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DNA

Mus musculus

chs
(49).. (879)

1

getgatagta gacctgotga agacctilge accagcoget

agg cte
Arg Leu
5

agt gee
Ser Ala
20

caa tgt
GIn Cys

get ttc
Gly Phe

get gat
Ala Asp

acc tgt

ctt tee ctt
{eu Ser Leu

tgg cee age
Trp Pro Ser

aag agc ccc
Lys Ser Pro
40

get ttg aat
Ala Leu Asn
55

ttt cat ttec
Phe His Phe
70

gaa tac tat

sto
Leu

tge cte
Cys Leu
10

aca
Thr
25

gtg ctt
Val Leu

acc ccg agt
Thr Pro Ser

tet gtg aag
Ser Val Lys

acc gac cta
Thr Asp Leu
75

agc aaa tgg

cgg tet cct
Arg Ser Pro

CCC ace aag
Pro Thr Lys
30

aaa tac ttc
Lys Tyr Phe
45

cca tat aat
Pro Tyr Asn
60

cga cag aat

Arg Gin Asn

cec cat gac

gagecace atg atc tet
Met lle Ser

cee
Pro
16

age
Ser

atc
lle

ttg
Leu

gat
Asp

aca

1

aag ccc age
Lys Pro Ser

cac gtg aca
His Val Thr

ctc aaa aag
Leu Lys Lys
50

aca gag gag
Thr Glu Glu

G5
ggc gga cac
Gly Gly His
80

ccg tca cac

cte
Leu

atg
Met
35

gaa
Glu

acg
Thr

tac
Tyt

Gece

57

105

153

201

249

297

345



Thr Cys Glu Tyr Tyr Ser Lys Trp Pro His Asp Thr

85

age aat gec
Ser Asn Ala
100

ttt caa goc
Phe GIn Ala

ttg cag tge
Leu Gin Cys

tta ctg aag
Leu Leu Lys
150

gga atg gta
Gly Met Val
165

ggg paa tac
Gly Glu Tyr
180

fca ggg cco
Ser Gly Pro

cot caa gat
Pro Gin Asp

tca ccc aag
Ser Pro Lys
230

cte atc cgg
lou lle Arg
245

tte oty gtt
Phe Leu Val
260

80

ctt tte ttg ttg gte
Leu Phe Leu Leu Val
105

cac cac cgg get aca
His His Arg Gly Thr
120

cag aaa geca gge agt
GIn Lys Ala Giy Ser
135

gtg gga cac tca act
Val Gly His Ser Thr
155

tca gac tte teot ott
Ser Asp Phe Ser Leu
170

agc tgt gtt tac tat
Ser Cys Val Tyr Tyr
185

85

aca ggg tac tta
Thr Gly Tyr leu

110

gtg act gca gga
Val Thr Ata Gly

125

gic cte gga cco
Val Leu Gly Pro

cct gtg cag aca
Pra Val Gin Thr

cag aat gtg aca
Gin Asn Vai Thr

175

cag gca aag got
Gin Ala Lys Ala

190

age aat ctc ott gag atc fct gig ata

Ser Asn Leu Leu Glu
200

ctt get goe teg act
Lteu Ala Ala Ser Thr
215

acc cog get aca atg
Thr Pro Gly Thr Met
235

gtc get gtg got got
Val Gly Val Ala Ala
250

gaa goec tgg cac agt

Ser Val lfe
205

ttc cca ccg caa

Pro Pro Gin

gaa gge tac
Glu Gly Tyr

atc ctg cta

Ala tle Leu Leu

255

gag cgg ctg tet

Glu Ala Trp His Ser Glu Arg Leu Ser

265

tgg taa aataactgaa

210

Pro Ser His

cct cag cee
Pro Gin Pro

age aag gtg
Ser Lys Val
130

gta aag ttt
Val Lys Phe
145

agg age tea
Arg Ser Ser
160

gCC aga gac
Ala Arg Asp

cee tat ogg
Pro Tyr Arg

gac aac cat
Asp Asn His
210

ctg aca gca
Leu Thr Ala
225

act gtg gat
Thr Val Asp
240

ata gig gea
lie Val Gly

¢ca aat aaa
Pro Asn Lys

Pro

tee
Ser
115

act
Thr

gog
Ata

aca
Thr

tog
Ser

gC6
Ala
195

ctg
Leu

ace
Thr

aat
Asn

gee
Gly

cee
Pro
275

393

441

489

537

585

633

681

129

m

825

873

889



Trp

210> 2

Q211> 276

Q212> PRT

<213>  Mus museulus

<400> 2

Met tie Ser Arg Leu Leu Ser Leu Leu Cys Leu Arg Ser Pro Pro Lys
1 5 10 15

Pro Ser Leu Ser Ala Trp Pro Ser Thr Val Leu Pro Thr Lys Ser His
20 25 30

Val Thr Met Gin Cys Lys Ser Pro Thr Pro Ser Lys Tyr Phe Ile Leu
35 40 45

Lys Lys Glu Gly Phe Ala Leu Asn Ser Val Lys Pro Tyr Asn Leu Thr
50 55 60

Giu Glu Thr Afa Asp Phe His Phe Thr Asp Leu Arg Gin Asn Asp Gly
65 70 75 80

Gly His Tyr Thr Cys Glu Tyr Tyr Ser Lys Trp Pro His Asp Thr Pro
85 90 95

Ser His Pro Ser Asn Ala Leu Phe Leu Leu Val Thr Gly Tyr Leu Pro
100 105 o

Gin Pro Ser Phe Gin Ala His His Arg Gly Thr Val Thr Ala Gly Ser
115 120 125

Lys Val Thr Leu GlIn Cys GIn Lys Ala Gly Ser Val Leu Gly Pro Vat
130 135 140

tys Phe Ala Leu Leu Lys Val Gly His Ser Thr Pro Val Gin Thr Arg



145 150 156 160

Ser Ser Thr Gly Met Val Ser Asp Phe Ser Leu Gin Asn Val Thr Ala
165 170 175

Arg Asp Ser Gly Glu Tyr Ser Cys Val Tyr Tyr Gin Ala Lys Ala Pro
180 185 190

Tyr Arg Ala Ser Gly Pro Ser Asn Leu Leu Giu lle Ser Val }lie Asp
195 200 205

Asn His Leu Pro Gin Asp Leu Ala Ala Ser Thr Phe Pro Pro Gin Leu
210 215 220

Thr Ala Thr Ser Pro Lys Thr Pro Gly Thr Met Thr Glu Gly Tyr The
225 230 235 240

Val Asp Asn Leu lle Arg Val Gly Val Ala Ala Ala lle Leu Leu lle
245 250 255

Val Gly Gly Phe Leu Val Glu Ala Trp His Ser Glu Arg Leu Ser Pro
260 265 270

Asn Lys Pro Trp
275

210> 3

211> 1054

<212> DNA

<213> Mus musculus

<220>

<221> CDS

<222> {49)..{930)
223>

<400> 3
gotgatagta gacctgeiga agacctitge accagecgel gagecace atg atc tot 57
Net Ile Ser



agg ctc ctt
Arg Leu Leu
5

att cct gaa
lle Pro Glu
20

agc aca gtg
Ser Thr Val

CCC ace cog
Pro Thr Pro

aat
Asn

tot gig
Ser Val
70

tte
Phe

ace gac
Thr Asp
85

tat
Tyr
100

age aaa
Ser Lys

tte
Phe

ttg ttg
Leu Leu

cac
His

cgg get
Arg Gly

tee
Ser

aat
Asn

geg
Gly

ctt
Leu

coe
Pro
40

agt
Ser
55

aaa
Lys

cea
Pro

aag
Lys

cta
Leu

cga
Arg

cee
Pro

teg
Trp

gtc
Val

aca
Thr
120

aca gty
Thr Val
135

aaa
Lys

gca
Ala

gga cac
Gly His
165

gac tte
Asp Phe

gec agt gto
Gly Ser Val
150

tca act cct
Ser Thr Pro

tet ctt cag

tct
Ser
25

ace
Thr

tac
Tyr

tat
Tyr

cag
Gin

cat
His
105

444
Gly

act
The

cto
Leu

gtg
Val

aat

10

coet coc aag cce
Pro Pro Lys Pro

aag
Lys

tte
Phe

aat
Asn

aat
Asn
90

gac
Asp

tac
Tyr

gea
Ala

gega
Gly

cag

age
Ser

atc
1le

ttg
Leu
75

gat
Asp

aca
Thr

tta
Leu

gga
Gly

¢GG
Pro
155

aca

ctt ctc tge cte cgg ctg tgt
Leu Leu Cys Leu Arg Leu Cys

age
Ser
30

cac gtg
His Val
45

aca
Thr

aaa
Lys

cte
Leu
60

aag
Lys

aca
Thr

gag
Glu

gag
Glu

cac
His

gec
Gly

gea
Gly

tca
Ser

cac
His
110

cog
Pro

et
Pro

cag ¢ec
Gin Pro
125

aag gtg
Lys Val

age
Ser
140

gta aag ttt
Val Lys Phe

agg age tca

Gin Thr Arg Ser Ser

170

gtg aca gee aga gac
Ser Leu Gin Asn Val Thr Ala Arg Asp

gtt
Val
15

cte
Leu

atg
Met

gaa
Giu

acg
Thr

tac
Tyr
g5

cee
Pro

tee
Ser

act
Thr

gCg
Ala

aca
Thr
175

tcg
Ser

gEg caa aca
Gly GIn Thr

agt goo teg
Ser Ala Trp

caa tgt aag
Gin Cys Lys
50

get tte got
Gly Phe Ala
65

get gat ttt
Ala Asp Phe
80

ace tgt gaa
Thr Cys Glu

agc aat gcec
Ser Asn Ala

ttt caa goc
Phe Gin Atla
130

ttg cag tgo
Leu Gin Cys
145

tta ctg aag
Leu Leu Lys
160

gga atg gta
Gly Met Val

ggg gaa tac
Gly Glu Tyr

gac
Asp

¢ce
Pro
35

age
Ser

ttg
Leu

cat

His

tac
Tyr

ctt

Leu
115

cac

His

cag
Gin

gtg
Val

{ca
Ser

age
Ser

105

153

201

249

297

345

393

441

489

837

585

633



180 185

tgt git tac tat cag gea aag got
Cys Val Tyr Tyr Gin Ala Lys Ala
200

aat cte ctt gag atc tct gtg ata
Asn Leu Leu Glu {le Ser Val lie
215

gel gee teg act ttc cca cog caa
Ala Ala Ser Thr Phe Pro Pro Gln
230 235

cog ggt aca atg aca gaa ggo tac
Pro Gly Thr Met Thr Glu Gly Tyr
245 250

get gtg got get gea ate ctg cta
Gly Val Ala Ala Ala lle Leu Leu
260 265

goee tgg cac agt gag oge ctg tot
Ala Trp His Ser Glu Arg Leu Ser
280

190 195

cce tat cgg gee tca gegg ccc age
Pro Tyr Arg Ala Ser Gly Pro Ser
205 210

gac aac cat ctg cct caa gat ctt
Asp Asn His Leu Pro Gin Asp Leu
220 225

ctg aca gca acc teca ccc aag ace
Leu Thr Ala Thr Ser Pro Lys Thr
240

act gtg gat aat cte atec cge gic
Thr Val Asp Asn Leu {le Arg Val
255

ata gtg gga gegc ttec ctg gtt gaa
{{e Val Gly Gly Phe Leu Val Glu
270 275

¢ca aat aaa cce tgt goo cca gga
Pro Asn Lys Pro Cys Ala Pro Gly
285 290

gaa aaa tga atcttcggac caaactatct ctgtpaattt atgtgaaatt

Glu Lys

gatgeageac tttgggaate afccagagac aggetgecic atcctgactec ttcacacaga

acagaggect gpacatatet ggac

Q210> 4

211> 293

<212> PRY

<213> Mus musculus

<400> 4

Met lle Ser Arg Leu Leu Ser Leu Leu Cys Leu Arg Leu Cys Val Gly

1 5

Gin Thr Asp lle Pro Giu Asn Gly
20

10 16

Ser Pro Pro Lys Pro Ser Leu Ser
25 30

681

128

177

825

873

921

970

1030

1054



Ala Trp Pro Ser Thr
35

Cys Lys Ser Pro Thr
50

Phe Ala Leu Asn Ser
65

Asp Phe His Phe Thr
85

Cys Glu Tyr Tyr Ser
100

Asn Ata Leu Phe Leu
115

Gln Ala His His Arg
130

Gin Cys Gin Lys Ala
145

Leu Lys Val Gly His
165

Mot Val Ser Asp Phe
180

Glu Tyr Ser Cys Val
195

Gly Pro Ser Asn Leu
210

Val

Pro

Val

10

Asp

Lys

lLeu

Gly

Gly

150

Ser

Ser

Tyr

Leu

feu Pro Thr Lys Ser His Vai Thr Met Gin
40 45

Ser Lys Tyr Phe {le Leu Lys Lys Giu Gly
55 60

Lys Pro Tyr Asn Leu Thr Glu Glu Thr Ala
75 80

Leu Arg GIn Asn Asp Gly Gly His Tyr Thr
90 95

Trp Pro His Asp Thr Pro Ser His Pro Ser
105 110

Val Thr Gly Tyr Leu Pro Gin Pro Ser Phe

120 125

Thr Val Thr Ala Gly Ser Lys Val Thr Leu

135 140

Leu
160

Ser Val Leu Gly Pro Val Lys Phe Ala
165

Thr Pro Val Gin Thr Arg Ser Ser Thr
170 175

Gly

Leu Gln Asn Val Thr Ala Arg Asp Ser
185 190

Gly

Tyr GIn Ala Lys Ala Pro Tyr Arg Ala
200 205

Ser

Giu lte Ser Val {le Asp Asn His Leu Pro
215 220



Gin Asp Leu Ala Ala Ser Thr Phe Pro Pro Gin Leu Thr Ala Thr Ser
225 230 235 240

Pro Lys Thr Pro Gly Thr Met Thr Glu Gly Tyr Thr Val Asp Asn Leu
245 250 255

1le Arg Val Gly Val Ala Ala Ala 1le Leu Leu fle Val Gly Gly Phe
260 265 270

Leu Val Glu Ata Trp His Ser Glu Arg Leu Ser Pro Asn Lys Pro Cys
275 280 285

Ala Pro Giy Glu Lys
290

Q210> 5

211> 1018

<212> DNA

213> Mus musculus

<2207

<221> (DS

222> (49).. (894)
223>

<400> 5

getgatagta gacetgotga agacctttgg accageoget gageocace atg atc tot
Het tle Ser
1

agg cto ott tee ott cte tge cte cgg tet cot ceoc aag coc age clc
Arg Leu Leu Ser Leu Leu Cys Leu Arg Ser Pro Pro Lys Pro Ser Leu
5 10 15

agt goc tgg coc age aca gtg ctt ccc acc aag age cac gtg aca atg
Ser Ala Trp Pro Ser Thr Val Leu Pro Thr Lys Ser His Val Thr Met
20 25 30 35

caa tgt aag age ccc acc ccg agi aaa tac tic atc ctc asa aag gaa
Gin Cys Lys Ser Pro Thr Pro Ser Lys Tyr Phe lle Leu Lys Lys Glu
40 45 50

57

108

2
[3%)

201



get tte got tig aat tet
Gly Phe Ala Leu Asn Ser
55

get gat tit cat fte ace
Ala Asp Phe His Phe Thr
70

acc tgt gaa tac tat age
Thr Cys Glu Tyr Tyr Ser
85

age aat gece ctt tte tig
Ser Asn Ala Leu Phe Ley
100 105

ttt caa goce cac cac cgg
Phe Gin Ata His His Arg
120

ttg cag tgc cag aaa gea
Leu Gin Cys Gin Lys Ala
135

tta ctg aag gtg gga cac
{ey Leu Lys Val Gly His
150

gea atg gta tca gac ttc
Gly Met Val Ser Asp Phe
1656

gge gaa tac age tgt gtt
Gly Glu Tyr Ser Cys Val
180 185

tca gegg cec age aat ote
Ser Gly Pro Ser Asn Leu
200

cot caa gat ctt get gee
Pro Gin Asp Leu Ala Afa
215

tca ccc aag acc ceg ggt
Ser Pro Lys Thr Pro Gly
230

gteg aag
Val Lys

gac cta
Asp Leu
75

aaa tgg
Lys Trp
90

ttg gte
teu Val

get aca
Gly Thr

gge agt
Gly Ser

tca act
Ser Thr
155

tot ctt
Ser Leu
170

tac tat
Tyr Tyr

ctt gag
Leu Glu

tcg act
Ser Thr

aca atg
Thr Met
235

cca tat aat tig
Pro Tyr Asn Leu
60

cga cag aat gat
Arg Gln Asn Asp

cee cat gac aca
Pro His Asp Thr
95

aca ggg tac tta
Thr Gty Tyr Leu
110

gtg act goa gga
Val Thr Ala Gly
125

gte ctc gga cce
Val Leu Gly Pro
140

cot gtg cag aca
Pro Val Gin Thr

cag aat gtg aca
GIn Asn Val Thr
175

cag gca aag get
Gin Ala Lys Ala
190

atc tet gt ata
{le Ser Val lle
205

tic cca ccg caa
Phe Pro Pro Gin
220

aca gaa gge tac
Thr Glu Gly Tyr

aca gag gag
Thr Giu Glu
65

ggc gga cac
Gly Gly His
80

ccg tca cac
Pro Ser His

cet cag ccc
Pro Gin Pro

agc aag gtg
Ser Lys Vai
130

gta aag ttt
Val Lys Phe
145

agg age tea
Arg Ser Ser
160

gee aga gac
Ala Arg Asp

cco tat cgg
Pro Tyr Arg

gac aac cat
Asp Asn His
210

ctg aca gea
Leu Thr Ala
225

act gig gat
Thr Val Asp
240

acg
Thr

tac
Tyr

cce
Pro

tee
Ser
115

act
Thr

:49:4
Ala

aca
Thr

tog
Ser

gee
Ala
195

ctg
Leu

acc
Thr

aat
Asn

249

297

345

393

441

489

537

585

633

681

129

m



10

cte atc ogg gto get gtg got got goa ate otg cta ata gty gea gro
teu Ile Arg Val Gly Val Ala Ala Ala ile Leu Leu Ile Val Gly Gly
245 250 255

ttc otg gtt gaa goc tgg cac agt gag cgg otg tet cea aat aaa cce
Phe Leu Val Giu Ala Trp His Ser Glu Arg Leu Ser Pro Asn Lys Pro
260 265 270 275

tgt goc coa gea gaa aaa tga atcttoggac caaactatct ctgtgaattt
Cys Ala Pro Gly Glu Lys
280

atgtgaaatt gatgcageac tttgggaatc atccagagac aggetgecte atcotgactc

ttcacacaga acagaggect ggacatatct ggac

21> 6

211> 281

212> PRT

213> Mus musculus

<400> 86
Met lle Ser Arg Leu Leu Ser Leu Leu Cys Leu Arg Ser Pro Pro Lys
1 5 10 15

Pro Ser Leu Ser Ala Trp Pro Ser Thr Val Leu Pro Thr Lys Ser His
20 25 30

Val Thr Met Gln Cys Lvs Ser Pro Thr Pro Ser Lys Tyr Phe lie Leu
35 40 45

Lys Lys Glu Gly Phe Ala Leu Asn Ser Val Lys Pro Tyr Asn Leu Thr
50 55 60

Glu Glu Thr Ala Asp Phe His Phe Thr Asp Leu Arg Gin Asn Asp Gly
65 70 75 80

Gly His Tyr Thr Cys Glu Tyr Tyr Ser Lys Trp Pro His Asp Thr Pro
85 90 95

825

873

924

984

1018



3

Ser His Pro Ser Asn Ala Leu Phe Leu Leu Val Thr Gly Tyr Leu Pro

Gin Pro

Lys Val
130

Lys Phe
145

Ser Ser

Arg Asp

Tyr Arg

Asn His
210

Thr Ala
225

Val Asp

100

105 110

Ser Phe Gin Ala His His Arg Gly Thr Val Thr Ala Gly Ser

115

Thr Leu Gin Cys

Ala Leu Leu Lys

150

Thr Gly Met Val

165

Ser Gly Glu Tyr

180

Ala Ser Gly Pro

195

Leu Pro Gin Asp

Thr Ser Pro Lys

230

Asn Leu lle Arg

245

Val Gty Gly Phe Leu Val

260

Asn Lys Pro Cys Ala Pro

275

120 126

Gin Lys Ala Gly Ser Val Leu Gly Pro Val
135 140

Val Gly His Ser Thr Pro Val Gin Thr Arg
155 160

Ser Asp Phe Ser Leu Gln Asn Val Thr Ala
170 175

Ser Cys Val Tyr Tyr Gin Ala Lys Ala Pro
185 190

Ser Asn Leu Leu Glu {le Ser Val lle Asp
200 205

Ley Ala Ala Ser Thr Phe Pro Pro Gin Leu
215 220

Thr Pro Gly Thr Met Thr Gliu Gly Tyr Thr
235 240

Val Gly Val Ala Ala Ala 1le Leu Leu lle
250 255

Glu Ala Trp His Ser Glu Arg Leu Ser Pre
265 270

Gly Giu Lys
280



2w
Qi
O g
L1

<220>
<2217
222>
<223>

<400>

gotgatagta gacotgetga agaccttige accagceget

age cotc
Arg Leu
5

att cct
lle Pro
20

agc aca
Ser Thr

¢eC ace
Pro Thr

aat tet
Asn Ser

ttc ace
Phe Thr
85

tat age
Tyr Ser
100

ttc tig
Phe Leu

7

932

DNA

Hus musculus

cbs
(49). . (819)

7

ctt tee ctt
l.eu Ser Leu

gaa aat gege
Glu Asn Gly

gtg cit cce
Val Leu Pro
40

ccg agl aaa
Pro Ser Lys
55

gtg aag cca
Val Lys Pro
70

gac cta cga

Asp Leu Arg

aaa tgg ccc

cte tgo cte
leu Cys lLeu
10

tet ¢ot coce
Ser Pro Pro
25

ace aag age
Thr Lys Ser

fac tic atc
Tyr Phe lie

tat aat tig
Tyr Asn Leu
75

cag aat gat
Gin Asn Asp
%0

cat gac aca

Lys Trp Pro His Asp Thr

ttg gtc aca
Leu Val Thr
120

106

ggg tac tta
Gly Tyr Leu

[0):4:4
Arg

aag
Lys

cac
His

cte
Leu
60

aca
Thr

gge
Gly

ceg
Pro

cct
Pro

12

ctg tet gtt
Leu Cys Val
15

cco age ctc
Pro Ser lLeu
30

gtg aca atg
Val Thr Met
45

gaa aag gaa
Lys Lys Glu

gag gag acg
Glu Glu Thr

gega cac tac
Gly His Tyr
95

fca cac cce
Ser His Pro
110

cag cce fee
Gin Pro Ser
125

1

ggg caa
Gly Gin

agt gec
Ser Ala

caa tgt
Gin Cys

gegt tic
Gly Phe
65

got gat
Ala Asp
80

ace tgt
Thr Cys

age aat
Ser Asn

ttt caa
Phe Gin

gagecacc atg atc tet
Met ile Ser

aca gac
Thr Asp

tegg ccc
Trp Pro
35

aag ago
Lys Ser
50

got ttg
Ala Leu

ttt cat
Phe His

gaa tac
Glu Tyr

gee cttl
Ala Leu

115
gce cag

Ala His
130

57

105

201

249

297

345

441



13

cac ogg ggt aca gtg act goa gga age aag gty act ttg cag tge cag 489
His Arg Gly Thr Val Thr Ala Gly Ser Lys Val Thr Leu GIn Cys Gln
135 140 145

aaa gea geo agt gte cte gma coc gla aag ttt gog tta otg aag gtg 537
Lys Ala Gly Ser Val Leu Gly Pro Val Lys Phe Ala Leu Leu Lys Val
150 155 160

gga cac tca act cct gtg cag aca agg agc toa aca gga atg gta tea 585
Gly His Ser Thr Pro Val &ln Thr Arg Ser Ser Thr Gly et Val Ser
165 170 175

gac ttc tot ctt cag aat gtg aca gec aga gac tog geg gaa tac age 633
Asp Phe Ser Leu Gln Asn Val Thr Ala Arg Asp Ser Gly Giu Tyr Ser
180 185 190 195

tgt gtt tac tat cag goa aag get cco tat cgg geo toa geg cce age 681
Cys Val Tyr Tyr Gin Ala Lys Ala Pro Tyr Arg Ala Ser Gly Pro Ser
200 205 210

aat otc ctt gag atc tot gtg ata gat gca aga caa coa tet goe tea 729
Asn Leu Leu Glu 1le Ser Val 1le Asp Ala Arg Gin Pro Ser Ala Ser
215 220 225

aga tot tgc tge cte gac ttt cce acc gea act gac age aac cte ace 7717
Arg Ser Cys Cys Leu Asp Phe Pro Thr Ala Thr Asp Ser Asn lLeu Thr
230 235 240

caa gac ccc ggg tac aat gac aga agg cta cac tgt ggza taa 819
Gln Asp Pro Gly Tyr Asn Asp Arg Arg Leu His Cys Gly

245 250 265
tctcatocge gtopetetee ctgetgeaat cotgetaata gtgggagget tectgptiga 879
agectggoac agtgagegec tgtctocaaa tamacccigg taaaataact gaa 932
210> 8
Q1> 256
<212> PRT
<213> Mus musculus
<400> 8

Met e Ser Arg Leu Leu Ser Leu Leu Cys Leu Arg Leu Cys Vail Gly
1 5 10 15



Gin Thr Asp tle Pro
20

Ata Trp Pro Ser Thr
35

Cys Lys Ser Pro Thr
50

Phe Ala Leu Asn Ser
65

Asp Phe His Phe Thr
85

Cys Glu Tyr Tyr Ser
100

Asn Ata Lsu Phe Leu
115

Gin Ala His His Arg
130

Gin Cys Gin Lys Ala
145

Leu Lys Val Gly His
165

Met Val Ser Asp Phe
180

Glu Tyr Ser Cys Val
195

Glu

Val

Pro

Val

70

Asp

Lys

Leu

Gly

Gly

150

Ser

Ser

Tyr

14
Asn Gly Ser Pro Pro
25

teu Pro Thr Lys Ser
40

Ser Lys Tyr Phe lle
55

Lys Pro Tyr Asn Leu
75

Leu Arg Gin Asn Asp
90

Trp Pro His Asp Thr
105

Val Thr Gly Tyr Leu
120

Thr Val Thr Ala Gly
135

Ser Val Leu Gly Pro
155

Thr Pro Val Gin Thr
170

Leu Gin Asn Val Thr
185

Tyr Gin Ala Lys Ala
200

Lys Pro Ser lLeu Ser
30

His Val Thr Met Gin
45

Leu Lys Lys Giu Giy
60

Thr Glu Glu Thr Ala
80

Gly Gly His Tyr Thr
95

Pro Ser His Pro Ser
110

Pro GIn Pro Ser Phe
125

Ser Lys Val Thr Leu
140

Val Lys Phe Ala Leu
160

Arg Ser Ser Thr Gly
175

Ata Arg Asp Ser Gly
190

Pro Tyr Arg Ala Ser
205



15

Gly Pro Ser Asn Leu Leu Glu fte Ser Val Ile Asp Ata Arg Gin Pro

210

215

220

Ser Ala Ser Arg Ser Cys Cys Leu Asp Phe Pro Thr Ala Thr Asp Ser

225

230

235

240

Asn Leu Thr GIn Asp Pro Gly Tyr Asn Asp Arg Arg Leu His Cys Gly

210> 8

211> 816
<{212> DNA
<213> Homo

220>
221>
<2225
<223

chs
..

400> 9
atg atc cct
Met lle Pro
i

caa gga gac
Gin Gly Asp

gee tgg coc
Ata Trp Pro
35

tgt tegg act
Cys Trp Thr
50

att att ctg
fle lle Leu
65

gaa ttt cac

245

sapiens

(816)

aag ctg
Lys Leu .
5

aca agg
Thr Arg
20

age teg

Ser Ser

cot gee
Pro Ala

gag tcc
Glu Ser

ctc aat

ctt tec cte
Leu Ser Leu

gga gat ggg
Gly Asp Gly

gtg gte cot
Val Val Pro
40

aga get gig
Arg Gly Val
55

cCg aag ¢ece
Pro iLys Pro
70

aat cta aaa

Glu Phe His Led Asn Asn Leu Lys

tgt gaa tac

85

tac aga

aaa gea tce

cic
Ley

tca
Ser
25

goe
Ala

age
Ser

ctt
Leu

gte
Val

CCo

250

tgt ttec aga
Cys Phe Arg
10

aag
Lys

ctg cco
Leu Pro

aat
Asn

aac age
Asn Ser

ttt gttt
Phe Val

cte
Leu
60

gat tet

hsp Ser
15

aca
Thr

aga aat
Arg Ash
90

get
Ala

cac atec ctt

255

ctg tge gtg gge
Leu Cys Val Gly
15

ccg toc cte agt
Pro Ser Leu Ser
30

gtg acg cig cga
Val Thr Leu Arg
45

agg aag gga gega
Arg Lys Gly Gly

gag ggc gog gcce
Glu Gly Ala Ala
80

gega gag tac acc
Gly Glu Tyr Thr
95

tca cag cgc agt

48

96

144

192

240

288

336
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Cys Glu Tyr Tyr Arg Lys Afa Ser Pro His lle Leu Ser GIn Arg Ser
100 105 {10

gac gte ott cta ctg ttg gtg aca gga cat tta tct aaa oot tic cte 384
Asp Val Leu Leu Leu Leu Val Thr Gly His Leu Ser Lys Pro Phe Leu
115 120 125

cga ace tac caa agg get aca gtg acc goa gegt gga agg gtg act otg 432
Arg Thr Tyr Gln Arg Gly Thr Val Thr Ala Gly Gly Arg Val Thr lLeu
130 135 140

cag tgc cag aag cga gac caa ttg ttt gig cct atc atg tic got c¢ta 480
Gln Cys Gin Lys Arg Asp Gin Leu Phe Val Pro [le Met Phe Ala Leu
145 150 155 160

ctg aag gea ggg acg oca tea ceo ate cag cig cag agt ceca gog ggg 528
Leu Lys Ala Giy Thr Pro Ser Pro ile Gin Leu Gin Ser Pro Ala Gly
165 170 175

aag gag ata gac ttc tet ctg gie gac gte aca goo gge gat got geg 576
tys Glu fle Asp Phe Ser Leu Val Asp Val Thr Ala Gly Asp Ala Gly
180 185 190

aac tac age tge atg tac tac cag aca aag tct cocc ittc tgg gee tea 624
Asn Tyr Ser Cys Met Tyr Tyr Gin Thr Lys Ser Pro Phe Trp Ala Ser
195 200 205

gaa ccc agl gat cag ctt gag ata tig gte aca gttt ccc coa get ace 672
Glu Pro Ser Asp Gln Leu Glu lle Leu Val Thr Val Pro Pro Gly Thr
210 215 220

aca teg agc aac tac tec ctg ggt aac ttc gta cga ctg get ctg got 720
Thr Ser Ser Asn Tyr Ser Leu Gly Asn Phe Val Arg Leu Gly Leu Ala
225 230 235 240

goc gta att gtg gtt atc atg gga gct tic ctg gig gag geo tgg tac 768
Ala Val lte Val Val {le Met Gly Ala Phe Leu Val Glu Ala Trp Tyr
245 250 255

agc cge aat gtg tot cca ggt gaa tca gag gee ttc aaa cca gag tga 816
Ser Arg Asn Val Ser Pro Gly Glu Ser Glu Ala Phe Lys Pro Glu
260 265 270

<> 10
Q1> 2N
212> PRT
<213> Homo sapiens



<400> 10
Met [le Pro Lys Leu Leu Ser Leu
1 5

GlIn Gly Asp Thr Arg Gly Asp Gly
20

Aa Trp Pro Ser Ser Val Vai Pro
35 40

Cys Trp Thr Pro Ala Arg Gly Val
50 55

Ile {le Leu Glu Ser Pro Lys Pro
65 70

Glu Phe His Leu Asn Asn Leu Lys
85

Cys Giu Tyr Tyr Arg Lys Ala Ser

100

Vai Thr
120

Asp Val lLeu Leu Leu Leu
115

Thr Val
135

Arg Thr Tyr Gln Arg Gly
130

Gin Cys Gin Lys Arg Asp Gin Leu

145 150

Leu Lys Ala Gly Thr Pro
165

Ser Pro

Lys Glu lfe Asp Phe Ser Leu Val

Leu Cys Phe Arg Leu Cys Val Gly
10 15

Ser Ley Pro Lys Pro Ser Leu Ser
25 30

Ala Asn Ser Asn Val Thr Leu Arg
45

Ser Phe Val Leu Arg Lys Gly Gly
60

Leu Asp Ser Thr Glu Gly Ala Ala
75 80

Val Arg Asn Ala Gly Giu Tyr Thr
90 95

Pro His ile Leu Ser Gin Arg Ser
105 110

Gly His Leu Ser Lys Pro Phe Leu
125

Thr Ala Gly Gly Arg Val Thr Leu
140

Phe Val Pro lle Met Phe Ala Leu
155 160

Ile Gin Leu Gin Ser Pro Ala Gly
170 175

Asp Val Thr Ala Gly Asp Ala Gly
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180 185 190

Asn Tyr Ser Cys Met Tyr Tyr Gin Thr Lys Ser Pro Phe Trp Ala Ser
195 200 205

Glu Pro Ser Asp Gin Leu Glu lle Leu Val Thr Val Pro Pro Gly Thr
210 215 220

Thr Ser Ser Asn Tyr Ser Leu Gly Asn Phe Val Arg Leu Gly Leu Ala
225 230 235 240

Ala Val tle Val Val lle Met Gly Ala Phe Leu Val Glu Ala Trp Tyr
245 250 255

Ser Arg Asn Val Ser Pro Gly Glu Ser Glu Ala Phe Lys Pro Glu
260 265 270

210> 1

<211> 925

<212> DNA

213> Mus musculus

<220>

<221> (DS

222> (49).. (915)
<223>

<400> 11

getgatagta gacotgetega agacctttee accageoget gagecaco atg ats tot

Met lle Ser
1

agg cte ctt toc ottt cte tee ote cge otg tgt git gge caa aca gac
Arg Leu Leu Ser Leu Leu Cys Leu Arg Leu Cys Vai Gly Gin Thr Asp
5 10 15

att cot gaa aat gegg tet cct coe aag cce age ctec agl geo tegg cee
fle Pro Glu Asn Gly Ser Pro Pro Lys Pro Ser Leu Ser Ala Trp Pro
20 25 30 35

age aca gtg ctt ccc acc aag age cac gtz aca atg caa tgt aag age
Ser Thr Val Leu Pro Thr Lys Ser His Val Thr Met Gin Cys Lys Ser

51

1056

153

201
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40 45 50
coc acc cog agt aaa tac tte atc cte aaa aag gaa ggt tie got ttg 249
Pro Thr Pro Ser Lys Tyr Phe {le Leu Lys Lys Glu Gly Phe Ala Leu
55 60 65
aat tct gtg aag cca tat aat ttg aca gag gag acg get gat ttt cat 297
Asn Ser Val Lys Pro Tyr Asn Leu Thr Glu Glu Thr Ala Asp Phe His
70 75 ‘ 80
ttc acc gac cta cga cag aat gat gge gga cac tac acc tgt gaa tac 345
Phe Thr Asp Leu Arg GIn Asn Asp Gly Giy His Tyr Thr Cys Glu Tyr
85 90 95
tat agc aaa tgg ccc cat gac aca cog tca cac coc age aat gec ctt 393
Tyr Ser Lys Trp Pro His Asp Thr Pro Ser His Pro Ser Asn Ala leu
100 105 110 115
ttc ttg tteg gte aca ggg tac tta cct cag ccc tec ttt caa goc cac 441
Phe Leu Leu Val Thr Gly Tyr Leu Pro Gin Pro Ser Phe Gin Ala His
120 125 130
cac cgeg get aca gig act gea gga age aag gtg act ttg cag tge cag 489
Ris Arg Gly Thr Val Thr Ala Gly Ser Lys Val Thr Leu Gln Cys Gin
135 140 145
aaa geca gege agt gte otc gga cce gta aag ttt geg tta ctg aag gtz 637
Lys Ala Gly Ser Val Leu Gly Pro Val Lys Phe Ala Leu Leu Lys Val
150 155 160
gga cac tca act cct gig cag aca agg age toca aca gga atg gta tea 585
Gly His Ser Thr Pro Val Gin Thr Arg Ser Ser Thr Gly Met Val Ser
165 170 175
gac ttc tot ctt cag aat gtg aca geo aga gac fog ggg gaa tac age 633
Asp Phe Ser Leu Gln Asn Val Thr Ala Arg Asp Ser Gly Glu Tyr Ser
180 185 190 195
tgt gtt tac tat cag gea aag got cce tat cgg goc tca ggg ccc age 681
Cys Val Tyr Tyr Gin Ala Lys Ala Pro Tyr Arg Ala Ser Gly Pro Ser
200 205 210
aat otc ctt gag atc tot gtg ata gac aac cat otg cct caa gat ctt 729
Asn Leu Leu Gfu lle Ser Val lle Asp Asn His Leu Pro Gin Asp Leu
215 220 225
got goc teg act tte coa ccg caa ctg aca goa acc Ica coc aag ace 171

Ala Ala Ser Thr Phe Pro Pro Gin Leu Thr Ala Thr Ser Pro Lys Thr



230 235

cecg ggt aca atg aca gaa gge tac

Pro Gly Thr Met Thr Glu Gly Tyr
245 250

ggt gtg got get gea ate otg cta
Giy Val Ala Ala Ala {le Leu Leu
260 265

goc tgg cac agt gag cgg ctg tot
Ala Trp His Ser Glu Arg Leu Ser

280
aataactgaa
Q10> 12
211> 288
Q212> PRT
Q213> Mus musculus

<400> 12
Met lie Ser Arg lLeu leu Ser Leu
1 5

Gin Thr Asp lie Pro Giu Asn Gly
20

Ala Trp Pro Ser Thr Val Leu Pro
35 40

Cys Lys Ser Pro Thr Pro Ser Lys
50 , 55

Phe Ala Leu Asn Ser Val Lys Pro
65 70

Asp Phe His Phe Thr Asp Leu Arg
85

act
Thr

ata
fe

coa
Pro

{eu

Ser

25

Thr

Tyr

Tyr

Gin

20
240
gtg gat aat ctc atc cgg gte
Val Asp Asn Leu ile Arg Val
255

gteg gga geo tte ctg gtt gaa

Val Gly Gly Phe Leu Val Giu

270 275
aat aaa ccc tgg taa

Asn Lys Pro Trp

285

Cys Leu Arg Leu Cys Val Gly
10 15

Pro Pro Lys Pro Ser lLeu Ser
30

Lys Ser His Val Thr Het Gin
45

Phe 1ie Leu Lys Lys Glu Gly
60

Asn Leu Thr Glu Giu Thr Ala
75 80

Asn Asp Gly Gly His Tyr Thr
90 85

825

813

915

925



Cys Glu Tyr Tyr Ser
100

Asn Ala Leu Phe Leu
115

Gin Ala His His Arg
130

Gin Cys
145

Gin Lys Ala

Val Giy His
165

Leu Lys

Met Val Asp Phe

180

Ser

Ser Cys Val

195

Glu Tyr

Gly Pro
210

Ser Asn lLeu

GIn Asp Leu Ala Ala

225

Thr Pro Gly

245

Pro Lys

Val Gly Val

260

{le Arg

Leu Val Glu

275

lys

Leu

Gly

Gly

150

Ser

Ser

Tyr

Leu

Ser

230

Thr

Ala

Afa Trp His

21

Trp Pro His Asp Thr
105

Val Thr Gly Tyr Leu
120

Thr Vai Thr Ala Gly
135

Ser Val Leu Giy Pro
155

Thr Pro Val Gin Thr
170

Leu GIn Asn Val Thr
185

Tyr Gin Ala Lys Ala
200

Giu lle Ser Val lle
219

Thr Phe Pro Pro Gin
235

Met Thr Glu Gly Tyr
250

Ala Ala tle Leu Leu
265

Ser Giu Arg Leu Ser
280

Pro Ser His Pro Ser
110

Pro Gin Pro Ser Phe
125

Ser Lys Val Thr Leu
140

Val Lys Phe Ala Leu
160

Arg Ser Ser Thr Gly
176

Ata Arg Asp Ser Gly
190

Pro Tyr Arg Ala Ser
205

Asp Asn His Leu Pro
220

Leu Thr Ala Thr Ser
240

Thr Val Asp Asn Leu
255

{le Val Gly Gly Phe
270

Pro Asn Lys Pro Trp
285



210>
<2
<A
<213

<406>

13

714
DNA
Mus

13

atgcageteg

atoctagice

gtecgagget

gicactgaca ag

totattttte

atctcotggs

ctaaaggaca

atccecectaa

geecttctet

cgaatgggea

tccatigaag

tgtgtoogot

<2107
21>
AV
213>

<400>

i4

237
PRT
Mus

14

22

musculus

caagaggaac agtaggagge cgtggetgeg ctotettitee actgoctgzage
tecaggptge gegtategte ctotoctige agataagtge cgatgeteac
atgtgegaga gaagatcaag ttgaaatgca ccticaagtc atettcagat
ctgaccat agactggaca taccgeccic ccagcageag ccgcacagag
actatcagte tttccagtac ccgaccacag cgggcacatt ccgagaccogg
coggaaatgt ctacasageg gatgegteca tcagtatcag caacccecact
atgggacgtt cagetgtgct gigaagaace ctecagacgt giaccacaat
cagagctcac ggtcacagaa aggggetteg geaccatget gleltotetg
ccatcctegt cttegtecce toagcagtze tggteatict gotgetggte
ggaagecaac aggggtecag aagaggagea ggtotgecta taagaagtot
tttocgatga cactgaccag gaggacagea atgactgoat gacgaggctt

gtgcagagte totggattca gactacgaag aagaggcgta ctlga

muscu tus

Het Gin Leu Ala Arg Gly Thr Val Gly Gly Arg Gly Cys Ala Leu Phe

1

5 10 15

Pro Leu Leut Ser lle Leu Val Val Gin Gly Ala Arg {le Val Leu Ser

20 25 30

Leu Glu lle Ser Ala Asp Ala His Val Arg Gly Tyr Val Giy Glu Lys

35

40 45

180

240

300

360

420

480

540

600

660

4
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{le Lys Leu Lys Cys Thr Phe Lys Ser Ser Ser Asp Val Thr Asp Lys
50 55 60

Leu Thr {le Asp Trp Thr Tyr Arg Pro Pro Ser Ser Ser Arg Thr Glu
65 70 75 80

Ser ile Phe His Tyr Gin Ser Phe Gin Tyr Pro Thr Thr Ala Gly Thr
85 90 95

Phe Arg Asp Arg lle Ser Trp Ala Gly Asn Val Tyr Lys Gly Asp Ala
100 105 110

Ser Ile Ser 1le Ser Asn Pro Thr Leu Lys Asp Asn Gly Thr Phe Ser
115 120 125

Cys Ala Val! Lys Asn Pro Pro Asp Val Tyr His Asn {le Pro Leu Thr
130 135 140

Giu Leu Thr Val Thr Glu Arg Gly Phe Gly Thr Met Leu Ser Ser Val
145 150 155 160

Ala Leu Leu Ser fle Leu Val Phe Val Pro Ser Ala Val Val Val lle
165 170 175

Leu Leu Leu Val Arg Met Gly Arg Lys Ala Thr Glv Val GIn Lys Arg
180 185 190

Ser Arg Ser Gly Tyr Lys Lys Ser Ser Ile Glu Val Ser Asp Asp Thr
185 200 205

Asp Gin Glu Asp Ser Asn Asp Cys Met Thr Arg Leu Cys Val Arg Cys
210 215 220

Ala Glu Cys Leu Asp Ser Asp Tyr Glu Glu Glu Ala Tyr
225 230 235



Q1> 15
21> 708
<212> DNA

24

<{213> Homo sapiens

<400> 5
atgcagcaga

ctgtictice
cgaggttatg
actgacaage
atatttcatt
teotgggtty
aaggacaatg
cccatgacag
cttectttoca
atggggagea
attgaggttt
gtoegttece
<210> 16

Q1> 236
212> PRT

gaggagcags iggaagoogt gegoigegste
aggetgtita tatcgtotit teccttggaga
ttegagaaaa gatcaagtty aaatgoactt
ttactataga ctggacatat cgecctocea
atcagtettt ccagtaccca accacageag
gaaatgtata caaaggggat gecatctataa
ggacaticag ctgtgetgte aagaatocce
agotaacagt cacagaaagg gettitggea
tecttgtott tgtgecctca gecgtggteg
aggotegctgy getgaagaag aggagoaget
cogatgacac tgatcaggag gaggaagags

ctgagtgcet egattcagac tatgaagaga

<213> Homo sapiens

<400> 16

toitooctet
ttegtecaga
tcaagtcaac
goagcageca
geacatticg
etataageaa
cagatgtgca
coatgottte
ttegcteteet
ctgegctataa
cgtotatege

catattga

gotgggoete
tgeccatgte
ttecagaigtc
cacagtatca
ggatoggatt
ccotaccata
ccataatatt
ctotgteece
getggtgaga
gaagtcatct

gaggotttet

Met Gin Gin Arg Gly Ala Ala Gly Ser Arg Gly Cys Ala Leu Phe Pro

[

5 10

]

i5

Leu Leuy Giy Vai Leu Phe Phe Gin Giy Val Tyr iie Vai Phe Ser Leu

20 25

30

80

120

180

240

300

360

420

480

540

600

660

108



Glu 1le Arg Ala Asp Ala His Val Arg
35 40

Lys Leu Lys Cys Thr Phe Lys Ser Thr
50 55

Thr 1le Asp Trp Thr Tyr Arg Pro Pro
65 70

lie Phe His Tyr Gin Ser Phe Gin Tyr
85

Arg Asp Arg lle Ser Trp Val Gly Asn
100 105

{le Ser [ie Ser Asn Pro Thr {le Lys
115 120

Ala Val Lys Asn Pro Pro Asp Val His
130 135

t.eu Thr Val Thr Glu Arg Gly Phe Gly
145 150

teu Leu Ser lie Leu Val Phe Val Pro
165

Leu Leu Val Arg Met Giy Arg Lys Ala
180 185

Arg Ser Gly Tyr Lys Lys Ser Ser [le
195 200

Gin Glu Giu Giu Glu Ala Cys Met Ala
210 215

25

Gly Tyr Val

Ser Asp Val
60

Ser Ser Ser
75

Pro Thr Thr
90

Val Tyr Lys

Asp Asn Gly

His Asn {le
140

Thr Met Leu
155

Ser Ala Val
170

Ata Gly lLeu

Glu Val Ser

Arg Leu Cys
220

Gly Glu Lys
45

Thr Asp Lys

His Thr Val

Ala Gly Thr
95

Gly Asp Ala
110

Thr Phe Ser
125

Pro Met Thr

Ser Ser Val

Val Val Ala
175

Lys Lys Arg
190

Asp Asp Thr
205

Val Arg Cys

e

Leu

Ser

80

Phe

Ser

Cys

Glu

Ala

160

Leu

Ser

Asp

Ala
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Giu Cys Leu Asp Ser Asp Tyr Giu Glu Thr Tyr
225 230 235

210> 17

Q11 20

<212> DNA

213> Artificial

2200
223> oprimer

400> 17
gtgactttge agtgccagaa 20

<210> 18

211> 20

<212> DNA

213> Artificial

<220>
223> primer

<400> 18
tgcacaggag ttgagtetoe 20

210> 19

211> 12

<212> DNA

213> Artificial

<220>
<223> primer

400> 19
acatcactce gt 12

Q210> 20
211> 50
<212> DNA
<213> Artificial

Q20>
223> primer
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<400> 20
acggagtpat gtcogtegac gtatctetge gtigatactt cagegtaget 50

Q1> 21

211> 26

<212> DNA

13> Artificial

<2205
<223> primer

<400> 21
agctacgete aagtatcaac gcagag 26

210> 22

Qi 24

<212> DNA

Q213> Artificial

{2205
223> primer

<400> 22
cttetegeac tgcagagtea coct 24

Q1> 23

Q> 24

<212> DNA

213> Artificial

<2205
223> primer

<400> 23
ggagagtaca cctgtgaata ctac 24

210> 24
<Zit> 26
<212> DNA
213> Artificial

220>
223> primer



<400> 24
gtatcaacge agagatacgt cgacgg

210> 25

Q11> 24

<212> DNA

<213>  Artificial

<2200
223> primer

400> 25
tocacetgeg ghoactgiac coot

210> 26

<zZi1> 30

<212> DNA

213> Artificial

220>
223> primer

400> 26
ctacagaaaa gcatcccccee acatcetite

<210 27

21> 24

<212> DNA

<213> Artificial

<220>
<223> primer

<400> 27
gotgatagta gacotgetga agac

Q10> 28
Q1> 23
<212> DNA
213> Artificial

<2200
223> primer

28

26

24

30

24



<400>

gteocagatat gtocaggeet ctg

<2100
(AP
242>
Q213>

220>
<2235

<400>

ttcagttatt ttaccagggt tta

210>
SR D2
212>
<213>

<220>
<223>

<400>

28

29

23

DNA
Artificial

primer

29

30

20

DNA
Artificial

primer

30

totgtgatag acaaccatet

<210>
<211>
Q12>
<23

<220>
<223>

<400>

31

20

DNA
Artificial

primer

31

gtoattgtac ccgeggictt

210>
Q1>
\AV
QI

<220
<223>

32

26

DNA
Artificiatl

primer

29

23

23

20

20



<400>

atgacagaag getacactgl ggataa

<210
2
Q212>
Q13

<220>
<223>

<400>

32

33

20

DNA
Artificial

primer

33

tcatttitet coctggggcac

<210
\VARDS
21D
<2135

<2205
<2235

<4000

34

21

DNA
Artificial

primer

34

gatctetety atagatgcaa g

<2105
Q21
VAV
<213

<220>
<223>

<400>

35

20

DNA
Artificial

primer

35

gteattegtac coggggtett

210>
<
<2
<213

220>
223>

36

39

DNA
Artificial

primer

30

26

21

20



<400>

31

36

cgegtogacg ccaccatgat ctctaggete cttteectt

<210>
(AR
<212
<213

<220>
<223>

<400>

37

36

DNA
Artificial

primer

37

goggeoeegce gottaccage gtitatttege agacag

210>
Q1>
212>
(AR

<220>
<223>

<400>

38

39

DNA
Artificial

primer

38

cgeggeggee geattatoca cagtgtagec ttictgteat

<2100
211>
L2
<213

<220>
<223>

<400>

39

33

DNA
Artificial

primer

39

cgectegage tgpgagagee geagetotge tat

<2107
Q210
N
<213

<2205
223>

40

36

DNA
Artificial

primer

39

36

39

33



32

400> 40
gegeegcggee goctactgge gtegtitete atgett 36

210> 41

211> 33

<212> DNA

213> Artificial

£220>
+€223> primer

<400> 41
cgogtogace agacategee aggticctge too 33

Q10> 42
<Z1t> 36
<212> DNA
213> Artificial

<2205
(223> primer

<400> 42
gogggeegce gotcagecte tgecaggoat gttgat 36

210> 43
211> 33
<212> DNA
213> Artificial

(220>
{223> primer

400> 43
cgegtegact taagtccegt acaggcccag agt 33

210> 44
Q11> 36
<212> DNA
<213>  Artificial

220>
223> primer



33

<400> 44
gegeggoggee geteatotgt aatattgect cigtgt 36

<210> 46
Q> 24
<212> DNA
213> Artificial

<220>
<223> primer

<400> 45
tgtgaatact acagaaaagc atcc 24

210> 46
Q1> 24
<212> DNA
213> Artificial

220>
223> primer

<400> 46
tccaceigeg gteactegtac coot 24

210> 47

2 24

<212> DNA

213> Artificial

220>
223> primer

<400> 47
cttetegeac tgcagagtca cect 24

210> 48

211> 24

<212> DNA

<213> Artificial

220>
<223> primer



<400>

34

48

ggagagtaca cctgtgaata ctac

210>
<2t
2N
<213

<2205
<223>

<4007

49

24

ONA
Artificial

primer

49

tgtgaatact acagaaaagc atcc

<2100
211>
AV
213

<2205
<223>

<400>

50

24

DNA
Artificial

primer

50

tccacctgeg gtcactgtac cect

<2100
Q1
Q12>
<213

<2200
223>

<400>

51

39

DNA
Artificial

primer

51

cgogtegacg ccaccatgat cootaagetg ctticeote

Q210
(AR
AV
Qi1

<220>
Q23>

52

35

DNA
Artificial

primer

24

24

24

39



35

400> 52
cgegegeeceg cctagegeat getacectite geage 35

<2105 63

211> 36

<212> DNA

213> Artificial

<220>
{223> primer

<400> 53
gogggegges goacccageg agtagtteet cgatsgt 36

Q210> 54
281> 20
212> DNA
213> Artificial

Q207
223> primer

<400> 54
cagciggeaa gaggaacagt 20

210> 55

21> 20

<212> DNA

213> Artificial

220>
{223> primer

<400> 55
gageategge acttatotco 20

210> 56
211> 39
<212> DNA
213> Artificial

{220%
223> primer



<400>

36

b6

cgogtegacg ccaccatgea gotgecaaga ggaacagta

<210
<21
LU
Q2

<2205
223>

<400>

57

36

DNA
Artificial

primer

57

gegeecgeee getcagtacg cotetteite gtagic

210>
QI
2N
<2135

<2207
<223

<400>

58

39

DNA
Artificial

primer

58

cgogtegacyg ccaccatgea geagagagga goagetgga

<210
<21
Q12>
Q1P

<220>
<2237

<400>

59

36

DNA
Artificial

primer

59

gogggoggoc gotcaatatg tetcttcata gtotga

38

39

36



