Drawings

Fig. 1

|

Recognization
and sorting

LN
Al [1] [e] [ef
Nob S

Deprotection

}

Coupling

}

Capping

)

Oxidization

DNA fragment |«———

o

Fig. 2



Response

Response

Individual
fragment

Coupling

Fig. 3

Retention time [min]

Fig. 4A

Retention time [min]

Fig. 4B




Response

Response

300n=-TW-TH-T30 | DADIF, 815=260, & Ref=oif | 2019-08-01 15-25-01-05-00-06. dx
x10%
2
1.8
18
14
12
0.8
0.6 - * 5 3
' 3 3 & 4 E 8§ & £ :
o 2 g - - o B & = 2
NG AAA A
o T I A A N AN A NANNNAN
-0.2
&5 7 1.5 8 &5 8 85 10 105 11 115 12 125 13 135 14 1485 15 155 18 3185 17 11.5 18 185 19 1.5 20 20.5 21 2.5 22
Retention time [min]
MS-T30-1 | DADIF, $1g-260, & Ref=off | 2019-08-141
=103
hd
1.8
18
1.5
1.4
1.3
1.2
11
1
0.9
0.8
0.7
0.8
0.5
0.4 o g s
o3 5 588888l
02 g | & s % ¥ 2 %2 B 8B B B REEREiiiis
0.1 ] & - @ = = = = LR N R =
5 < = y XX X XX X ZXXXIIIXIXIX
4 455 55 6 B.5 7 7.5 8 85 8 9.5 10 10.5 11 11.5 12 12.5 13 13.5 14 14.5 15 15.5 16 16.5 17 17.5 18 18.5 19 19.5 20 20.5 21 21.5 22 22.5 23 23.5 24 24.5 25 5.5 26 26.5
Retention time [min]
~T30 | DADLF, 8ig=260, 4 Ref=off | 2019-08-29 14-55-3506-00-00. &x
=102 v
5
4.5
N
35
3
25
2 H
g s
3 1 * * * % %
& : o L4 2 =
i ; 8 g & 2 g el
0 © o & & € o
0.5 b }__.__ X 7 v 7 I v 7v
-3
4 45 5 55 6 A5 T OTF 8 B3 9 935 10 0.5 1.5 13 135 4 4515 18.5 19 185 20 20.5 21 2.5 22 A5 13 A5
Retention time [min]
TH-#EH | DADIF, 5ig=260, 4
2102 -
26
2.4
2
1.8
H
8 i
S 1
g i
o 1
o8
w6
- - - - - - | & -
o § &8 &8 & " 3 = g g =3 ESERE g
0.2 > : L E - - - it | R s
- = - = ERE A = = =
0 = | ¥ kd X 2 ¥ = z F Tz ZZ 2
3 35 4 45 § 55 & &5 1 1.5 8 85 8 9.5 1010, "5 12 12.5 13 13.5 14 14.5 15 15.5 16 16.5 17 17.5 18 18.5 15 18.5 20 20.5 21 21.5 22 22.5 23 23.5 24 24.5 25 25.5 28

Retention time [min]

Fig. 4F




Ctrl 1 2 3

Fig. 5



