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Met Pro Leu Leu Trp Leu Arg Gly Phe Leu Leu Ala Ser Cys Trp Ile
1 5 10 15

ITe val Arg Ser ser Pro Thr Pro Gly Ser Glu Gly His Ser Ala Ala
20 25 30

Pro Asp Cys Pro Ser Cys Ala Leu Ala Ala Leu Pro Lys Asp val Pro
35 40 45

Asn Ser GIn Pro Glu Met val Glu Ala val Lys Lys His Ile Leu Asn
50 55 60

Met Leu His Leu Lys Lys Arg Pro Asp val Thr GIn Pro val Pro Lys
65 70 75 80

ATa Ala teu Leu Asn Ala Ile Arg Lys ggu His val Gly Lys val Gly
85 95

Glu Asn Gly Tyr val Glu Ile Glu Asp Asp Ile Gly Arg Arg Ala Glu
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Met Asn Glu Leu Met Giu GIn Thr Ser Glu Ile Ile Thr Phe Ala Glu
115 120 125

Ser Gly Thr Ala Arg Lys Thr Leu His Phe Glu Ile Ser Lys Glu Gly
130 135 140

Ser Asp Leu Ser val val Glu Arg Ala Glu val Trp teu Phe Leu Lys
145 150 155 160

val Pro Lys Ala Asn Arg Thr arg Thr Lys val Thr Iie Arg Leu Phe
165 170 175
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<213> Human BMP4 amino acid sequence

<400> 2

Met Ile Pro Gly Asn Arg met Leu Met val val Leu Leu Cys Gén val
1 5 10 1

Leu Leu Gly Gly Ala Ser His Ala Ser Leu I7e Pro Glu Thr Gly Lys
20 25 30

Lys Lys val Ala 6¢lu Ile ¢In Gly His Ala Gly Gly Arg Arg Ser Gly
35 40 45

GIn ser His Glu Leu Leu Arg Asp Phe Glu Ala Thr Leu Leu Gin Met
50 55 60

Ala val ITe Pro

Phe Gly Leu Arg Arg Arg Pro Gln Pro Ser L o

65 70 7

(e
n
%41
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ASp TYr Met Arg Asp Leu Tyr Arg Leu Gin Ser Gly Glu Glu ¢Tu Glu
55 90 95

Glu a¢n ITe His Ser Thr Gly Leu Glu Tyr Pro Glu Arg Pro ala Ser
100 105 110

Arg Ata Asn Thr val arg Ser phe His His Glu Glu His teu Glu Asn
115 120 125

5]
-
I
e’
ol

Ile Pro Gly Thr Ser Glu Asn Se Fhe arg Phe Leu Phe Asi Leu
136 135 140

Ser Ser Ite Pro Glu Asn Glu val Ile Ser Ser Ala Glu Leu Arg Leu
145 150 155 160

rhe Arg ¢lu GTn val asp 6in Gly Pro

Trp ¢lu Arg Gly Phe HWis
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Arg Ile Asn Ile Tyr Glu val Met Lys Pro Pro Ala Glu val val pro
180 185 19¢

Gly HWis Leu Tle Thr Arg Leu Leu Asp Thr arg Leu val His His asn
185 200 205

val Thr Arg Trp Glu Thr Phe Asp val Ser Pro aAla val Leu Arg Trp
210 215 220

Thr Arg GTu Lys GIn Pro Asn Tyr Gly Leu Ala Ile Glu val Thr His
225 230 235 240

Lteu His Gin Thr Arg Thr His Gin Gly Gln His val Arg Ile Ser Arg
245 250 255
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