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FIG. 1. Triplex-asscciated fiuoreseence from human genomic DNA samples
assayed in the presence of 500 ni YOYO-1 and 45 mM TMA-GI {wherein YOYO-

1 is added fasf)
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FIG. 2, Triplex-associated fluorescence from human
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FIG. 3. Triplex-associated fluorescence from human genomic DNA samples
assayed in the presence of 560 ni] YOYO-1 and 40 mM TMA-C {wherein YOYO-

1 is added last)
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FIG. 4. Triplex-associated fluorescence from human genomic DNA samples

assayed in the presence of 800 nl YOYO-1 and 40 mM TMA-C1 (wherein
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FIG. . Triplex assay of human genomic dsDNA for MTHFR
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SEQUENCE
<110> Ingeneus Inc.
«<120> Genomic Assay
<120> ESP8525A
<130> U8 60/612,670
<151> 2004-09-24
<160> 33
<170> PatentiIn version 3.3
<210 1
<211> 491
<21Z> DNA
<213> Homo sapiens
<400> 1
gcagagtace tgaaacadga agtattttaa
tttacaaats agaatataca cttctgotta
gegtgatttg ataatgacot astaatgatg
tgattatgyyg agaactggag ccttcagagg
tectgtteteca gtittoctyg attatgoctyg
tttectatga tgaatatage tacagaagog
gaaactatgt gaaaactttt tgattatgea
atttyggetee atattcaato ggttagteta
tactgtgaat g
<210> 2
<21l 20
<212> DNA&
<213> Synthetic
<400= 2
gcagagtace tgaaacagga
<210> 3
<211> 20
<Z212> DNA
<213> Synthetic
<400> 3
cattcacagt agcettaccca

LISTING

atattttgaa
ggatgataat
ggttitattt
gtaaaattaa
gcacrattaa
tcatcaaago
tatgaacccot

catatattta

tcaaatgagt
Eggaggcaag
ccagacttoa
geacagtgga
agasaaatate
atgceaacta
tcacactace

tgtttoctot

taatagaatc
tgaatoctga
cttctaatga
agaatttcat
atctttggtg
gaagaggtaa
caaattatat

atgggtaage

60

120

180

240

300

360

420

20

20



«<210= 4

«<211= 15

<21Z> DN&
«<213> Symthetic

<400= 4
caccaaagat gatat

<210> &
<21l= 15
<212>= DNA

<213> Synthetic

<400> &
caccaaagac gatat

<210> 6
<211l>» 1B
<212> DNZ

«213> Synthetic

<40C0> &
caccacagat gatat

<210> 7
<Z2ll> 25
<212> DHA

<213= Synthetic

<400= 7
taggaaacac caaagatgat atttt

<Z210> &
<21l> 25
<212> DNA

<213> BSynthetic

<400> 8
taggaaacac caaagacgat atttt

<21C= @
<21i> 25
<212> DWRE

<Z13> Synthetic

<400> &
taggaaacac cacagatgat atttt

<210= 10
<211l 15
<212= DNA

<213 Synthetic

15

=
1

25



<400= 10
atatcatett togty

<210> 1
<211l> 15
<212> DNA

<213> Synthetic

<400> 11
atategtcott tggtg

«210> 12
<21%> 15
<212> DHN2&

213> 8ynthetic

<4Q00> 12
atatcatctg tggty

<210>= 12
<21l> 25
<212> DNA

<213> Synthetic

<400= 13

aagatatcat ctttggtott tccta

<21l0> 1z
<211l> 25
<212> DNA

<213> Synthetic

<400> 14

aaaatatogt ctttggtgtt tocta

<210> 15
<21ll= 258
<212>= DNA

<213> Synthetic

<400> 15

aaaatatcat ctgtggtgtt tocta

<210= 16
<21l=> 15
<212> DN&

<213> Synthetic

<4Q00> 16
aacaccaatg atatt

<210= 17

=
n

15

25

=
i



<Z1l= 20
«212> DNA
<213> Synthetic

<400> 17
taggaaacac caaagatgac

<210> 18
<211 20
<212> DNA

<213> Synthetic

<4030> 18
ataggaaaca cosatgatat

<210> 19
<211> 25
«<212> DN&

<213> 8ynthetic

<400> 19
ataggaaaca ccaatgatat tttet

<210 20

<2Ll= 20

=212> DNA

«<213»> Synthetic

<400= 20
tgatgatgaa atcggctocc

«210> 21
<21i»= 20
«2iZ2> DNA

<213> Synthetic

<400> 21
tgatgatgaa atcgactcce

<210> 22
<Z21il» 25
<212> DNA

<213> Synthetic

<400> 22
tgatgatgaa atcggcoctcooce geaga

<210> 23

«<21Ll> 25

<212> DNA

<213> Synthetic

<4 00> 23



tgatgat

<210>
<211l>

<212>
<213

<400
gcgtgat

<240>
<211l>
«212=>
<213>

400>
gocgtgat

<210>
<211l>
<212
<213

<400>

gaa atcgactccocc gcaga

24

30

DNA
Synthetic

24
gat gaaatcggct cccocgcagaca

25

30

DRNE
Synthetic

ne
Pl
gat gasatcgact CCcogcagaca

26

25

DNA
Synthetic

26

cootetgtat tectocgeootg tocag

<210>
<211>
<212

<21i3>

<400

27

25

DNA
Synthetic

27

cocototgtat tecettgeocta tocag

<210
<2Z1ll>
<212>
<213>

<400

28

25

DNA
Synthetic

28

aataggacat ggaataotca ctttc

<210>
<21l>
<212
<213>

<40C>

aatagga

<210>
<Zll=

29

25

DNA
Synthetic

29

cat ggaatattoes cttto

30
25

b2
Ut

30

30

b
1



<212>
<213»>

<4 (0>

DHNA
Synthetic

30

gtgtettact cgecatittia atact

<210>
<Z11l>
<212>
<213

<400

31

25

DNA
Synthetic

31

gtgtcttact caccatttta atact

210>
«23Li>
<212 >
<213>

<400 >

32

25

DN2&
Synthetic

32

tattitgatt ataggacaty sagat

<210>
<21l
«212>
<213>

<400

33

25

DN2Z
Synthetic

33

gcaaataacce gagtgtaaca tcocat

25

Z5



