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hIFITM1 - Human native nucleotide sequence

atgcacaag
gtgatcaaca
tgaactggtg
cgacgtgacc
atcctcatga
agataataca

gaggaacatg
tccacagcga
ctgtctggge
ggggcccagyg
ccattggatt
ggaaaaacgg

aggtggctgt
gacctccgtyg
ttcatagcat
cctatgecte
catcctgtta

gctggggcca
cccgaccatg
tcgcctacte
caccgccaag
ctggtattcg

cccecccagca
tcgtctggte
cgtgaagtct
tgcctgaaca
gctctgtgac

PCT/CA2021/051448

ccatccttce
cctgttcaac
agggacagga
tctgggccect
agtctaccat

aaggtccacc
accctcttcet
agatggttgg
gattctggge
attatgttac

ggttactag

FIG. 8A

hIFITM1 - Human codon-optimized sequence (378 bps):

ATGCATAAGGAAGAACACGAGGTGGCCGTGCTGGGACCTCCACCTAGCACAATTCT
GCCTAGAAGCACCGTGATCAACATCCACAGCGAGACAAGCGTCCCCGACCACGTGG
TGTGGTCCCTGTTCAACACCCTGTTCCTGAACTGGTGCTGTCTGGGATTTATCGCCTT
CGCCTACAGCGTGAAAAGCAGAGATAGAAAGATGGTGGGCGACGTGACCGGCGCC
CAGGCTTATGCTTCTACCGCCAAGTGCCTGAATATCTGGGCCCTGATCCTGGGCATC
CTGATGACCATCGGCTTCATCCTCCTGCTGGTGTTCGGCTCTGTTACAGTGTACCACA
TCATGCTGCAAATCATCCAGGAGAAGCGGGGCTACTGA

FIG. 8B

hIFITM1 — Human protein sequence (125 a.a., ~14 kDa):

MHKEEHEVAVLGPPPSTILPRSTVINIHSETSVPDHVVWSLFNTLFLNWCCLGFIAFAYSV
KSRDRKMVGDVTGAQAYASTAKCLNIWALILGILMTIGFILLLVFGSVTVYHIMLQIIQE
KRGY

FIG. 8C
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hIFITM3 - Human native nucleotide sequence

atg
atgctcaagg
tgatccacat
gaacccctgce
gacgtgaccg
tcctcatgac

aatcacactg
aggagcacga
ccgcagcgag
tgcctgggcet
gggcccaggce
cattctgctce

tccaaacctt
ggtggctgtg
acctccgtge
tcatagcatt
ctatgcctce
atcgtcatcc

cttctctect
ctgggggcge
ccgaccatgt
cgcctactcc
accgccaagt
cagtgctgat

gtcaacagtg
cccacaaccc
cgtctggtcce
gtgaagtcta
gcctgaacat
cttccaggcece
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gccagccccce
tgctccececcg
ctgttcaaca
gggacaggaa
ctgggccctyg
tatggatag

caactatgag
acgtccaccg
ccctcttcat
gatggttggce
attctgggca

FIG. 9A

hIFITM3 — Human codon-optimized sequence (402 bps):

ATGAATCACACCGTGCAGACCTTTTTCAGCCCTGTGAACAGCGGCCAGCCTCCAAAC
TACGAGATGCTGAAGGAAGAACACGAGGTGGCCGTGCTGGGAGCCCCTCATAATCC

TGCTCCTCCTACCAGCACCGTGATCCACATCCGGAGCGAGACATCTGTCCCCGACCA
CGTGGTGTGGTCCCTGTTCAACACCCTGTTTATGAACCCCTGCTGTCTGGGCTTCATC
GCCTTCGCCTACAGCGTGAAAAGCAGAGATAGAAAGATGGTGGGCGACGTGACCGG
CGCCCAGGCCTACGCCTCTACAGCCAAGTGCCTGAACATCTGGGCCCTGATCCTGGG
CATCCTCATGACAATCCTGCTGATCGTGATCCCCGTCCTGATTTTCCAAGCTTATGGC
TGA

FIG. 9B

hIFITM3 — Human protein sequence (133 a.a., ~15 kDa):

MNHTVQTFFSPVNSGQPPNYEMLKEEHEVAVLGAPHNPAPPTSTVIHIRSETSVPDHVV
WSLFNTLFMNPCCLGFIAFAYSVKSRDRKMVGDVTGAQAYASTAKCLNIWALILGILM
TILLIVIPVLIFQAYG

FIG. 9C
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Angptl — Human native nucleotide sequence

atg
cagcgccgaa
tcattcttce
gagagatgct
aattatactc
tacagcagaa
tgcagagcag
cagctgctgg
tgaagatcca
gttggacacc
gagctggaaa
tggacacagt
ggaagagaaa
atttatatta
ctgtaataca
tggaaatccc
atgctaagaa
gaaatgaaaa
gatcttacac
atgttaacag
gacaaaacca
cacaactatg

acagttttcc
gtccagaaaa
agaacacgat
ccacacgtgg
agtggctgca
tgcagttcag
accagaaagc
agaattcatt
tgaaaaaaac
ttaaaggaag
agcaattaaa
ccacaacctt
ccatttagag
ataatatgcc
acatcgtgaa
tccggtgaat
ttgagttaat
gcaaaactat
ggtgctgatt
gaggatggtg
tggaaaactg
atgattcgac

tttcctttge
cagtgggaga
ggcaactgtc
aaccggattt
aaaacttgag
aaccacacgg
tgacagatgt
atccacctac
agtttattag
agaaagagaa
cagagctacc
gtcaatcttt
actgtgcaga
agaacccaaa
gatggaagtc
attggctggg
ggactgggaa
aggttgtatt
tcagcactaa
gtttgatgct
aatgggataa
ctttagattt

1112

tttccteget
agatataacc
gtgagagtac
ctcttcccag
aattacattg
ctaccatgct
tgagacccag
aagctagaga
aacataaaat
ccttcaaggce
accaacaaca
gcactaaaga
tgtatatcaa
aaggtgtttt
tagatttcca
gaatgagttt
gggaaccgag
taaaaggtca
agatgctgat
tgtggcccect
agtggcacta
ttga

gccattctga
ggattcaaca
gacagaccag
aaacttcaac
tggaaaacat
ggagatagga
gtactaaatc
agcaacttct
cttagaaatg
ttggttactc
gtgtccttca
aggtgtttta
gctggtttta
gcaatatgga
aagaggctgg
atttttgcca
cctattcaca
cactgggaca
aatgacaact
ccaatctaaa
cttcaaaggg

FIG. 10A
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ctcacatagg
tgggcaatgt
tacaacacaa
atctggaaca
gaagtcggag
accagcctcce
aaacttctcg
tcaacagaca
gaaggaaaac
gtcaaacata
gaagcagcaa
ctaaagggag
ataaaagtgg
tgtcaatggg
aaggaatata
ttaccagtca
gtatgacaga
gcaggaaaac
gtatgtgcaa
tggaatgttc
cccagttact

gtgcagcaat
gcctacactt
acgctctgca
tgtgatggaa
atggcccaga
tctctcagac
acttgagata
aatgaaatct
acaaggaaga
tataatccag
ctggagctga
gaaaaagaga
aatctacact
ggaggttgga
aaatgggttt
gaggcagtac
ttccacatag
agagcagcct
atgtgccctce
tatactgcgg
ccttacgttc
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Angptl — Human codon-optimized sequence (1497 bps):

ATGACAGTTTTCCTTTCCTTTGCTTTCCTCGCTGCCATTCTGACTCACATAGGGTGCA
GCAATCAGCGCCGAAGTCCAGAAAACAGTGGGAGAAGATATAACCGGATTCAACAT
GGGCAATGTGCCTACACTTTCATTCTTCCAGAACACGATGGCAACTGTCGTGAGAGT
ACGACAGACCAGTACAACACAAACGCTCTGCAGAGAGATGCTCCACACGTGGAACC
GGATTTCTCTTCCCAGAAACTTCAACATCTGGAACATGTGATGGAAAATTATACTCA
GTGGCTGCAAAAACTTGAGAATTACATTGTGGAAAACATGAAGTCGGAGATGGCCC
AGATACAGCAGAATGCAGTTCAGAACCACACGGCTACCATGCTGGAGATAGGAACC
AGCCTCCTCTCTCAGACTGCAGAGCAGACCAGAAAGCTGACAGATGTTGAGACCCA
GGTACTAAATCAAACTTCTCGACTTGAGATACAGCTGCTGGAGAATTCATTATCCAC
CTACAAGCTAGAGAAGCAACTTCTTCAACAGACAAATGAAATCTTGAAGATCCATG
AAAAAAACAGTTTATTAGAACATAAAATCTTAGAAATGGAAGGAAAACACAAGGA
AGAGTTGGACACCTTAAAGGAAGAGAAAGAGAACCTTCAAGGCTTGGTTACTCGTC
AAACATATATAATCCAGGAGCTGGAAAAGCAATTAAACAGAGCTACCACCAACAAC
AGTGTCCTTCAGAAGCAGCAACTGGAGCTGATGGACACAGTCCACAACCTTGTCAA
TCTTTGCACTAAAGAAGGTGTTTTACTAAAGGGAGGAAAAAGAGAGGAAGAGAAAC
CATTTAGAGACTGTGCAGATGTATATCAAGCTGGTTTTAATAAAAGTGGAATCTACA
CTATTTATATTAATAATATGCCAGAACCCAAAAAGGTGTTTTGCAATATGGATGTCA
ATGGGGGAGGTTGGACTGTAATACAACATCGTGAAGATGGAAGTCTAGATTTCCAA
AGAGGCTGGAAGGAATATAAAATGGGTTTTGGAAATCCCTCCGGTGAATATTGGCT
GGGGAATGAGTTTATTTTTGCCATTACCAGTCAGAGGCAGTACATGCTAAGAATTGA
GTTAATGGACTGGGAAGGGAACCGAGCCTATTCACAGTATGACAGATTCCACATAG
GAAATGAAAAGCAAAACTATAGGTTGTATTTAAAAGGTCACACTGGGACAGCAGGA
AAACAGAGCAGCCTGATCTTACACGGTGCTGATTTCAGCACTAAAGATGCTGATAAT
GACAACTGTATGTGCAAATGTGCCCTCATGTTAACAGGAGGATGGTGGTTTGATGCT
TGTGGCCCCTCCAATCTAAATGGAATGTTCTATACTGCGGGACAAAACCATGGAAA
ACTGAATGGGATAAAGTGGCACTACTTCAAAGGGCCCAGTTACTCCTTACGTTCCAC
AACTATGATGATTCGACCTTTAGATTTTTAG

FIG.10B

Angptl — Human protein sequence (498 a.a., ~57.5 kDa):

MTVFLSFAFLAAILTHIGCSNQRRSPENSGRRYNRIQHGQCAY TFILPEHDGNCRESTTD
QYNTNALQRDAPHVEPDFSSQKLQHLEHVMENYTQWLQKLENYIVENMKSEMAQIQQ
NAVQNHTATMLEIGTSLLSQTAEQTRKLTDVETQVLNQTSRLEIQLLENSLSTYKLEKQL
LQQTNEILKIHEKNSLLEHKILEMEGKHKEELDTLKEEKENLQGLVTRQTYIIQELEKQL
NRATTNNSVLQKQQLELMDTVHNLVNLCTKEGVLLKGGKREEEKPFRDCADVY QAGF
NKSGIYTIYINNMPEPKKVFCNMDVNGGGWTVIQHREDGSLDFQRGWKEY KMGFGNPS
GEYWLGNEFIFAITSQRQYMLRIELMDWEGNRAY SQYDRFHIGNEKQNYRLYLKGHTG
TAGKQSSLILHGADFSTKDADNDNCMCKCALMLTGGWWFDACGPSNLNGMFYTAGQ
NHGKLNGIKWHYFKGPSYSLRSTTMMIRPLDF

FIG.10C




