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FIG. 1A: The cDNA (SEQ ID NO:1) and amino acid sequence (SEQ ID NO:2) of 191P4D12.
The start methionine is undetlined. The open reading frame extends from nucleic
acid 264-1796 including the stop codon.

1 ggccgtegttgttggecacagegtgggaagcagetectgggggagetecggageteccgate

61 acggcttcttgggggtagctacggetgggtgtgtagaacggggecggggetggggetyygy
121 tcccecctagtggagacccaagtgcgagaggcaagaactcectgcagettectgecttetgggt
181 cagttccttattcaagtctgcagccggctcecccagggagatctecggtggaacttcagaaac
1 M p L S L G A E M W G P E
241 gctgggcagtctgecotttcaaccATGCCCCTGTCCCTGGGAGCCGAGATGTGGGGGCCTG
14 A W L L L L L L L A S F T G R C P A G E
301 AGGCCTGGCTGCTGCTGCTGCTACTGCTGGCATCATTTACAGGCCGGTGCCCCGCGGETG
34 L £ T s D VvV T™V VvV L G D A K L P C F
361 AGCTGGAGACCTCAGACGTGGTAACTGTGGTGCTGGGCCAGGACGCAAAACTGCCCTGCT
54 Yy R 6 DS GG E QV GG QV A WAIRV D A G
421 TCTACCGAGGGGACTCCGGCGAGCAAGTGGGGCAAGTGGCATGGGCTCGGGTGGACGCGG
74 E 6 A Q E L A L L H S K Y G L H V s P A
481 GCGAAGGCGCCCAGGAACTAGCGCTACTGCACTCCAAATACGGGCTTCATGTGAGCCCGG
94 Yy B 6 R V £E o P P P P R N P L D G S V L
541 CTTACGAGGGCCGCGTGGAGCAGCCGCCGCCCCCACGCAACCCCCTGGACGGCTCAGTGC
114 L R N AV QA DE GG E Y E CI RV S5 T F P
601 TCCTGCGCAACGCAGTGCAGGCGGATGAGGGCGAGTACGAGTGCCGGGTCAGCACCTTCC
134 A G S F 9 AR L R L RV L V P P L P S L
661 CCGCCGGCAGCTTCCAGGCGCGGCTGCGGCTCCGAGTGCTGGTGCCTCCCCTGCCCTCAC
154 N P G P A L EE GG O G L T L A A 5 C T A
721 TGAATCCTGGTCCAGCACTAGAAGAGGGCCAGGGCCTGACCCTGGCAGCCTCCTGCACAG
174 E GG s p A P SV T WD TE V K G T T S8 S
781 CTGAGGGCAGCCCAGCCCCCAGCGTGACCTGGGACACGGAGGTCAAAGGCACAACGTCCA
194 R s F K H S R S A A VYV T $ E F H L V P S
841 GCCGTTCCTTCAAGCACTCCCGCTCTIGCTGCCGTCACCTCAGAGTTCCACTTGGTGCCTA
214 R s M N ¢ 0 P L T CV V S H P G L L QO D
901 GCCGCAGCATGAATGGGCAGCCACTGACTTGTGTGGTGTCCCATCCTGGCCTGCTCCAGG
234 R I T H I L H V S F L A©E A S V R G L
961 ACCAAAGGATCACCCACATCCTCCACGTGTCCTTCCTTGCTGAGGCCTCTGTGAGGGGCC
254 E D QN1 W H I G R E GG A M L K C L S E
1021 TTGAAGACCAAAATCTGTGGCACATTGGCAGAGAAGGAGCTATGCTCAAGTGCCTGAGTG
274 G Q p P P S Y¥YNWTRULDG P L P S G V
1081 AAGGGCAGCCCCCTCCCTCATACAACTGGACACGGCTGGATGGGCCTCTGCCCAGTGGGGE
294 R v D D T L G F P P L T TEH S G I Y
1141 TACGAGTGGATGGGGACACTTTGGGCTTTCCCCCACTGACCACTGAGCACAGCGGCATCT
314 v ¢ H v sS N EPF S S R D S o VvV T V D V L
1201 ACGTCTGCCATGTCAGCAATGAGTTCTCCTCAAGGGATTCTCAGGTCACTGTGGATGTTC
334 b p o EDS G K oV DL V S A S V V V V
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1261 TTGACCCCCAGGAAGACTCTGGGAAGCAGGTGGACCTAGTGTCAGCCTCGGTGGTGGTGG
3%4 6 V I A AL L F C L L V V VYV V L M S R
1321 TGGGTGTGATCGCCGCACTCTTGTTCTGCCTTCTGGTGETGGTGGTGGTGCTCATGTCCC
374 Y H R R K AQ O M T Q K Y E EE L T L T
1381 GATACCATCGGCGCAAGGCCCAGCAGATGACCCAGAAATATGAGGAGGAGCTGACCCTGA
34 R E N $ I R R L H S H H T D P R S Q P E
1441 CCAGGGAGAACTCCATCCGGAGGCTGCATTCCCATCACACGGACCCCAGGAGCCAGCCGG
414 E S VvV G L R A E G H P D S L K D N S S C
1501 AGGAGAGTGTAGGGCTGAGAGCCGAGGGCCACCCTGATAGTCTCAAGGACAACAGTAGCT
434 S vV M s E E P E G R S Y S T L T T V R E
1561 GCTCTGTGATGAGTGAAGAGCCCGAGGGCCGCAGTTACTCCACGCTGACCACGGTGAGGG
4% I E T QQ T E L L S P G S G R A E E E E D
1621 AGATAGAAACACAGACTGAACTGCTGTCTCCAGGCTCTGGGCGGGCCGAGGAGGAGGAAG
474 Q D E G I K Q A M N H F V Q E N G T L R
1681 ATCAGGATGAAGGCATCAAACAGGCCATGAACCATTTTGTTCAGGAGAATGGGACCCTAC
494 A K P T G N G I Y I N G R G H L Vv *
1741 GGGCCAAGCCCACGGGCAATGGCATCTACATCAATGGGCGGGGACACCTGGTCTGACC Ca
1801 ggcctgccteectteectaggectggetecttetgttgacatgggagattttageteate
1861 ttgggggcctecttaaacacccccatttettgeggaagatgetecccateccactgactyg
1921 cttgacctttacctccaacccttetgttecatecgggagggetecaccaattgagtetetee
1981 caccatgcatgcaggtcactgtgtgtgtgcatgtgtgectgtgtgagtgttgactgactyg
2041 tgtgtgtgtggaggggtgactgtccgtggaggggtgactgtgteegtggtgtgtattatyg
2101 ctgtcatatcagagtcaagtgaactgtggtgtatgtgccacgggatttgagtggttgegt
2161 gggcaacactgtcagggtttggcgtgtgtgtcatgtggetgtgtgtgacctetgectgaa
2221 aaagcaggtattttctcagaccccagagcagtattaatgatgcagaggttggaggagaga
2281 ggtggagactgtggctcagacccaggtgtgcgggcatagectggagctggaatctgectee
2341 ggtgtgagggaacctgtctcctaccacttcggagecatgggggcaagtgtgaagcageca
2401 gtccctgggtcagccagaggettgaactgttacagaagecctetgecctetggtggecte
2461 tgggcctgctgcatgtacatattttctgtaaatatacatgecgecgggagettettgcagg
2521 aatactgctccgaatcacttttaatttttttettttttttttettgecectttecattagt
2581 tgtattttttatttatttttatttttatttttttttagagatggagtctcactatgttge
2641 tcaggctggccttgaactcecctgggctcaagcaatcectectgectecagecteectagtage
2701 tgggactttaagtgtacaccactgtgcctgctttgaatectttacgaagagaaaaaaaaa
2761 attaaagaaagcctttagatttatccaatgtttactactgggattgcttaaagtgaggece
2821 cctccaacaccagggggttaattcctgtgattgtgaaaggggctacttccaaggcatett
2881 catgcaggcagccccttgggagggcacctgagagetggtagagtctgaaattagggatgt
2941 gagcctegtggttactgagtaaggtaaaattgcatccaccattgtttgtgataccttagg
3001 gaattgcttggacctggtgacaagggctcctgttcaatagtggtgttggggagagagaga
3061 gcagtgattatagaccgagagagtaggagttgaggtgaggtgaaggaggtgctgggggtyg
3121 agaatgtcgcctttcccectgggttttggatcactaattcaaggetettetggatgttte
3181 tctgggttggggctggagttcaatgaggtttatttttagctggcccacccagatacacte
3241 agccagaatacctagatttagtacccaaactcttcttagtctgaaatctgctggatttcet
3301 ggcctaagggagaggctcccatceccttegttecccagecagectaggacttecgaatgtgga
3361 gcctgaagatctaagatcctaacatgtacattttatgtaaatatgtgcatatttgtacat FIG- 1A
3421 aaaatgatattctgtttttaaataaacagacaaaacttgaaaaa (Continued)
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FIG. 1B: The cDNA (SEQ ID NO:3) and amino acid sequence (SEQ ID NO:4) of
Ha22-2(2,4)6.1 heavy chain. Double-underlined is the leader sequence, underlined is the heavy
chain variable region, and underlined with a dashed line is the human IgG1 constant region.

M E L G L C WV F L V A I L E

1 GGTGATCAGCACTGAACACAGAGGACTCACCATGGAGTTGGEGECTGTGCTGGETTTTCCTTGTTGCTATTTTAGA
-G Vo9 C EV QL VESGGGLV QP GG S L RUL S

76 AGGTGTCCAGTGTGAGGTGCAGCTGGTGGAGTCTGGGEGEEAGGCTTGGTACAGCCTGGEGEEEETCCCTGAGACTCTC
+C A A S GFTPFSSYNMNWVROQAUPGI K G L E

151 CTGTGCAGCCTCTGGATTCACCTTCAGTAGCTATAACATGAACTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGA
WV s yI s s s s s TIYyYyADS VKGR RUFEFTI S

226 GTGGGETTTCATACATTAGTAGTAGTAGTAGTACCATATACTACGCAGACTCTGTGAAGGGCCGATTCACCATCTC
‘R D NAKNSL SL QMNS L RDETDT- AV Y Y C

301 CAGAGACAATGCCAAGAACTCACTGTCTCTGCAAATGAACAGCCTGAGAGACGAGGACACGGCTGTGTATTACTG
A R AYYY GMUDVWGOQGTTTV TV S S A S TK

376 TGCGAGAGCATACTACTACGGTATGGACGTCTGGGGCCAAGGGACCACGGTCACCGTCTCCTCAGCCTCCACCAA
G P S VF PLAPSSKS TS GGTAALGTCTLV

451 GGGCCCATCEETCTTCCOCCTGaCACCOTCCTCCARGAGCACCTCTGAGECACAGCGGCCCTGGGCTGCCTGET
K DY F PE PV TV S WNSGALT TS GV HTUF P

526 CAAGGAGTACTTCCCCGAACCGETGACGTGTCETGGAACTCAGGECECICTGACCAGCGECETGCAGACCTTCCC
AV L 9 S S LY SL s s vyvVv TV PSS S L GG TOQ

601  GGCTGTCCTACAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTOCAGCAGCTTGGECACCCA
T Yy I ¢C NV NHIKUPSDNTI KV DI K RV E P K S C D

676  GACCTACATCTGCAACGTGAATCACAAGCCCAGCAACACCAAGGTGGACAAGAGAGTTGAGCCCARATCTTGTGA
K T H T C?PPCUPAPUEILULSGSGU®PS SV F L F P P K

751 CAARACTCACACATGCCCACCGTGCCCAGCACCTGAACT COTCEGEGEGACCCTCAGTCTTCCTCTICCCCCCARR
-pP K DT L MI SRTPEV TCVV VDV S HE D P

826  ACCCRAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGTGETGGACGTGAGCCACGAAGACCC
cE VK F NW YV DGV EV HNAI KT TI KPIREE QY

901  TGAGGTCAAGTTCAACTGGTACGTGGACGGCCTGGAGGTGCATAATGCCARGACAAGCCCCCGEGAGGAGCAGTA
N S T Y RV V SV L TV L HOQD WL NG KE Y K C

976 CRACAGGACGIACCQTGTGETCAGCETCCTCACCETCCTOCACCAGRACTCECTGARTGCCAAGGAGTACAAGTG
K vV S NK AL P A PTIEI KTTIS KA AI KUG OQUPIRE P

1051  CAAGGICICCAACARAGCCCTCCCAGCCCCCATCGAGARAACCATCTCCAAAGCCAANGGGCAGCCCCEAGRACC
cQ VY T™L PP SREEMTI KNOQOQVS L TCTUL V K G

1126  ACAGGIGTACACCCTGCCCCCATCCCGGGACGAGATGACCARGAACCAGGTCAGCCTGACCTCGCCTGGTCARAGG
+F Y P S DI AVEWIESDNG G QP ENNYI KT TT?PP

1201 CITCTATCCCAGCGACATCGCCGTGCGAGTCECAGAGCAATGEECAGCCGCAGAACAACTACAAGACCACGCCTCC
v L. D S DGS FF LY S KILTVDI K S RWOQ QO G N

1276 CGIGCTIGGACTCCGACGGCTCCTTCTICCTCTATAGCAAGCTCACCGTGGACAAGAGCAGCTGECAGCAGCEGAA

'V F S C S VMHEALHNHYTOQZKS LTS UL S PG
1351  CCICTTCTCATGCTCCGTGATCCATGAGGCTCTCCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCCCCGGG

FIG. 1C: The cDNA (SEQ ID NO:5) and amino acid sequence (SEQ ID NO:6) of
Ha22-2(2,4)6.1 light chain. Double-underlined is the leader sequence, undetlined is the light
chain variable region, and underlined with a dashed line is the human kappa constant region.

M DMRV PAQL L GIL L L L WF

1 AGTCAGACCCAGTCAGGACACAGCATGGACATGAGGGTCCCCGCTCAGCTCCTCEEECTCCTGCTGCTCTGGTTC
P GGSRCDIOQMTOQS PSSV SA SV GGDIRVT

76 CCAGGTTCCAGATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGT TGGAGACAGAGTCACC
I T CRA S Q G I S GW UL AWY OQOQOQI KUPGI KA AUTPIK

151 ATCACTTGTCGGECGAGTCAGGETATTAGCGCGCTGGTTAGCCTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAG
F L I YA ASTULOOS GV PSU RUFS GS GG S GG TD

226 TTCCTGATCTATGCTGCATCCACTTTCGCAAAGTGCGGETCCCATCAAGGTTCAGCGGCAGTGCGATCTGGGACAGAT
F T L T I S S L QPEDUFATYY COQ QA ANZSFEF P

301 TTCACTCTCACCATCAGCAGCCTGCAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAACAGTTTCCCT
P TFGGGT KV ETI K RTVAAPS SV FIVF PP

376 CCCACTTTCCGCGGAGGGACCAAGGTGGAGATCAAACGAACTCTCGCTGCACCATCTGTCTTCATCTTCCCGCCA
s D E QL K S GGT-ASVV CLILNNUPFY P RE A K

451  TCTGATGAGCAGTTGAMATCTGGAACTGCCTCTGTTGTGTGCCTGCTGARTARCTTCTATCCCAGAGAGGCCARA
vV 9 W K V D NAL QS GN S QE SV TEOQQD S KD

526 GTACAGTGGAAGGTGGATARCGCCCTCCARTCEGGTARCTCCCAGGAGRGTGTCACAGAGCAGGACAGCARGGAC
s T Yy s L s s TL T™IL S KAUDYEI KHI KV Y A CE

601  BGCACCTACAGCCTCAGCAGCACCCTGACGCTGAGCARAGCAGACTACGAGARACACARAGTCTACGCCTGCGAA

v T HQ GL S S PV T KSFNIRGE C *
676 GTCACCCATCAGGGCCTGAGCTCGCCCGTCACAAAGAGCTTCAACAGGGGAGAGTGTTAG
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FIG. 1D: The amino acid sequence (SEQ ID NO:7) of Ha22-2(2,4)6.1 heavy chain.
Double-underlined is the leader sequence, underlined is the heavy chain variable region,
(SEQ ID NO:22, which is the sequence ranging from the 20th to the 136th amino acid
of SEQ ID NO:7) and underlined with a dashed line is the human IgG1 constant region.

1 MELGLCWVFLVAILEGVQCEVQLVESGGGLVQPGGSLRLSCAASGFTFESS
51 YNMNWVRQAPGKGLEWVSYISSSSSTIYYADSVKGRFTISRDNAKNSLSL

101 QMNSLRDEDTAVYYCARAYYYGMDVWGQGTTVTVSSASTKGPSVEPLAPS

FIG. 1E: The amino acid sequence (SEQ ID NO:8) of Ha22-2(2,4)6.1 light chain. Double-

underlined is the leader sequence, underlined is the light chain variable region (SEQ ID

NO:23, which is the sequence ranging from the 23rd to the 130th amino acid of SEQ
ID NO:8), and underlined with a dashed line is the human kappa constant region.

1 MDMRVPAQLIIGLLLIWEFPGSRCDIQMTQSPSSVSASVGDRVTITCRASQG

51 ISGWLAWYQQOKPGKAPKFLIYAASTLQSGVPSRESGSGSGTDFTLTISSL

101 QPEDFATYYCQQANSFPPTFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSG

151 TASVVCLLNNFYPREAKVOWKVDNALQSGNSQESVTEQDSKDSTYSLSST

201 LTLSKADYEKHKVYACEVTHQGLSSPVTKSEFNRGEC
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EORTC-QLQ-C-30

&

EORTC QLQ-C30 (version 3)

We are interested in some things about you and your health. Please answer all of the
questions yourself by circling the number that best applies to you. There are no "right”
or "wrong”~ answers. The information that you provide will remain strictly confidential.

Please fill in your initials:
Your birthdate (Day, Month, Year):
Today's date (Day, Month, Year):

Not at A Quite Very
Al Little a Bt Much

1. Do you have any trouble doing strenuous activities, 1 2 3 4
like carrying a heavy shopping bag or a suitcase?
2. Do you have any trouble taking a long walk? 1 2 3

3. Do you have any trouble taking a short walk outside 1 2 J 4
of the house?

4. Do you need to stay in bed or a chair during the day? 1 2 3 4

5. Do you need help with eating, dressing, washing 1 2 3 4
yourself or using the toilet?

During the past week: N°;‘\"°t LitAtIe Sugﬁ ’\‘/33]
6. Were you limited in doing either your work or 1 2 3 4
other daily activities?
1. Were you limited in pursuing your hobbies or other 1 2 3 4
leisure time activities?
8. Were you short of breath? 1 2 3 4
9. Have you had pain? 1 2 3 4
10. Did you need to rest? 1 2 3 4
11. Have you had trouble sleeping? 1 2 3 4
12. Have you felt weak? 1 2 3 4
13. Have you lacked appetite? 1 2 3 4
14. Have you felt nauseated? 1 2 3 4
15. Have you vomited? 1 2 3 4
16. Have you been constipated? 1 2 J 4

Please go on to the next page

FIG. 3

SUBSTITUTE SHEET (RULE 26)




WO 2023/133388 PCT/US2023/060062

7/12
During the past week: N°;\"°t Liéle gul';‘ﬁ ;‘4/331
17. Have you had diarrhea? 1 2 3 4
18. Were you tired? 1 2 J 4
19. Did pain interfere with your daily activities? 1 2 3 4
20. Have you had difficulty in concentrating on things, 1 2 3 4

like reading a newspaper or watching television?

21. Did you feel tense? 1 2 J 4

22. Did you worry? 1 2 3 4

23. Did you feel irritable? 1 2 3 4

24, Did you feel depressed? 1 2 J 4

25. Have you had difficulty remembering things? 1 2 J 4

26. Has your physical condition or medical treatment 1 2 J 4
interfered with your family life?

2]. Has your physical condition or medical treatment 1 2 J 4
interfered with your social activities?

28. Has your physical condition or medical treatment 1 2 J 4

caused you financial difficulties?

For the following questions please circle the number between 1 and 7 that
best applies to you

29. How would you rate your overall health during the past week?
1 2 3 4 5 6 7

Very poor Excellent

30. How would you rate your overall quality of life during the past week?
1 2 3 4 5 6 7
Very poor Excellent

© Copyright 1995 EORTC Quality of Life Group. All rights reserved. Version 3.0

FIG. 3 (Continued)
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EQ-5D-5L
Under each heading, please check the ONE box
that best describes your health TODAY.

MOBILITY

| have no problems walking

| have slight problems walking

| have moderate problems walking

| have severe problems walking

| am unable to walk

SELF—CARE

| have no problems washing or dressing myself

| have slight problems washing or dressing myself
| have moderate problems washing or dressing myself
| have severe problems washing or dressing myself
| am unable to wash or dress myself

USUAL ACTMVITIES (e.g. work, study, housework, family or
leisure activities)

| have no problems doing my usual activities

| have slight problems doing my usual activities

| have moderate problems doing my usual activities
| have severe problems doing my usual activities

| am unable to do my usual activities

PAIN / DISCOMFORT

| have no pain or discomfort

| have slight pain or discomfort

| have moderate pain or discomfort

| have severe pain or discomfort

| have extreme pain or discomfort

ANXIETY / DEPRESSION
| am not anxious or depressed

| am slightly anxious or depressed
| am moderately anxious or depressed
| am severely anxious or depressed
| am extremely anxious or depressed m]
USA (English)© 2009 EuroQol Group EQ-5D™ is a trade mark of the EuroQol Group

FIG. 4
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The best health
you can imagine

100
9
90
85
80
75
70
69
60
99
30
45
40
35
30
25
20
15
10
d

0

The worst health
you can imagine

* We would like to know how good or bad your health is TODAY.
» This scale is numbered from 0 to 100.

* 100 means the best health you can imagine.
0 means the worst health you can imagine.

* Mark an X on the scale to indicate how your health is TODAY.

* Now, please write the number you marked on the scale in the box below.

YOUR HEALTH TODAY =

|||||I|||||||||I|||||||||I|||||||||I|||||||||I|||||||||I|||||||||I|||||||||I|||||||||I|||||||||I|||||
|||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||

USA (English)© 2009 EuroQol Group EQ-5D™ is a trade mark of the EuroQol Group

FIG. 4 (Continued)
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