70 75 80

Glu Asp Phe Ala val Tyr Tyr Cys GIn Gln Ser Glu Ser Trp Pro Leu
85 90 95

His Phe Gly Gly Gly Thr Lys val Glu Ile Lys Arg Thr val Ala Ala
100 105 110

Pro Ser val Phe ITe Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly
115 120 125
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Thr Ala Ser val val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140

Lys val Gln Trp Lys val Asp Asn Ala Leu GlIn Ser Gly Asn Ser Gln
145 150 155 160

Glu ser val Thr Glu GIn Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys val Tyr
180 185 190

Ala Cys Glu val Thr His Gin Gly Leu Ser Ser Pro val Thr Lys Ser
195 200 205

Phe Asn Arg Gly Glu Cys

210

<210> 21

<211> 214

<212> PRT

<213> Artificial sequence
<220>

<223> Synthetic Construct
<400> 21

Glu Ile val Leu Thr GIn Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly
1 5 10 15

Glu Arg Ala Thr Leu Ser Cys His %éa Ser Asp Ser Ile Ser Asn Ser
20 30

Leu His Trp Tyr Gln GIn Lys Pro Gly GIn Ala Pro Arg Leu Leu Ile
35 40 45

Tyr Tyr Gly Arg Gin Ser gge Gln Gly Ile Pro %ga Arg Phe Ser Gly
50

ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro
65 70 75 80

Glu Asp Phe Ala val Tyr Tyr Cys GlIn gén Ser Ala Ser Trp Sgo Leu
85

His Phe Gly Gly Gly Thr Lys val Glu Ile Lys Arg Thr val Ala Ala
100 105 110

Pro Ser val Phe Ile Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly
115 120 125
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Thr A;g Ser val val Cys Lgu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
1 135 140

Lys val GIn Trp Lys val Asp Asn Ala Leu Gln Ser Gly Asn Ser GlIn
145 150 155 160

Glu ser val Thr Glu GIn Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys val Tyr
180 185 190

Ala Cys Glu val Thr His GIn Gly Leu Ser Ser Pro val Thr Lys Ser

195 200 205

Phe Asn Arg Gly Glu Cys

210
<210> 22
<211> 214
<212> PRT
<213> Artificial Sequence
<220>
<223> sSynthetic Construct
<400> 22

Giu Iie val Leu Thr Gin Ser Pro Ala Thr ieu Ser teu Ser Pro Gly
1 5 10 15

Glu Arg Ala Thr Leu Ser Cys His Ala Ser Asp Ser Ile Ser Asn Ser
20 25 30

Leu His Trp Tyr GIn Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile
35 40 45

-

Tyr Tyr Ala Arg Gin Ser Glu Gln Gly Iie Pro 283 Arg Phe Ser Gly
50 55

ser Gly Ser Gly Thr Asp Phe Thr Leu Thr ITe Ser Ser Leu Glu Pro
65 70 75 80

Glu Asp Phe Ala v?i Tyr Tyr Cys Gin g%n Ser Ala Ser Trp gro Ley
8 5

His Phe Gly Gly Gly Thr Lys val Glu Ile Lys Arg Thr val Ala Ala
100 105 110

Pro Ser val Phe Ile Phe Pro Pro Ser Asp Glu GIn Leu Lys Ser Gly
115 120 125

Thr Ala Ser val val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140
Page 13



Lys val Gln

Glu Ser val

Ser Thr Leu

Glu
195

Ala Cys

Phe Asn

210

Arg

<210>
<211>
<212>
<213>

<220>
<223>

<400> 23
gaggtgcagc

tcctgtgeay

23
1335
DNA

ccagggaagg
cccgacagtg
ctgcaaatga
tatcacaact
tccaccaagg
acagccgecce
aactcaggceg
ctctactccc
acctgcaacg
tatggtccec
ctgtteccccc
gtggtggtgg
gtggaggtgc
gtggtcagcg
aaggtctcca
cagceccgag

caggtcagcc

X18097%200US%20Seq%20L1st1ng%2010%20Aug%202011_ST25.txt

Trp Lys val Asp Asn Ala Leu Glin Ser Gly Asn Ser GlIn
150

Thr Glu
165

Thr Leu
180

val Thr

Gly Glu

tggtggagtc
cctctggatt
ggctggagtg
tgaagggytcy
acagcctgag
actactttga
gcececateggt
tgggcrgect
ccetgaccag
tcagcagcegt
tagatcacaa
catgccecacc
caaaacccaa
acgtgagcca
ataatgccaa
tcetcaccegt
acaaaggect
agccacaggt

tgacctgect

200

Cys

Artificial Sequence

Synthetic Construct

tgggggaggc
cactttcagt

ggtggccacce
attcaccatc
agccgaggac
catctggggc
cttececegeta
ggtcaaggac
cggcegtgeac
ggtgaccgtg
gcccagcaac
ctgcecagcea
ggacactctc
ggaagacccc
gacaaagccyg
cctgeaccag
ccegtectec
gtacacccty

ggtcaaaggc

155

170

ttggtecage
agctatacca
atttccggtg
tccagagaca
acggctgtgt
caagggacca
gecgeectget
tacttececg
acctrcccgg
ccectecagcea
accaaggtgg
cctgaggecg
atgatctcce
gaggtccagt
cgggaggagc
gactggctga
atcgagaaaa
cceccatece

ttctacccea

205

ctggggggtc
tgtettgogt
gtggtttcgg
acgccaagaa
attactgtgc
cggtcaccgt
ccaggageac
aaccggtgac
ctgtcctaca
gcttgggceac
acaagagagt
ccgggggacc
ggacccctga
tcaactggta
agttcaacag
acggcaagga
ccatctccaa
aggaggagat
gcgacatcge

Page 14

160

Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser

175

Ser Lys Ala Asp Tyr Glu Lys His Lys val Tyr
185 190

His Gln Gly Leu Ser Ser Pro val Thr Lys Ser

cctgagactc
ccgeeagget
cacatactat
ctcactgtat
gagacctgga
ctectcagece
ctcegagage
ggtgtcgtgg
gtccrcagga
gaagacctac
tgagtccaaa
atcagtcttc
ggtcacgtge
cgtggatggc
cacgtaccgt
gtacaagtgc
agccaaaggg

gaccaagaac

cgtggagtgg

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
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gaaagcaatg ggcagccgga gaacaactac aagaccacgc ctcccgtgcet ggactcecgac

ggctecttct tectctacag caggctaacc gtggacaaga gcaggtggca ggaggggaat

gtcttctcat getecgtgat gecatgagget ctgcacaacc actacacaca gaagagectc

tecectgtcte tgggt

<210> 24
<2131> 1335
<212> DNA

<213> Artificial Sequence

<220>

<223> Synthetic Construct

<400> 24
gaggtgcagce

tecctgtgeayg
ccagggaagg
cccgacagtg
ctgcaaatga
tataataact
tccaccaagg
acagececgecec
aactcaggcg
crctactece
accrgcaacyg
tatggtccce
ctgtteccce
gtggtggtyag
gtggaggtgc
gtggtcagceg
aaggtctcca
cagcceegag
caggtcagcec
gaaagcaatg
ggcrectict
gtcttectcat
tcectgtetce

<210> 25
<211> 642

tggtggagtc
cctctggatt

tgggggaggc
cactttcagt
ggctggagtyg
tgaagggtcg

acagcctgag

ggtggccacc
attcaccatc
agccgaggac
actactttga catctggggc
gcccateggt cttegegeta
tgggctgcct ggtcaaggac
ccetgaccag cggegtgeac
tcagcagcgt ggtgaccgtg
tagatcacaa gcccageaac
catgcccacce ctgcccagea
caaaacccaa ggacactctc
acgtgagcca ggaagacccc
ataatgccaa gacaaagccg
tcctcaccgt cctgcaccag
acaaaggeccet cccgtectec
agccacaggt gtacaccctg
tgacctgect ggtcaaaggce
ggcageegga

tccrctacayg

gaacaactac
caggctaacc

gctccgrgat gcatgagget

ttggtccage
agctatacca
atttceggty
tccagagaca
acggctgtgt
caagggacca
gcgecectgcet
tacttecccceg
acctteecyg
ccectecagea
accaaggtog
cctgaggeceg
atgatctccc
gaggtccagt
€gggaggagc
gactggctga
atcgagaaaa
cceccatcec
ttctacccca
aagaccacgce
gtggacaaga

ctgcacaacc

Page 15

ctggggggtc
tgtcrtgggt
grggtttcgg
acgccaagaa
attactgtge
cggtcaccgt
ccaggagcac
aaccggtgac
ctgtcctaca
gctigggcac
acaagagagt
ccgggggacc
ggacccetga
tcaactggta
agttcaacag
acggcaagga
ccatctecaa
aggaggagat
gcgacatcgce
ctccegtget
gcaggtggea

actacacaca

cctgagacte
ccgecagget
cacatactat
ctcactgtat
gagacctgga
ctcctecagec
ctccgagage
ggtgtcgtgg
gtcctcagga
gaagacctac
tgagtccaaa
atcagtcttc
ggtcacgtge
cgtggatggce
cacgtaccgt
gtacaagtgc
agccaaaggg
gaccaagaac
cgtggagtgg
ggactccgac
ggaggggaat

gaagagcctce

1200
1260
1320
1335

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1335



<212>
<213>

<220>
<223>

<400> 25
gaaattgtgt

DNA

ctctectgec
ggccaggetce
aggttcagtg
gaagattttg
gggaccaagg
tctgatgage
cccagagagg
gagagtgtca
ctgagcaaag
ctgagctcge
<210>.
<211>

<212>

<213>

<220>
<223>

<400> 26
gaaattgtgt

26
642
DNA

ctctectgece
ggccaggetc
aggttcagtyg
gaagattttg
gggaccaagg
tctgatgage
cccagagagg
gagagtgtca
ctgagcaaag
ctgagctcge
<210>
<211>
<212>
<213>
<220>

27
642
DNA

X18097%200Us%205eq%20L1sting%2010%20Aug%202011_ST25.txt

tgacacagtc
acgccagega
ccaggctect
gcagtgggtc
cagtttatta
tggagatcaa
agttgaaatc
ccaaagtaca
cagagcagga
cagactacga

ccgtcacaaa

tgacacagtc
acgccagega
ccaggetect
gcagtgggtc
cagtttatta
tggagatcaa
agttgaaatc
ccaaagtaca
cagagcagga
cagactacga

ccgtcacaaa

artificial Sequence

synthetic Construct

tccagccace
cagtattagc
catctattat
tgggacagac
ctgtcaacag
acgaactgtg
tggaactgcce
gtggaaggtg
cagcaaggac
gaaacacaaa

gagcttcaac

Artificial Sequence

Synthetic Construct

tcecagecacc
cagtattagc
catctattat
tgggacagac
ctgtcaacag
acgaactgtg
tggaactgcee
gtggaaggtg
cagcaaggac
gaaacacaaa

gagcttcaac

Artificial Sequence

ctgtctttgt
aacagcctac
ggcagacagt
ttcactctca
agtgagagct
gctgcaccat
tctgttgtgt
gataacgccc
agcacctaca

gtctacgect

aggggagagt

ctgtctttgt
aacagcctac
gctagacagt
ttcactctca
agtgagagct
gctgcaccat
tctgttgtot
gataacgcec
agcacctaca

gtctacgecet

aggggagagt

ctccagggga
actggtacca
ccatccaggg
ccatcagceag
ggccgeteca
ctgtcttcat
gcctgetgaa
tccaatcggyg
gcctcageag
gcgaagtcac

gc

ctccagggga
actggtacca
ccatccaggg
ccatcagcag
ggccgeteca
ctgtctteat
gcctgetgaa
tccaatcgyg
gcctcageag
gcgaagtcac

gc

Page 16

aagagccacc
acagaaacct
catcccagee
cctagagect
cttcggcgga
cttccegeca
taacttctat
taactcccag
caccctgacg

ccatcagggc

aagagccacc
acagaaacct
catcccagec
cctagagect
cttecggegga
cttccegeca
taacttctat
taactcccag
caccctgacg

ccatcaggge

60
120
180
240
300
360
420
480
540
600
642

60
120
180
240
300
360
420
480
540
600
642
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<223> Ssynthetic Construct

<400> 27
gaaattgtgt

ctctectgece
ggccaggete
aggttcagtg
gaagattttg
gggaccaagg
tctgatgage
cccagagagy
gagagtgtca
ctgagcaaag
ctgagctcge
<210> 28

<211> 642
<212> DNA
<213>

<220>
<223>

<400> 28
gaaattgtgt

ctctectgec
ggccaggcetce
aggttcagtg
gaagattttg
gggaccaagg
tctgatgage
cccagagagy
gagagtgtca
ctgagcaaag
ctgagetegce
<210> 29

<211> 235
<212> PRT
<213>

<400> 29

1

tgacacagtc
acgccagega
ccaggetect
gcagtgggtc
cagtttatta
tggagatcaa
agttgaaatc
ccaaagtaca
cagagcagga
cagactacga

ccgtcacaaa

tgacacagtc
acgccagega
ccaggcerect
gcagtgggtc
cagtttatta
tggagatcaa
agttgaaatc
ccaaagtaca
cagagcagga
cagactacga

ccgtcacaaa

Homo sapiens

tccagecacc
cagtattagc
catctattat
tgggacagac
ctgtcaacag
acgaactgtg
tggaactgcc
gtggaaggtg
cagcaaggac
gaaacacaaa

gagcttcaac

Artificial Sequence

synthetic Construct

tccagecace
cagtattagce
catctattat
tgggacagac
ctgtcaacag
acgaactgtg
tggaactgcc
gtggaaggtyg
cagcaaggac
gaaacacaaa

gagcttcaac

ctgtetttgt
aacagcctac
ggcagacagt
ttcactctca
agtgccagcet
gctgcaccat
tctgttgtgt
gataacgcce
agcacctaca

gtctacgect

aggggagagt

ctgtctttgt
aacagcctac
gctagacagt
ttcactctea
agtgccaget
gctgcaccat
tctgttgtgt
gataacgccec
agcacctaca

gtctacgect

aggggagagt

10

ctccagggga
actggtacca
ccatccaggyg
ccatcagcag
ggcecgeteca
ctgtctteat
gcetgetgaa
tccaatcggg
gcctcageag
gcgaagtcac

gc

ctccagggga
actggtacca
ccgagcaggg
ccatcageag
ggcegeteca
ctgtctteat
gcctgetgaa
tccaatcggg
gcctcageag
gcgaagtcac

gc

page 17

aagagccacc
acagaaacct
catcccagec
cctagagect
cttcggegga
cttcecegeca
taacttctat
taactcecag
caccctgacg

ccatcagggce

aagagccacc
acagaaacct
catcccagec
cctagagect
cttcggegga
cttcccgeca
taacttctat
taactcccag
caccctgacyg

ccatcaggge

Thr Leu Asn Ser val Leu Asn Ser Asn Ala Ile Lys Asn Leu Pro Pro
5

60
120
180
240
300
360
420
480
540
600
642

60
120
180
240
300
360
420
480
540
600
642
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Pro Leu Gly %%y Ala Ala Gly His ggo Gly ser Ala val ser Ala Ala

Pro Gly gée Leu Tyr Pro Gly ggy Asn Lys Tyr Gin Thr Ile Asp Asn
45

Tyr Gln Pro Tyr Pro Cys ?ga Glu Asp Glu Glu gys Gly Thr Asp Glu
50 0

Tyr Cys Ala Ser Pro Thr Arg Gly Gly Asp Ala Gly val GIn Ile Cys
65 70 75 80

Leu Ala Cys Arg Egs Arg Arg Lys Arg g%s Met Arg His Ala Mgt Cys
9

Cys Pro Gly Asn Tyr Cys Lys Asn Gly Ile Cys val Ser Ser Asp Gln
100 105 110

Asn His Phe Arg Gly Glu Ile Glu Glu Thr Ile Thr Glu Ser phe Gly
115 120 125

Asn Asp His Ser Thr Leu Asp Gly Tyr Ser Arg Arg Thr Thr Leu Ser

Ser Lys Met Tyr His Thr Lys Gly Gln Glu Gly Ser val Cys Leu Arg
145 150 155 160

Ser Ser Asp Cys Ala Ser Gly Leu Cys Cys Ala Arg His pPhe Trp Ser
165 170 175

Lys Ile Cys Lys Pro val Leu Lys Glu Gly GIn val Cys Thr Lys His
180 185 190

Arg Arg Lys Gly Ser His Gly Leu Glu Ile Phe GIn Arg Cys Tyr Cys
195 200 205

Gly Glu Gly Leu Ser Cys Arg Ile GIn Lys Asp His His GIn Ala Ser
210 215 220

Asn Ser Ser Arg Leu His Thr Cys GlIn Arg His

225 230 235
<210> 30
<211> 234
<212> PRT

<213> <c¢ebus albifrons
<400> 30

Thr Leu Asn Ser ga? Leu Asn Ser Asn Ala Ile Lys Asn Leu Pro Pro
1 10 15
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Pro Leu Gly Gly Ala Ala Gly His ggo Gly Ser Ala val ger Ala Ala
20 0

Pro Gly ége Leu Tyr Pro Gly 28y Asn Lys Tyr GIn Thr Ile Asp Asn
45

Tyr ggn Pro Tyr Pro Cys Ala Glu Asp Glu Glu %%s Gly Thr Asp Glu
55

Tyr Cys Ala Ser Pro Thr Arg Gly Gly Asp Ala Gly val Gin ITe Cys
65 70 75 80

teu Ala Cys Arg ggs Arg Arg Lys Arg ggs Met Arg His Ala Mgt Cys
9

Cys Pro Gly Asn Tyr Cys Lys Ash Gly Ile Cys val Ser Ser Asp Gin
100 105 110

Asn Asn Phe Arg Gly Glu Ile Glu Glu Thr Ile Thr Glu Ser pPhe Gly
115 120 125

Asn Asp His Ser Thr Leu Asp Gly Tyr Ser Arg Arg Thr Thr Leu Ser

Ser Lys Met Tyr His Ser Lys Gly Gln Glu Gly Ser val Cys Leu Arg
145 150 155 160

Ser Ser Asp Cys Ala Thr Gly Leu Cys Cys Ala Arg His Phe Trp Ser
165 170 175

Lys ITe Cys Lys Pro val teu Lys Glu Gly Gln val Cys Thr Lys His
180 185 190

Arg Arg Lys Gly Ser His Gly Leu Glu Ile Phe Gin Arg Cys Tyr Cys
195 200 205

Gly Glu Gly Leu Ser Cys Arg Ile Gin Lys Asp His His GIn Ala Ser
210 215 220

Asn Ser Ser Arg Leu His Thr Cys Gln Arg
225 230

<210> 31
<211> 252
<212> PRT
<Z213> Rattus rattus

<400> 31
Thr Leu Ash Ser val Leu Ile Asn Ser Asn Ala Ile Lys Asn Lgu Pro
1 5 10 1

Pro Pro Leu Gly Gly Ala Gly Gly GIn Pro Gly Ser Ala val Ser val
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Ala Pro Gly val Leu Tyr Glu iéy Gly Asn Lys Tyr Gln Thr Leu Asp
35 45

Asn Tyr Gln Pro Tyr Pro ggs Ala Glu Asp Glu ggu Cys Gly Thr Asp
50

Glu Tyr Cys Ser Ser Pro Ser Arg Gly Ala Ala GWy~Va1 Gly Gly val
65 70 75 80

Gln Ile Cys teu Ala Cys Arg Lys Arg ggg Lys Arg Cys Met Agg His
85 9

Ala Met Cys Cys Pro Gly Ashn Tyr Cys Lys Asn Gly Ile Cys Met Pro
100 105 110

Ser Asp His Ser His Leu Pro Arg Gly Glu ITe Giu Glu Gly Ile Ile
115 120 125

Glu Asn Leu Gly Asn Asp His Gly Ala Gly Asp Gly Tyr Pro Arg Arg
130 135 140

Thr Thr Leu Thr Ser Lys Ile Tyr His Thr Lys Gly GIn Glu Gly Ser
145 150 155 160

val Cys Leu Arg Ser Ser Asp Cys Ala Thr Gly Leu Cys Cys Ala Arg
165 170 175

His Phe Trp Ser Lys Ile Cys Lys Pro val Leu Lys Glu Gly GIn val
180 185 190

Cys Thr Lys His Arg Arg Lys Gly Ser His Gly teu Glu Ile Phe Gln
195 200 205

Arg Cys Tyr Cys Gly Glu Gly Leu Ala Cys Arg Ile GIn Lys Asp His
210 215 220

His GIn Thr Ser Asn Ser Ser Arg Leu His Thr Cys GIn Arg His Ala
225 230 235 240

Phe Ile Asp Tyr Lys Asp Asp Asp Asp Lys His val

245 250
<210> 32
<211> 236
<212> PRT
<213> Lepus americanus
<400> 32

Thr Leu Asn Ser val Leu val Asn Ser Asn Ala Ile Lys Asn Leu Pro
1 5 10 15
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Pro Pro Leu géy Gly Ala Asn Gly ggs Pro Gly Ser Ala val Ser Ala
30

Thr Pro Gly Ile Leu Tyr Glu Gly Gly Asn Lys Tyr Lgu Pro teu Asp
35 40 4

Asn Tyr GIn Pro Tyr Pro %gs Thr Glu Asp Glu Géu Cys Gly Thr Asp
50 6

Glu Tyr Cys Ala Ser Pro Ala Arg Gly Gly Gly Ala Gly val Gin Ile
65 70 75 80

Cys Leu Ala Cys Arg Lys Arg Arg Lys ggg Cys Met Arg His Ala Met
85 95

Cys Cys Pro Gly Asn Tyr Cys Lys Asn Gly Ile Cys Met Pro Ser Asp
100 105 110

His Asn His Phe His Arg Gly Glu Ile Glu Glu Thr Ile val Glu ser
115 120 125

Phe Gly Asn Asp His Ser Thr Ser Asp Gly Tyr Ser Arg Arg Thr Thr
130 135 140

Leu Ser Ser Lys Met Tyr His Ala Lys Gly

Gl ser val
145 150 15

&y
—a
<
G
-
<

Leuy Arg Ser Ser Asp Cys Ala Thr Gly Leu Cys Cys Ala Arg His Phe
165 170 175

Trp Ser Lys Ile Cys Lys Pro val Leu Lys Glu Gly GlIn val Cys Thr
180 185 190

Lys His Arg Arg Lys Gly Ser His Gly Leu Glu Ile Phe GIn Arg Cys
195 ' 200 205

Tyr Cys Gly Asp Gly Leu Ser Cys Arg Leu Gin Asn Asp Gin His Glu
210 215 220

Ala Ser Asn Ser Ser Arg Leu His Thr Cys GIn Arg

225 230 235
<210> 33

<211> 241

<212> PRT

<213> Mus musculus

<400> 33

Thr Leu Asn Ser val Leu Ile Asn Ser Asn Ala Ile Lys Asn Leu Pro
1 5 10 15
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Pro Pro Leu g?y Gly ala Gly Gly gén Pro Gly Ser Ala ggi ser val
0

Ala Pro Gly val Leu Tyr Glu Gly Gly Asn Lys Tyr ign Thr Leu Asp
35 40

Asn Tyr GIn Pro Tyr Pro Cgs Ala Glu Asp Glu ggu Cys Gly Ser Asp
50 b)

Glu Tyr Cys Ser Ser pPro Ser Arg Gly Ala Ala Gly val Gly Gly val
65 70 75 80

Gin Ile Cys Leu Ala Cys Arg Lys Arg ggg Lys Arg Cys Met Thr His
85 95

Ala Met Cys Cys Pro Gly Asn Tyr Cys Lys Asn Gly Ile Cys Met Pro
100 105 110

Ser Asp His Ser His Phe Pro Arg Gly Glu Ile Glu Glu Ser Ile Ile
115 120 125

Glu Asn Leu Gly Asn Asp His Asn Ala Ala Ala Gly Asp Gly Tyr Pro
130 135 140

Arg Arg Thr Thr Leu Thr Ser Lys Ile Tyr His Thr Lys Gly GIn Glu
145 150 155 160

Gly Ser val Cys Leu Arg Ser Ser Asp Cys Ala Ala Gly Leu Cys Cys
165 170 175

Ala Arg His Phe Trp Ser Lys Ile Cys Lys Pro val Leu Lys Glu Gly
180 185 190

Gln val Cys Thr Lys His Lys Arg Lys Gly Ser His Gly Leu Glu Ile
195 200 205

Phe GIn Arg Cys Tyr Cys Gly Glu Gly teu Ala Cys Arg Iie Glin Lys
210 215 220

Asp His His Gin Ala Ser Asn Ser Ser Arg Leu His Thr Cys Gln Arg
225 230 235 240

His

<210> 34

<211> 214

<212> PRT

<213> Artificial sequence
<220>

<223> sSynthetic Construct
pPage 22



X18097%200Us%205eq%20L15t1ng%2010%20Aug%202011_ST25.txt
<400> 34

Asp Ile Leu Leu Thr GIn Ser pPro Ala Thr Leu Ser val Thr Pro Gly
1 5 10 15

Asp Ser Vval Ser Leu Ser Cys Arg gga Ser Asp Ser Ile Ser Gly Ser
20 30

Leu His Trp Tyr GIln Gln Lys Ser His Glu Ser Pro Arg Leu Leu Ile
35 40 45

Lys Tyr Ala Ser Gin Ser Ile Ser Gly Ile Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Ser Ile Asn Ser val Glu Thr
65 70 75 80

Glu Asp Phe Gly Met Tyr Phe Cys GlIn Gsn Ser Asn Ser Trp Pro Leu
85 9 95

Asn Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys Arg Ala Asp Ala Ala
100 105 110

Pro Thr val Ser Ile rhe Pro Pro Ser Thr Glu Gln Leu Ala Thr Gly
115 120 125

Gly Ala Ser val val Cys Leu Met Asn Asn Phe Tyr Pro Arg Asp Ile
130 135 140

Ser val Lys Trp Lys Ile Asp Gly Thr Glu Arg Arg Asp Gly val Leu
145 150 155 160

Asp Ser val Thr Asp GIn Asp Ser Lys Asp Ser Thr Tyr Ser Met Ser
165 170 175

Ser Thr Leu Ser Leu Ser Lys Ala Asp Tyr Glu Ser His Asn Leu Tyr
180 185 190

Thr Ccys Glu val val His Lys Thr Ser Ser Ser Pro val val Lys Ser
195 200 205

Phe Asn Arg Asn Glu Cys
210

<210> 35

<211> 445

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Construct

<400> 35
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Glu val GIn Leu val Glu Ser Gly Gly Gly Leu val Lys Pro Gly Gly
5 10 15

Ser Leu Lys Leu Ser Cys Ala Ala Sgr Gly Phe Thr phe Ser Ser Tyr
20 30

Thr Met Ser Trp val Arg GIn Zgr Pro Glu Lys Arg Lgu Glu Trp val
35 4

Ala ggr ITe ser Gly Gly Gly Gly Asn Thr Tyr ggr Pro Asp Ser val
55

Lys Gly Arg Phe Thr 1le Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gin Leu Ser Ser Leu Arg Ser Glu ggp Thr Ala Leu Tyr Tyr Cys
85 95

Ala Arg Pro Gly Tyr Asn Asn Tyr Tyr Phe Asp Tyr Trp Gly GlIn Gly
100 105 110

Thr Thr Leu Thr val ser Ser Ala Lys Thr Thr Pro Pro Ser val Tyr
115 120 125

Pro Leu Ala Pro Gly Thr Ala Leu Lys Ser Asn Ser Met val Thr Leu
130 135 140

Gly Cys Leu val Lys Gly Tyr phe Pro Glu Pro val Thr val Thr Trp
145 150 155 160

Asn Ser Gly Ala Leu Ser Ser Gly val His Thr Phe Pro aAla val Leu
165 170 175

Gin Ser Gly Leu Tyr Thr Leu Thr Ser Ser val Thr val Pro Ser Ser
180 185 190

Thr Trp Pro Ser GIn Thr val Thr Cys Asn val Ala His Pro Ala Ser
195 200 205

Ser Thr Lys val Asp Lys Lys Ile val Pro Arg Asn Cys Gly Gly Asp
210 215 220

Cys Lys Pro Cys Ile Cys Thr Gly Ser Glu val Ser Ser val phe Ile
225 230 235 240

Phe Pro Pro Lys Pro Lys Asp val Leu Thr Ile Thr Leu Thr Pro Lys
245 250 255

val Thr Cys val val val Asp Ile Ser GIn Asp Asp Pro Glu val His
260 265 270
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pPhe ser Trp Phe val Asp Asp val Glu val His Thr Ala Gln Thr Arg
275 280 285

Pro Pro Glu Glu G1n Phe Asn Ser Thr Phe Arg Ser val Ser Glu Leu
290 295 300

Pro Ile Leu His Gln Asp Trp Leu Asn Gly Arg Thr Phe Arg Cys Lys
305 310 315 320

val Thr ser Ala Ala Phe Pro Ser Pro Ile Glu Lys Thr Ile Ser Lys
325 330 335

pro Glu Gly Arg Thr Gln val Pro His val Tyr Thr Met Ser pPro Thr
340 345 350

Lys Glu Glu Met Thr Gln Asn Glu val Ser Ile Thr Cys Met val Lys
355 360 365

Gly Phe Tyr Pro Pro Asp Ile Tyr val Glu Trp GIn Met Asn Gly Glin
370 375 380

Pro GIn Glu Asn Tyr Lys Asn Thr Pro Pro Thr Met Asp Thr Asp Gly
385 390 395 400

Ser Tyr Phe Leu Tyr Ser Lys Leu Asn val Lys Lys Glu Lys T
4

p Gin
405 410 5

Gin Gly Asn Thr Phe Thr Cys Ser val Leu His Glu Gly Leu His Asn
420 425 430

His His Thr Glu Lys Ser Leu Ser His Ser Pro Gly Lys

435 440 445
<210> 36
<211> 107
<212> PRT
<213> Artificial Sequence
<220>
<223> Ssynthetic Construct
<400> 36

Asp Ile Leu Leu Thr GIn Ser Pro Ala Thr Leu Ser val Thr Pro Gly
1 5 10 15

Asp Ser val Ser Leu Ser Cys Arg Ala Ser Asp Ser Ile Ser Gly Ser
20 25 30

Leu His Trp Tyr GlIn Gln Lys Ser His Glu Ser Pro Arg Leu Leu Ile
35 40 45

Lys Tyr Ala Ser Glin Ser Ile Ser Gly Ile Pro Ser Arg Phe Ser Gly
Page 25
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ser Gly Ser Gly Thr Asp Phe Thr Leu Ser Ile Asn Ser val Glu Thr
65 70 75 80

Glu Asp Phe Gly ggt Tyr Phe Cys Gin ggn Ser Asn Ser Trp Pro Leu
95

Asn Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys
100 105

<210> 37

<211> 119

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Construct

<400> 37

Glu val GIn reu val Glu Ser Gly Gly Gly Leu val Lys Pro Gly Gly
1 5 10 15

Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly pPhe Thr pPhe Ser Ser Tyr
20 25 30

Thr Met Ser Trp val Arg Gln Tgr Pro Glu Lys Arg Leu Glu Trp val
35 4 45

Ala ggr Ile ser Gly Gly ggy Gly Asn Thr Tyr Eyr Pro Asp Ser val
0

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Arg Pro Gly Tyr Asn Asn Tyr Tyr Phe Asp Tyr Trp Gly Gin Gly

Thr Thr Leu Thr val Ser Ser
115

<210> 38

<211> 17

<212> PRT

<213> Artificial Sequence

<220> _
<223> Synthetic Construct

<400> 38

Thr Ile Ser Gly Gly Gly Gly Asn Thr Tyr Tyr Pro Asp Ser val Lys
Page 26
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1
Gly

<210> 39

<211> 10

<212> PRT

<213> Artificial $equence

<220>
<223> Ssynthetic Construct

<400> 39

Pro Gly Tyr Asn Asn Tyr Tyr Phe Asp Tyr
1 5 10

<210> 40
<211> 11
<212> PRT
<213> Artificial sequence

<220>
<223> Synthetic construct

<400> 40

Arg Ala Ser Asp Ser Ile Ser Gly Ser Leu His
1 5 10

<210> 41

<211> 7

<212> PRT

<213> Artificial sequence

<220>
<223> Synthetic construct

<400> 41

Tyr Ala Ser Gin Ser Ile Ser
1 5

<210> 42

<211> 9

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic construct

<400> 42

GIn GIn Ser Asn Ser Trp Pro Leu Asn
1 5

<210> 43

<211> 17

<212> PRT

<213> Artificial sequence
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<220>
<223> synthetic Construct

<220>
<221> MISC_FEATURE
<222> (7)..(7)

<223> Xaa at position 7 = Phe or Gly
<220>

<221> MISC_FEATURE

<222> (8)..(8)

<223> Xaa at position 8 = Gly or Asn

<400> 43

Thr Ile Ser Gly Gly Gly Xaa Xaa Thr Tgr Tyr Pro Asp Ser {%1 Lys
1 5 1

Gly

<210> 44

<211> 10

<212> PRT )

<213> Artificial sequence

<220> )
<223> synthetic Construct

<220>

<221> MISC_FEATURE

<222> (4)..(4)

<223> Xaa at position 4 = His or Asn

<400> 44

pro Gly Tyr Xaa Asn Tyr Tyr Phe Asp Ile
1 5 10

<210> 45

<2131> 10

<212> PRT ,

<213> Artificial sequence

<220> )
<223> synthetic Construct

<220>

<221> MISC_FEATURE

<222> (4)..(4)

<223> Xaa at position 4 = His or Asn

<220>

<221> MISC_FEATURE

<222> (10)..(10)

<223> Xaa at position 10 = Ile or Tyr

<400> 45

Pro Gly Tyr Xaa Asn Tyr Tyr Phe Asp Xaa
1 5 10
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<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

<210>
<211>
<212>

X18097%200US%205eq%20L1sting%2010%20Aug%202011_ST25.txt

46
11
PRT
Artificial Sequence

Synthetic construct

MISC_FEATURE
(1. (D

Xaa at position 1 = His or Arg

1l

MISC_FEATURE

8..(8)

Xaa at position 8 = Asn or Gly

46
Xaa Ala Ser Asp Ser Ile Ser Xaa Ser Leu His
1 5 10

47

7

PRT

Artificial Sequence

<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

<210>
<211>
<212>

Synthetic Construct

MISC_FEATURE
(..

Xaa at position 2 = Gly or Ala
MISC_FEATURE
©..6)
Xaa at position 6 = 1le or Glu
47
Tyr Xaa Arg Gin Ser Xaa Gln
1 5
48
7
PRT
Artificial Sequence

<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>

Synthetic Construct

MISC_FEATURE
..
Xaa at position 2 = Gly or Ala

MISC_FEATURE
(3)..(03)
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<223> Xaa at position 3 = Arg or Ser

<220>

<221> MISC_FEATURE

<222> (6)..(6)

<223> Xaa at position 6 = Ile or Glu

<220>

<221> MISC_FEATURE

<222> (7)..(7)

<223> Xaa at position 7 = GlIn or Ser

<400> 43

Tyr Xaa Xaa GlIn Ser Xaa Xaa
1 5

<210> 49

<211> 9

<212> PRT

<213> Artificial Sequence

<220> i
<223> Synthetic Construct

<220>

<221> MISC_FEATURE

<222> (4)..(4)

<223> Xaa at position 4 = Glu or Ala

<400> 49

Gin Gln Ser Xaa Ser Trp Pro Leu His
1 5

<210> 50

<211> 9

<212> PRT

<213> Artificial Sequence

<220> i
<223> Synthetic Construct

<220>

<221> MISC_FEATURE
<222> (4)..(4)

<223> Xaa at position 4

<220>

<221> MISC_FEATURE
<222> (9..(®

<223> Xaa at position 9

<400> 50

i

Glu, Ala or Asn

His or Asn

#

GIn Gin Ser Xaa Ser Trp Pro Leu Xaa
1 5

<210> 51
<211> 119
<212> PRT

<213> Artificial Seguence
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<220>
<223> synthetic Construct

<220>

<221> MISC_FEATURE

<222> (102)..(102)

<223> Xaa at position 102 = His or Asn

<400> 51

Glu val Gin teu val Glu Ser Gly Gly Gly Leu val Gin pPro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Sgr Gly Phe Thr Phe Ser Ser Tyr
20 2 30

Thr met Ser Trp val Arg GIn Ala Pro Gly Lys Gly ﬁgu Glu Trp val
35 40

Ala Tgr Ile Ser Gly Gly Gly pPhe Gly Thr Tyr g%r Pro Asp Ser val
5 55

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Ash Ser Leu Tyr
65 70 75 80

Leu Gln Met Asn ggr Leu Arg ala Glu Asp Thr ala val Tyr ggr Cys
30

Ala Arg Pro Gly Tyr Xaa Asn Tyr Tyr Phe Asp Ile Trp Gly GIn Gly
100 105 110

Thr Thr val Thr val Ser Ser
115

<210> 52

<211> 107

<212> PRT

<213> Artificial Sequence

<220>
<223> Ssynthetic Construct

<220>
<221> MISC_FEATURE
<222> (51)..(5L)

<223> Xaa at position 51 = Gly or Ala
<220>

<221> MISC_FEATURE

<222>  (55)..(55)

<223> Xaa at position 55 = ITe or Glu
<220>

<221> MISC_FEATURE

<222> (92)..092)

<223> Xaa at position 92 = Glu or Ala

<400> 52
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Glu Ile val Leu Thr Gln Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly
1 5 10 15

Glu Arg Ala Thr Leu Ser Cys His Ala Ser Asp Ser Ile Ser Asn Ser
20 ) 25 30

feu His ;gp Tyr GIln GIn Lys Pro Gly Gin Ala Pro Agg Leu Leu Ile
40 4

Tyr Tyr Xaa Arg Gln Ser x?a GIn Gly Ile Pro géa Arg phe Ser Gly
50 5

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro
65 70 75 80

Glu Asp pPhe Ala val Tyr Tyr Cys GIn GIn Ser Xaa Ser Trp Pro Leu
85 90 95

His Phe Gly Gly Gly Thr Lys val Glu Ile Lys
100 105
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