WO 2022/192403 PCT/US2022/019556

1/137

Figure 1A
Monomer 1 Monomer 2
F405A T394F
$364D Y349K
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S364E Y349K
S364F K370G
S364H Y349K
S364H Y3491
S364Y K370G
T411K K370E
V397S/F405A T394F
K370R/T411K K370E/T411E
L351E/5364D Y349K/L351K
L351E/S364E Y349K/L351K
1351E/T366D L351K/T366K
P395T/V397S/F405A T394F
S364D/K370G S364Y/K370R
$364D/T394F Y349K/F405A
S364E/F405A Y349K/T394F
S364E/F4055 Y349K/T394Y
S364E/T411E Y349K/D401K
$364H/D401K Y349T/T411E
S364H/F405A Y349T/T394F
S364H/T394F Y349T/F405A
Y349C/S364E Y349K/$354C
L351E/S364D/F405A Y349K/L351K/T394F
L351K/S364H,/D401K Y349T/L351E/T411E
S364E/T411E/F405A Y349K/T394F/D401K
5364H/D401K/F405A Y349T/T394F/T411E
S364H/F405A/T411E Y349T/T394F/D401K
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Figure 1B
Monomer 1 Monomer 2
K370E/T411D T411K
L368E/K409E 368K
Y349T/T394F/S354C $364H/F405A/Y349C
T411E D401K
T411E D401R/T411R
Q347E/K360E Q347R
L368E S364K
L368E/K370S S364K
L368E/K370T S364K
L368E/D401R $364K
1368E/D401IN S364K
L368E E3575/5364K
L368E S364K/K409E
368E S364K/K409V
368D 5364K
L368D/K370S S364K
1368D/K370S S364K/E357L
L368D/K370S S364K/E357Q
T411E/K360E/Q362E D401K
K370S $364K
L368E/K370S $364K/E357Q
K370S S364K/E357Q
T411E/K360D D401K
TA11E/K360E D401K
T411E/Q362E D401K
T411E/N390D D401K
T411E D401K/Q347K
T411E D401K/Q347R
T411E/K360D/Q362E D401K
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Figure 1C

Monomer 1 Monomer 2
TA11E/K360E/N390D D401K
T411E/Q362E/N390D D401K
TA11E/Q347R D401K/K360D
T411E/Q347R D401K/K360E
TA11E/K360 D401K/Q347K
T411E/K360D D401K/Q347R
T411E/K360E D401K/Q347K
TA11E/K360E D401K/Q347R
TA11E/S364K D401K/K370S
T411E/K370S D401K/S364K
Q347E E357Q

Q347E E357Q/Q362K
K360D/Q362E Q347R
K360D/Q362E D401K
K360D/Q362E Q347R/D401K
K360E/Q362E Q347R
K360E/Q362E D401K
K360E/Q362E Q347R/D401K
Q362E/N390D D401K
Q347E/K360D D401IN

K360D Q347R/N390K
K360D N390K/D401N
K360E Y349H
K370S/Q347E 5364K
K370S/E357L $364K
K370S/E357Q S364K
K370S/Q347E/E357L S364K
K370S/Q347E/E357Q $364K
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Figure 1D
Monomer 1 Monomer 2
L368D/K3705/Q347E $364K
L368D/K370S/E357L $364K
L368D/K370S/E357Q $364K
L368D/K370S/Q347E/E357L $364K
1368D/K3705/Q347E/E357Q $364K
L368E/K3705/Q347E S364K
L368E/K370S/E357L $364K
L368E/K370S/E357Q $364K
L368E/K3705/Q347E/E357L S364K
L368E/K370S/Q347E/E357Q $364K
L368D/K370T/Q347E S364K
L368D/K370T/E357L 5364K
L368D/K370T/E357Q $364K
L368D/K370T/Q347E/E357L $364K
L368D/K370T/Q347E/E357Q $364K
L368E/K370T/Q347E $364K
L368E/K370T/E357L S364K
L368E/K370T/E357Q $364K
L368E/K370T/Q347E/E357L S364K
L368E/K370T/Q347E/E357Q $364K
T411E/Q362E D401K/T411K
TA11E/N390D D401K/T411K
T411E/Q362E D40LR/T411R
T411E/N390D D401R/T411R
Y407T T366Y
F405A T394W
T366Y/FA05A T394W/Y407T
Y407A T366W
T3665/L368A/Y407V T366W
T3665/L368A/Y407V/Y349C T366W/S354C
T3665/L368A/Y407V/S354C T366W/Y349C
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Figure 1E
Monomer 1 Monomer 2
K392D/K409D E356K/D399K
K370D/K392D/K409D E356K/E357K/D399K

1199T/N203D/K247Q/R355Q/N384S/K392N/V397M/QA19E/KA4T

Q196K/I1199T/P217R/P228R/N276K

1199T/N203D/K247Q/R3550/N384S/K392N/V397M/Q419E/KA4T _

Q196K/1199T/N276K

N3845/K392N/V397M/Q419E N276K

D221E/P228E/L368E D221R/P228R/KA09R
C220E/P228E/L368E C220R/E224R/P228R/KA09R
F405L K409R
T3661/K392M/T394W F405A/Y407V

T366V/K409F 1351Y/Y407A
T366A/K392E/KA09F/TA11E D399R/S400R/Y407A

1351K 1351E

1199T/N203D/K247Q/R355Q/Q419E/K447

Q196K/1199T/P217R/P228R/N276K

1199T/N203D/K247Q/R355Q/Q419E /K447 _

Q196K/1199T/N276K

1199T/N203D/K274Q/R355Q/N384S/K392N/V397M/Q419E/KA4T

N208D/Q295E/N384D/Q418E/N421D

N208D/Q295E/Q418E/N421D

Q196K/1199T/P217R/P228R/N276K

Q196K/1199T/N276K

E269Q/E272Q/E283Q/E357Q

E269Q/E272Q/E283Q,

E269Q/E272Q

E2690Q/E283Q

E2720/€283Q

E269Q
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Figure 2

Variant constant region

pl-1SO(-)

pl_ISO(-)-Fc only
pl_(-)_isosteric_A
pl_(-)_isosteric A-Fc only
pl_(-)_isosteric_B
pl_(-)_isosteric_B-Fc only
pl_ISO(+RR)

pl_ISO(+RR)-Fc only

pl_ISO(+)

pl_ISO(+)-Fc only
pl_(+)_isosteric_A
pl_(+)_isosteric_B

pl_(+) _isosteric_E269Q/E272Q
pl_(+) isosteric_E269Q/E283Q
pl_(+) isosteric_E272Q/E283Q
pl_(+)_isosteric_E269Q
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Substitutions

1199T/N203D/K274Q/R355Q/N3845/K392N/N397M/Q419E/KA47 _
K274Q/R355Q/N384S/K392N/V397M/Q419E/KA47_
N208D/Q295E/N384D/Q418E/N421D
Q295E/N384D/Q418E/N421D
N208D/Q295E/Q418E/N421D

Q295E/Q418E/N421D
Q196K/1199T/P217R/P228R/N276K
P217R/P228R/N276K

Q196K/1199T/N276K

N276K

E269Q/E272Q/E283Q/E357Q

E269Q/E272Q/E283Q

E269Q/E272Q

E269Q/E283Q

E272Q/E283Q

E269Q
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Figure 3

Ablation Variants

G236R

$239G

S239K

$239Q

S239R

V266D

S267K

S267R

H268K

E269R

299R

299K

K322A

A327G

A327L

A327N

A327Q

L328E

L328R

P329A

P329H

P329K

A330L

A3305/P331S

332K

I1332R

V266D/A327Q

V266D/P329K

S267R/A327Q

S267R/P329K

G236R/L328R
E233P/L234V/L235A/G236_/5239K
E233P/1234V/L235A/G236_/S267K
E233P/L234V/L235A/G236_/S239K/A327G
E233P/L234V/1L235A/G236_/S267K/A327G
E233P/L234V/1L235A/G236_
S239K/S267K

267K/P329K
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Figure 4
Heavy Chain 1 (-) e.g. Fab-Fc Heavy Chain 2 (+) e.g. scFv-Fc or Fab-scFv-Fc
C220S
Heterodimer variants L368D/K370S Heterodimer variants S364K/E357Q,
Isosteric pl substitutions
N208D/Q295E/N384D/Q418E/N421D
FcKO FcKO
E233P/1234V/1235A/G236_/S267K E233P/L234V/1235A/G236_/S267K
+tM428L/N434S +M428L/N434S
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Figure 5
Positive Charged scFv Linkers
Name Sequence
Gly-Ser 15 GGGGSGGGGSGGGGS
Whitlow linker GSTSGSGKPGSGEGSTKG
6paxA_1 (+A) IRPRAIGGSKPRVA
+B GKGGSGKGGSGKGGS
+C GGKGSGGKGSGGKGS
+D GGGKSGGGKSGGGKS
+E GKGKSGKGKSGKGKS
+F GGGKSGGKGSGKGGS
+G GKPGSGKPGSGKPGS
+H GKPGSGKPGSGKPGSGKPGS
+l GKGKSGKGKSGKGKSGKGKS
Negative Charged scFv Linkers
Name Sequence
Gly-Ser 20 GGGGSGGGGSGGGGSGGGGS
3hsc_2 (-A) STAGDTHLGGEDFD
-B GEGGSGEGGSGEGGS
-C GGEGSGGEGSGGEGS
-D GGGESGGGESGGGES
-E GEGESGEGESGEGES
-F GGGESGGEGSGEGGS
-G GEGESGEGESGEGESGEGES
Additional scFv Linkers
GGGGSGGGGSGGGGS
GGGGSGGGGSGGGGSGGGGS
GSTSGSGKPGSGEGSTKG
PRGASKSGSASQTGSAPGS
GTAAAGAGAAGGAAAGAAG
GTSGSSGSGSGGSGSGGGG
GKPGSGKPGSGKPGSGKPGS

9/137

Length

15
18
14
15
15
15
15
15
15
20
20

Length

20
14
15
15
15
15
15
20

SEQ ID NO:25
SEQ ID NO:26
SEQ ID NO:27
SEQ ID NO:28
SEQ ID NO:29
SEQ ID NO:30
SEQ ID NO:15

Charge

+1
+4
+3
+3
+3
+6
+3
+3
+4
+8
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Figure 6
Useful domain linkers

Name Sequence SEQID NO:
(GGGGS); or GGGGS GGGGS 5
(GGGGS); GGGGSGGGGS 31
(GGGGS); GGGGSGGGGSGGGGS 32
(GGGGS)s GGGGSGEGGESGGGGSGGGES 33
(GGGGS)s GGGGSGGGGSGGGGSGGGGSGGGGES 34
(GGGGS)s GGGGSGGGGESGGGGSGEGGESGGGEGSGEGES 35
(GGGGS); GGGGSGGGGSGGGGSGGGGSGGGGSGGGGSGGGGES | 36
(GGGGA); or GGGGA GGGGA 37
(GGGGA), GGGGAGGGGA 38
(GGGGA); GGGGAGGGGAGGGGA 39
(GGGGA), GGGGAGGGGAGGGGAGGGGA 40
(GGGGA)s GGGGAGGGGAGGGGAGGGGAGGGGA 41
(GGGGA)g GGGGAGGGGAGGGGAGGGGAGGGGAGGGGA 42
(GGGGA), GGGGAGGGGAGGGGAGGGGAGGGGAGGGGAGGGGA | 43
30AA-linker DPALVHQRPAPPGGGGSGGGGSGGGGSGGG 44
(GKPGS); or GKPGS GKPGS 45
(GKPGS)s GKPGSGKPGSGKPGSGKPGSGKPGS 46
(GKPGS)s GKPGSGKPGSGKPGSGKPGSGKPGSGKPGS 47
(GGGES); or GGGES GGGES 48
“half hinge” KTHTCPPCP 49
“full hinge C220S variant” | EPKSSDKTHTCPPCP 50
“flex half hinge” GGGGSGGGGSKTHTCPPCP 51
“charged half hinge1” GKPGSGKPGSKTHTCPPCP 52
“charged half hinge2” GKPGSKTHTCPPCP 53
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Figure 7A

1 + 1 Fab-scFv-Fc Backbone 1

>Fab-Fc Side (SEQ ID NO: 54)
ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLG
TOTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPE
VKENWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVY
TLPPSREEMTKNQVSLTCDVSGEYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCS
VMHEALHNHYTQKSLSLSPGK

>scFv-Fc Side (SEQ ID NO: 55)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPRE
EQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVK
GEYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPGK

1 +1 Fab-scFv-Fc Backbone 2

>Fab-Fc Side (SEQ ID NO: 56)
ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLESSGLYSLSSVVTVPSSSLG
TOTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAGPSVEFLEFPPKPKDTLMISRTPEVICVVVDVKHEDPE
VKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVY
TLPPSREEMTKNQVSLTCDVSGEYPSDIAVEWESDGOQPENNYKTTPPVLDSDGSFEFLYSKLTVDKSRWEQGDVESCS
VMHEALHNHYTQKSLSLSPGK

>scFv-Fc Side {(SEQ ID NO: 57)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPRE
EQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTI SKAKGOPREPQVYTLPPSREEMTKNQVKLTCLVK
GEYPSDIAVEWESNGOQPENNYKTTPPVLDSDGSFEFLYSKLTVDKSRWOOGNVESCSVMHEALHNHYTQKSLSLSPGK

1 +1 Fab-scFv-Fc Backbone 3

>Fab-Fc Side (SEQ ID NO: 58)
ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLG
TOTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPE
VKFNWYVDGVEVHENAKTKPREEEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTIEKTISKAKGQPREPQVY
TLPPSREEMTKNQVSLTCEVSGFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFESCS
VMHEALHNHYTQKSLSLSPGK

>scFv-Fc Side (SEQ ID NO: 59)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPRE
EQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTEKTI SKAKGQPREPQVYTLPPSREEMTKNQVKLTCLVK
GEFYPSDIAVEWESNGOQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPGK

1 + 1 Fab-scFv-Fc Backbone 4

>Fab-Fc Side (SEQ ID NO: 60)
ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQS SGLYSLSSVVTVPSSSLG
TQTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPE
VKFNWYVDGVEVENAKTKPREEEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVY
TLPPSREEMTENEVSLTCLVKGFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLEVDKSRWEQGDVESCS
VMHEALHNHYTQKSLSLSPGK
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Figure 7B

>scFv-Fc Side {(SEQ ID NO: 61)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPRE
EQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTIEKTI SKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVK
GEYPSDIAVEWESNGOQPENNYKTTPPVLDSKGSFFLYSKLTVDKSRWQQOGNVESCSVMHEALHNHYTQKSLSLSPGK

1 + 1 Fab-scFv-Fc Backbone 5

>Fab-Fc Side (SEQ ID NO: 62)
ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLG
TQTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPE
VKENWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVY
TLPPSRDELTKNQVSLTCDVSGEFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCS
VMHEALHNHYTQKSLSLSPGK

>scFv-Fc Side {SEQ ID NO: 63)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPRE
EQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTIEKTI SKAKGQPREPQVYTLPPSRDQLTKNQVKLTCLVK
GFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVESCSVMHEATLHNHYTQKSLSLSPGK

1 + 1 Fab-scFv-Fc Backbone 6

>Fab-Fc Side (SEQ ID NO: 64)
ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLG
TOTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAGPSVEFLFPPKPKDTLMISRTPEVICVVVDVKHEDPE
VKFNWYVDGVEVHNAKTKPREEEYASTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVY
TLPPSREEMTKNQVSLTCDVSGEFYPSDIAVEWESDGOQPENNYKTTPPVLDSDGSEFEFLYSKLTVDKSRWEQGDVESCS
VMHEALHNHYTQKSLSLSPGK

>scFv-Fc Side (SEQ ID NO: 65)

EPKSSDKTHTCPPCPAPPVAGPSVFLEFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPRE
EQYASTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTIEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVK
GFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1 + 1 Fab-scFv-Fc Backbone 7

>Fab-Fc Side (SEQ ID NO: 66)
ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLG
TOTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPE
VKFNWYVDGVEVHNAKTKPREEEYSSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVY
TLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCS
VMHEALHNHYTQKSLSLSPGK

>scFv-Fc Side {SEQ ID NO: 67)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKEFNWYVDGVEVHNAKTKPRE
EQYSSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTEKTI SKAKGOPREPQVYTLPPSREQMTKNQVKLTCLVK
GFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVESCSVMHEALHNHYTQKSLSLSPGK
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Figure 7C

1+ 1 Fab-scFv-Fc Backbone 8

>Fab-Fc Side (SEQ ID NO: 68)
ASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVITVPSSSLG
TKTYTCNVDHKPSDTKVDKRVESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVSQEDPEVQ
FNWYVDGVEVHNAKTKPREEEFNSTYRVVSVLTVLHOQDWLNGKEYKCKVSNKGLPSSTEKTISKAKGQPREPQVYTL
PPSQEEMTKNQVSLTCDVSGFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWEEGDVESCSVM
HEALHNHYTQKSLSLSLGK

>scFv-Fc Side (SEQ ID NO: 69)
ESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQ
FNSTYRVVSVLTVLHODWLNGKEYKCKVSNKGLPSSTEKTISKAKGQPREPQVYTLPPSQEQMTKNQVKLTCLVKGF
YPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVESCSVMHEALHNHYTQKSLSLSLGK

1+ 1 Fab-scFv-Fc Backbone 9

>Fab-Fc Side (SEQ ID NO: 70)
ASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLESSGLYSLSSVVTVPSSNEG
TOTYTCNVDHKPSDTKVDKTVERKCCVECPPCPAPPVAGPSVELFPPKPKDTLMISRTPEVICVVVDVSHEDPEVQE
NWYVDGVEVHNAKTKPREEEFNSTFRVVSVLTVVHQDWLNGKEYKCKVSNKGLPAPIEKTISKTKGQPREPQVYTLP
PSREEMTKNQVSLTCDVSGEFYPSDIAVEWESDGOQPENNYKTTPPMLDSDGSFELYSKLTVDKSRWEQGDVESCSVMH
EALHNHYTQKSLSLSPGK

>scFv-Fc Side {(SEQ ID NO: 71)
ERKCCVECPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVICVVVDVSHEDPEVQEFNWYVDGVEVHNAKTKPREEQF
NSTEFRVVSVLTVVHODWLNGKEYKCKVSNKGLPAPIEKTISKTKGQPREPQVYTLPPSREGMTKNQVKLTCLVKGEY
PSDIAVEWESNGQPENNYKTTPPMLDSDGSEFLYSKLTVDKSRWQOGNVESCSVMHEALHNHYTQKSLSLSPGK

1 +1 Fab-scFv-Fc Backbone 10

>Fab-Fc Side (SEQ ID NO: 72)
ASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSNFG
TOTYTCNVDHKPSDTKVDKTVERKCCVECPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVQF
NWYVDGVEVHNAKTKPREEEFNSTFRVVSVLTVVHQDWLNGKEYKCKVSNKGLPAPIEKTISKTKGQPREPQVYTLP
PSREEMTKNQVSLTCDVSGEFYPSDIAVEWESDGQPENNYKTTPPMLDSDGSFFLYSKLTVDKSRWEQGDVESCSVMH
EALHNHYTQKSLSLSPGK

>scFv-Fc Side (SEQ ID NO: 73)
ERKCCVECPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVOQFNWYVDGVEVHNAKTKPREEQF
NSTFRVVSVLTVVHODWLNGKEYKCKVSNKGLPAPTIEKTISKTKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGFY
PSDIAVEWESNGQPENNYKTTPPMLDSDGSEFFLYSKLTVDKSRWQOGNVESCSVMHEALHNHYTQKSLSLSPGK

1 + 1 Fab-scFv-Fc Backbone 11

>Fab-Fc Side (SEQ ID NO: 74)
ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLG
TOTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPE
VKENWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVY
TLPPSREEMTKNQVSLTCDVSGEFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCS
VLHEALHSHYTQKSLSLSPGK
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Figure 7D

>scFv-Fc Side {(SEQ ID NO: 75)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPRE
EQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTIEKTI SKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVK
GEYPSDIAVEWESNGOQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVESCSVLHEALHSHYTQKSLSLSPGK

1 + 1 Fab-scFv-Fc Backbone 12

>Fab-Fc Side (SEQ ID NO: 76)
ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLG
TQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPE
VKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVY
TLPPSREEMTKNQVSLTCDVAGEYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCS
VMHEALHNHYTQKSLSLSPGK

>scFv-Fc Side {SEQ ID NO: 77)

ERKSSDKTHTCPPRPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFKWYVDGVEVHNAKTKPRE
EQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTIEKTI SKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVK
GFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVESCSVMHEATLHNHYTQKSLSLSPGK
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Figure 8A

2 +1 Fab2-scFv-Fc Backbone 1

>Fab-Fc Side (SEQ ID NO: 78)
ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVITVPSSSLG
TQTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPE
VKENWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVY
TLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWESDGOQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCS
VMHEALHNHYTQKSLSLSPGK

>Fab-scFv-Fc Side {SEQ ID NO: 79)
APPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTV
LHODWLNGKEYKCKVSNKALPAPTIEKTISKAKGOPREPQVYTLPPSREQMTKNQVKLTCLVKGEFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVEFSCSVMHEALENHYTQKSLSLSPGK

2 + 1 Fab2-scFv-Fc Backbone 2

>Fab-Fc Side (SEQ ID NO: 80)
ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLESSGLYSLSSVVTVPSSSLG
TOTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAGPSVEFLEFPPKPKDTLMISRTPEVICVVVDVKHEDPE
VKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVY
TLPPSREEMTKNQVSLTCDVSGEYPSDIAVEWESDGOQPENNYKTTPPVLDSDGSFEFLYSKLTVDKSRWEQGDVESCS
VMHEALHNHYTQKSLSLSPGK

>Fab-scFv-Fc Side (SEQ ID NO: 81)
APPVAGPSVEFLFPPKPKDTLMISRTPEVICVVVDVKHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTV
LHODWLNGKEYKCKVSNKALPAPTIEKTISKAKGOPREPQVYTLPPSREEMTKNQVKLTCLVKGEFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFEFLYSKLTVDKSRWQOGNVESCSVMHEALENHYTQKSLSLSPGK

2 + 1 Fab2-scFv-Fc Backbone 3

>Fab-Fc Side (SEQ ID NO: 82)
ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLG
TOTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPE
VKFNWYVDGVEVHENAKTKPREEEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTIEKTISKAKGQPREPQVY
TLPPSREEMTKNQVSLTCEVSGFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFESCS
VMHEALHNHYTQKSLSLSPGK

>Fab-scFv-Fc Side (SEQ ID NO: 83)
APPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTV
LHODWLNGKEYKCKVSNKALPAPTEKTISKAKGOPREPQVYTLPPSREEMTKNQVKLTCLVKGEFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVEFSCSVMHEALENHYTQKSLSLSPGK

2 + 1 Fab2-scFv-Fc Backbone 4

>Fab-Fc Side (SEQ ID NO: 84)
ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQS SGLYSLSSVVTVPSSSLG
TQTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPE
VKFNWYVDGVEVENAKTKPREEEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVY
TLPPSREEMTENEVSLTCLVKGFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLEVDKSRWEQGDVESCS
VMHEALHNHYTQKSLSLSPGK
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Figure 8B

>Fab-scFv-Fc Side {SEQ ID NO: 85)
APPVAGPSVFLFPPKPKDTLMISRTPEVTICVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTV
LHODWLNGKEYKCKVSNKALPAPTIEKTISKAKGOPREPQVYTLPPSREEMTKNQVSLTCLVKGEFYPSDIAVEWESNG
QPENNYKTTPPVLDSKGSFFLYSKLTVDKSRWQOGNVFEFSCSVMHEALENHYTQKSLSLSPGK

2 + 1 Fab2-scFv-Fc Backbone 5

>Fab-Fc Side (SEQ ID NO: 86)
ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLOS SGLYSLSSVVTVPSSSLG
TQTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPE
VKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTIEKTISKAKGQPREPQVY
TLPPSRDELTKNQVSLTCDVSGEYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCS
VMHEALHNHYTQKSLSLSPGK

>Fab-scFv-Fc Side (SEQ ID NO: 87)
APPVAGPSVFLFPPKPKDTLMISRTPEVICVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTV
LHOQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSRDQLTKNQVKLTCLVKGEFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVEFSCSVMHEALENHYTOKSLSLSPGK

2 + 1 Fab2-scFv-Fc Backbone 6

>Fab-Fc Side (SEQ ID NO: 88)
ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLG
TOTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPE
VKFNWYVDGVEVHNAKTKPREEEYASTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVY
TLPPSREEMTKNQVSLTCDVSGEFYPSDIAVEWESDGOQPENNYKTTPPVLDSDGSFEFLYSKLTVDKSRWEQGDVESCS
VMHEALHNHYTQKSLSLSPGK

>Fab-scFv-Fc Side {SEQ ID NO: 89)
APPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYASTYRVVSVLTV
LHODWLNGKEYKCKVSNKALPAPTIEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGEYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFEFLYSKLTVDKSRWQOGNVESCSVMHEALENHYTQKSLSLSPGK

2 +1 Fab2-scFv-Fc Backbone 7

>Fab-Fc Side (SEQ ID NO: 90)
ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTEFPAVLOSSGLYSLSSVVIVPSSSLG
TOTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPE
VKFNWYVDGVEVHNAKTKPREEEYSSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVY
TLPPSREEMTKNQVSLTCDVSGEFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCS
VMHEALHNHYTQKSLSLSPGK

>Fab-scFv-Fc Side (SEQ ID NO: 91)
APPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYSSTYRVVSVLTV
LHQDWLNGKEYKCKVSNKALPAPIEKTI SKAKGOPREPQVYTLPPSREQMTKNQVKLTCLVKGEFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFSCSVMHEALENHYTQKSLSLSPGK
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Figure 8C

2 +1 Fab2-scFv-Fc Backbone 8

>Fab-Fc Side (SEQ ID NO: 92)
ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVITVPSSSLG
TQTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPE
VKENWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVY
TLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWESDGOQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCS
VLHEALHSHYTQKSLSLSPGK

>Fab-scFv-Fc Side {SEQ ID NO: 93)
APPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTV
LHODWLNGKEYKCKVSNKALPAPTIEKTISKAKGOPREPQVYTLPPSREQMTKNQVKLTCLVKGEFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVEFSCSVLHEALHSHYTQKSLSLSPGK

2 + 1 Fab2-scFv-Fc Backbone 9

>Fab-Fc Side (SEQ ID NO: 94)
ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLESSGLYSLSSVVTVPSSSLG
TOTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPPVAGPSVEFLEFPPKPKDTLMISRTPEVICVVVDVKHEDPE
VKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVY
TLPPSREEMTKNQVSLTCDVAGEYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFEFLYSKLTVDKSRWQOGNVESCS
VMHEALHNHYTQKSLSLSPGK

>Fab-scFv-Fc Side (SEQ ID NO: 95)
APPVAGPSVEFLFPPKPKDTLMISRTPEVICVVVDVKHEDPEVKFKWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTV
LHODWLNGKEYKCKVSNKALPAPIEKTISKAKGOPREPQVYTLPPSREQMTKNQVKLTCLVKGEFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFEFLYSKLTVDKSRWQOGNVESCSVMHEALENHYTQKSLSLSPGK
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Figure 9
Constant Light Domain — Kappa {SEQ ID NO: 96)

RTVAAPSVETFPPSDECLKSGTASVVCLINNEYPREAKVOWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHOG
LSSPVTKSENRGEC

Constant Light Domain — Lambda (SEQ ID NO: 97)
GOPKAAPSVTLFPPSSEELQANKATLVCLISDFYPGAVTVAWKADS S PVKAGVETTTPSKOSNNKYAASSYLSLTPE
OWKSHRSYSCOVTHEGSTVEKTVAPTECS
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Figure 10A
CD3 High - [anti-CD3] H1.30 L1.47 scFv

Sequence SEQ ID NO:
scFv I |98
(VHVL)

GTVTLTCHSSTGAVITS

GGKAALTISGAQPEDEADYYCMJ ;
scFv QAVVTQEPSLTVSPGGTVTLTCGES JTTSNYANWVQQKPGKSPRGLIGGTN | 99
(VLVH) KPAPGVPARFSGSLLGGKAALTI SGAQPEDEADYYC«LWY." IVEGGGTKLTV

L/GKPGSGKPGSGKPGSGKPGS/EVQLVESGGGLVQPGGSLRLSCAASGFTFS;

'ADSVKERFTISRDDSKNTLYLOM
SWEAYWGQGTLVTVSS
Variable EVQLVESGGGLVQPGGSLRLSCAAQGFTF T [WVRQAPGKGLEWV! 100
Heavy (vh) YN ‘1\4\'«171 YADSVRGRFTI SRDDSKNTLYLOMNS LRAEDTAVYYCVR
. YWGQGTLVTVSS

Domain
vhCDR1 101
vhCDR2 102
vhCDR3 103
Variable
Light (v1)
Domain
vICDR1 105
vICDR2 106
vICDR3 N Hw 107
Linker GKPGSGKPGSGKPGSGKPGS 108
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Figure 10B
CD3 High-Int #1 — [anti-CD3]_H1.32_L1.47 scFv

Sequence SEQ ID NO:
sCFv ! < | 109
(VHVL)

GTVTLTCHSSTGAVITS

GGKAALTISGAQPEDEADYYC“; ;
scFv QAVVTQEPSLTVSPGGTVTLTCGES JTTSNYANWVQQKPGKSPRGLIGSGTN | 110
(VLVH) KPAPGVPARFSGSLLGGKAALTI SGAQPEDEADYYC&LWY." IVEGGGTKLTV

L/GKPGSGKPGSGKPGSGKPGS/EVQLVESGGGLVQPGGSLRLSCAASGFTFS;

NWVRQAPGKGLEWVGKL RS KANNYATY YARSVKGRFTISRDDSKNTLYLOM

NSLRAEDTAVYYCVRHG SWEAYWGQGTLVTVSS
Variable EVQLVESGGGLVQPGGSLRLSCAAQGFTF T [WVRQAPGKGLEWV! 111
Heavy (vh) ‘
Domain
vhCDR1 112
vhCDR2 113
vhCDR3 114
Variable
Light (v1)
Domain
vICDR1 116
vICDR2 117
vICDR3 N Hw 118
Linker GKPGSGKPGSGKPGSGKPGS 119
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Figure 10C
CD3 High-Int #2 — [anti-CD3]_H1.89 L1.47 scFv

Sequence SEQ ID NO:
scFv I | 120
(VHVL)

GTVTLTCHSSTGAVITS

GGKAALTISGAQPEDEADYYCMJ ;
scFv QAVVTQEPSLTVSPGGTVTLTCGES JTTSNYANWVQQKPGKSPRGLIGGTN | 121
(VLVH) KPAPGVPARFSGSLLGGKAALTI SGAQPEDEADYYC&LWY." IVEGGGTKLTV

L/GKPGSGKPGSGKPGSGKPGS/EVQLVESGGGLVQPGGSLRLSCAASGFTFSL

'ADSVEGRFTISRDDSKNTLYLOM
SWEAYWGQGTLVTVSS

Variable EVQLVESGGGLVQPGGSLRLSCAAQGFTF T [WVRQAPGKGLEWV! 122
Heavy (vh) YN \1\.}{1’1 YADSVRGRFTI SRDDSKNTLYLOMNS LRAEDTAVYYCVR
Domain YWGQGTLVTVSS
vhCDR1 123
vhCDR2 124
vhCDR3 125
Variable
Light (v1)
Domain
vICDR1 127
vICDR2 128
vICDR3 N Hw 129
Linker GKPGSGKPGSGKPGSGKPGS 130
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Figure 10D

CD3 High-Int #3 — [anti-CD3] H1.90 L1.47 scFv

Sequence SEQ ID NO:
scFv EVQLVESGGGLVQPGGSLRLSCAASGFTFSEYAMNWVRQAPGKGLEWVGH < | 131
(VHVL) T RFTISRDDSKNTLYLOMNSLRAEDTAVYYCVR! /
v Q VTVSS/GKPGSGKPGSGKPGSGKPGS/QAWTQEP
GTVTLTCESSTGAVITSNY u}WVQQKPGKSPRGLIG STNKRAPGVPARFSGSLL
GGKAALTISGAQPEDEADYYCALWY SNHWVFGGGTKLTVL
scFv QAVVTQEPSLTVSPGGTVTLTCL VTTSHYANWVOQKPGKSPRGLIGGTH | 132
(VLVH) KPAPGVPARFSGSLLGGKAALTISGAQPEDEADYYCALWY S "\'FGGGTKLT\/
Variable 133
Heavy (vh)
Domain
vhCDR1 134
vhCDR2 135
vhCDR3 136
Variable WVQQKPGKSPRGLIG 137
Light (vl) VEGGGTK
Domain
vICDR1 (AN 138
vICDR2 139
vICDR3 (A 140
Linker GKPGSGKPGSGKPGSGKPGS 141
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Figure 10E
CD3-Intermediate — [anti-CD3] H1.33 L1.47 scFv

Sequence SEQ ID NO:
scFv I | 142
(VHVL)

GTVTLTCSSSTGAVITS

GGKAALTISGAQPEDEADYYC“J ;
SCFv QAVVTQEPSLTVSPGGTVTLTCESS JTTSNYANWVQQKPGKSPRGLIGGTN | 143
(VLVH) KRAFGVPARFSGSLLGGKAALTI SGAQPEDEADYYC@M.“ FVFGGGTKLTV

L/GKPGSGKPGSGKPGSGKPGS/EVQL\/ESGGGLVQPGGSLRLSCAASGFTFSL

'ADSVEGRFTISRDDSKNTLYLOM
SWEDYWGQGTLVTVSS
Variable EVQLVESGGGLVQPGGSLRLSCAAQGFTF T [WVRQAPGKGLEWV 144
Heavy (vh) YN \1\.}{1’1 YADSVRGRFTI SRDDSKNTLYLOMNS LRAEDTAVYYCVR
. YWGQGTLVTVSS

Domain
vhCDR1 145
vhCDR2 146
vhCDR3 147
Variable
Light (v1)
Domain
vICDR1 149
vICDR2 150
vICDR3 RS 151
Linker GKPGSGKPGSGKPGSGKPGS 152
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Figure 10F

CD3 Low — [anti-CD3] H1.31 L1.47 scFv
Sequence SEQ ID NO:

scFv EVQLVESGGGLVQPGGSLRLSCAASGFTFSY 153

(VHVL) 3
i 0 VTVSS/GKPGSGKPGSGKPGSGKPGS/QAWTQEP
GTVTLTCESSTCAVTT ‘IY";“}WVQQKPGKSPRGLIG STNKRAPGVPARFSGSLL
GGKAALTISGAQPEDEADYYCALW Y SNHWVFCGCTKLTVL

scFv QAVVTQEPSLTVSPGGTVTLTCC VTTSHYANWVOQKPGKSPRGLIGGTH | 154

(VLVH) KPAPGVPARFSGSLLGGKAALTISGAQPEDEADYYCALWY SKHWVFGGGTKLTV

Variable 155

Heavy (vh)

Domain

vhCDR1

vhCDR2

vhCDR3

Variable

Light (vl)

Domain

vICDR1

vICDR2

vICDR3 ¢y

Linker GKPGSGKPGSGKPGSGKPGS 163
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Figure 11

Human CLDN6 sequence

>sp|P56747

MASAGMQOILGVVLTLLGWVNGLVSCALPMWKVTAFIGNSIVVAQVVWEGLWMS CVVQSTGOMQCKVYDSLLALPQDL
QAARALCVIALLVALFGLLVYLAGAKCTTCVEEKDSKARLVLTSGIVFVISGVLTLIPVCWTAHAIIRDFYNPLVAE
AQKRELGASLYLGWAASGLLLLGGGLLCCTCPSGGSQGPSHYMARYSTSAPAISRGPSEYPTKNYV (SEQ ID
NO: 164)

Human CLDNG6 sequence, N-terminal extracellular domain
>sp|P56747]29-81
MWKVTAFIGNSIVVAQVVWEGLWMSCVVQSTGOMQCKVYDSLLALPQODLQAAR (SEQ ID NO: 165)

Human CLDNG6 sequence, C-terminal extracellular domain
>sp|P56747]138-160
WTAHAIIRDFYNPLVAEAQKREL (SEQ ID NO: 166)

Mouse CLDN6 sequence

>sp Q92262
MASTGLQILGIVLTLLGWVNALVSCALPMWKVTAFIGNSIVVAQMVWEGLWMSCVVQSTGOMQCKVYDSLLALPQDL
QAARALCVVTLLIVLLGLLVYLAGAKCTTCVEDRNSKSRLVLISGIIFVISGVLTLIPVCWTAHSIIQDEFYNPLVAD
AQKRELGASLYLGWAASGLLLLGGGLLCCACSSGGTQGPRHYMACYSTSVPHSRGPSEYPTKNYV (SEQ ID NO:
167)

Mouse CLDN6 sequence, N-terminal extracellular domain
>sp|Q92262|29-81
MWKVTAFIGNSIVVAQMVWEGLWMSCVVQSTGOMQCKVYDSLLALPQDLQAAR (SEQ ID NO: 168)

Mouse CLDNG6 sequence, C-terminal extracellular domain
>sp|Q92262|138-163
WTAHSIIQDFYNPLVADAQKRELGAS (SEQ ID NO: 169)

Macaca fascicularis CLDN6 sequence (predicted)

>tr|GT7Q0BO

MASAGMQOILGVVLTLLGWVNGLVSCALPMWKVTAFIGNSIVVAQVVWEGLWMS CVVQSTGOMQOCKVYDSLLALPQODL
QAARALCVIALLVALFGLLVYLAGAKCTTCVEEKDSKARLVLTSGIVFVISGVLTLIPVCWTAHAI IRDFYNPLVAE
AQKRELGASLYLGWAASGLLLLGGGLLCCTCPSGGSRGPSHYMARYSTSAPATISRGPSEYPTKNYV (SEQ ID
NO: 170)

Macaca fascicularis CLDN6 sequence, N-terminal extracellular domain (predicted)
>tr|G7Q0B0|29-81
MWKVTAFIGNSIVVAQVVWEGLWMSCVVQSTGOMQCKVYDSLLALPODLOAAR (SEQ ID NO: 171)

Macaca fascicularis CLDN6 sequence, C-terminal extracellular domain {predicted)

>tr|G7Q0B0|138-160
WIAHAITRDFYNPLVAEAQKREL (SEQ ID NO: 172)
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Figure 12
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Figure 13

mC6-30[CLDN6]

sequence SEQ ID NO:

Variable EVQLQQSGPEL\/’KPGASVKISCKTSGYTFTP\m FHWVKQSPGKSLEW | 175
heavy (vh) IGEIDPNRG : KATLTVDKSSSTAYMELRSLTSEDSAVY
domain YCARI

vhCDR1 176
vhCDR2 CTDPNNGNTHYNOKEFHG 177
vhCDR3 ' 178
Variable DIOMTQSSSSESVSLGDRVTITC \WYQOKPGNVPRLL | 179
light (v1) : TGVPSRFSGSGSGKDYTLSITSLQTEDVTTYYCQQ i
domain {FGGGTKLEIK

v1CDR1 180
v1CDR2 181
v1CDR3 182

>XENP34243 m(C6-30

mC6-30 Heavy Chain

EVQLVQSGAEVKKPGESLRISCKTSGYTFETE HWVROMPGKSLEWMGG T RENNGNTH Y] GGHVTISVDKSIS
TAYLOWSSLKASDTAMYYCARI VY FGRLY GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSYV
LTVLHODWLNGKEYKCKVSNKALPAPTIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
183)

mC6-30 Light Chain

DIQMTQSPSSLSASVGDRVIITC WYQQKPGKVPKLLIS '‘SLETGVPSRFSGSGSGKDYTFTISS
LOPEDIATYYCQGYWSGPLTFGGGTKVEIK/ RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
184)
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C6-30[CLDN6] H1

28/137

PCT/US2022/019556

sequence SEQ ID NO:
Variable QVQLVQSGAEVKKPGASVKVSCKTSGYT FTEYTMHWVRQAPGQSLEW | 185
heavy (vh) MGGIDENNG RVIITVDKSASTAYMELSSLRSEDTAVY
domain YCARI
vhCDR1 186
vhCDR2 SNTHYNQRPQG 187
vhCDR3 188
C6-30[CLDN6] H2
sequence SEQ ID NO:
Variable EVQLVQSGAEVKKPGESLRI SCKTSGYTETE WVRQMPGKSLEW | 189
heavy (vh) MGGIDRNNGN SGHVTISVDKSI S&‘AYI@WSSLKAS DTAMY
domain DEWGAGTLVTVSS
vhCDR1 190
vhCDR2 191
vhCDR3 192
C6-30[CLDN6] L1
sequence SEQ ID NO:
Variable DIOMTQSPSSLSASVGDRVTITC 193
light (v1) ISGAT il
domain
v1CDR1 194
v1CDR2 195
v1CDR3 196
C6-30[CLDN6] L2
sequence SEQ ID NO:
Variable DIOMTQSPDSLAVSLGERATINCEAS NELAWYQQKPGQVPKLL | 197
light (v1) (3 TGVPSRFSGSGSGKDYTLTISSLOAEDVAVYYCOOYWSS
domain
v1CDR1 198
v1CDR2 199
v1CDR3 200
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Figure 15A
C6-30[CLDNG] H1.1
sequence SEQ ID NO:
Variable QVQLVQSGAEVKKPGASVKVSCKTSGYT FTEYTMHWVRQAPGQSLEW | 201
heavy (vh) MGGISPNNGNT RVTITVDKSASTAYMELSSLRSEDTAVY
domain YCARI
vhCDR1 202
vhCDR2 ENTHYNORFQG 203
vhCDR3 204
C6-30[CLDN6] H1.2
sequence SEQ ID NO:
Variable QVQLVQSGAEVKKPGASVKVSCKTSGYT FTE WVRQAPGQSLEW | 205
heavy (vh) MGGINPNNGN JGRVTI TVDKSAS&‘AYM&LSSLRS EDTAVY
domain g I;;WGAGT LVTVSS
vhCDR1 206
vhCDR2 207
vhCDR3 208
C6-30[CLDN6] H1.3
sequence SEQ ID NO:
Variable QVOLVQSGAEVKKPGASVKVSCKTSGYTEFTE Y TMHWVRQAPGOSLEW | 209
heavy (vh) MGGIDSNNGNTEYNQRFQGRVTITVDKSASTAYMELSSLRSEDTAVY
domain YCARIYY JEWGAGTLVTVSS
vhCDR1 210
vhCDR2 211
vhCDR3 212
C6-30[CLDN6] H1.4
sequence SEQ ID NO:
Variable QVQLVQSGAEVKKPGASVKVSCKTSGYT FTE 213
heavy (vh)
domain
vhCDR1 214
vhCDR2 215
vhCDR3 216
C6-30[CLDN6] H1.5
sequence SEQ ID NO:
Variable QVOLVQSGAEVKKPGASVKVSCKTSGYTFTEY TMHWVRQAPGOSLEW | 217
heavy (vh) i INGE
domain
vhCDR1 218
vhCDR2 219
vhCDR3 220
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C6-30[CLDN6] H1.6
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sequence SEQ ID NO:
Variable QVOLVQSGAEVKKPGASVKVSCKTSGYTFTEYTMHWVRQAPGQSLEW | 221
heavy (vh) MGGIDPNSGNTHY! RVIITVDKSASTAYMELSSLRSEDTAVY
domain 5
vhCDR1 222
vhCDR2 ISENTHYNORFQG 223
vhCDR3 224
C6-30[CLDN6] H1.7
sequence SEQ ID NO:
Variable QVOLVQSGAEVKKPGASVKVSCKTSGYTFTE WVRQAPGQSLEW | 225
heavy (vh) MGGIDRNQGNT ‘YNQ"‘“‘;;(;.RVTITVDKSASFAYMELSSLRS EDTAVY
domain FDEWGAGTLVTVSS
vhCDR1 226
vhCDR2 227
vhCDR3 228
C6-30[CLDN6] H1.8
sequence SEQ ID NO:
Variable QVOLVQSGAEVKKPGASVKVSCKTSGYTEFTE Y TMHWVRQAPGOSLEW | 229
heavy (vh) MGGI DPNNENTEYNQRIQGRVTITVDKSASTAYMELSSLRSEDTAVY
domain JEWGAGTLVTVSS
vhCDR1 230
vhCDR2 231
vhCDR3 232
C6-30[CLDN6] H1.9
sequence SEQ ID NO:
Variable QVOLVQSGAEVKKPGASVKVSCKTSGYTETE: 233
heavy (vh)
domain
vhCDR1 234
vhCDR2 235
vhCDR3 236
C6-30[CLDN6] H1.19
sequence SEQ ID NO:
Variable QVOLVQSGAEVKKPGASVKVSCKTSGYTEFTEY TMEWVROQAPGOSLEW | 237
heavy (vh) ,‘"<L’QG’RVTITVDKSAS%AYMELSSLRSEDTATY
domain EWGAGTLVTVSS
vhCDR1 238
vhCDR2 239
vhCDR3 240
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C6-30[CLDN6] H1.22
sequence SEQ ID NO:
Variable QVQLVQSGAEVKKPGASVKVSCKTSGYTFTE\"” FHWVRQAPGQSLEW | 241

heavy (vh) MGGIDENNG RVIITVDKSASTAYMELSSLRSEDTAVY
domain
vhCDR1 242
vhCDR2 SNTHYNOEFQG 243
vhCDR3 244
C6-30[CLDN6] H1.24
sequence SEQ ID NO:

Variable QVQLVQSGAEVKKPGASVKVSCKTSGYT FTE

WVRQAPGQSLEW | 245

heavy (vh) MGGIDRNNGNTEYNQREFQS RVTITVDKSAS&‘AYMELSSLRSEDTAVY
domain
vhCDR1 246
vhCDR2 247
vhCDR3 248
C6-30[CLDN6] H2.1
sequence SEQ ID NO:

Variable EVQLVQSGAEVKKPGESLRISCKTSGYTFT YTMHWVROMPGKSLEW | 249
heavy (vh) MGGISPNNGNIEYNQRICGHVTISVDKSISTAYLOWSSLKASDTAMY

domain YCARILYY YELEFWGAGTLVTVSS
vhCDR1 250
vhCDR2 251
vhCDR3 252
C6-30[CLDN6] H2.2
sequence SEQ ID NO:
Variable EVQLVQSGAEVKKPGESLRI SCKTSGYTFTEYTMEWVROMPGKSLEW | 253
heavy (vh) SITPNNGNTRYNQREQ :HVTISVDKSISTAYLQWSSLKASDTAMY
domain LYYEGRLYFLEWGAGTLVTVSS
vhCDR1 254
vhCDR2 255
vhCDR3 256
C6-30[CLDN6] H2.3
sequence SEQ ID NO:

HWVROMPGKSLEW | 257

Variable EVQLVQSGAEVKKPGESLRISCKTSGYTEFTEYT

heavy (vh) L TYNQREOGHVTISVDKSISTAYLOWSSLKASDTAMY
domain YCARIYYE] EWGAGTLVTVSS

vhCDR1 258
vhCDR2 259
vhCDR3 260
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C6-30[CLDNG] H2.4
sequence SEQ ID NO:
Variable EVQLVQSGAEVKKPGESLRI SCKTSGYTFTEYTMHWVRQMPGKSLEW | 261
heavy (vh) SANG : HVTISVDKSISTAYLOWSSLKASDTAMY
domain WGAGTLVTVSS
vhCDR1 262
vhCDR2 SNTHYNQRPQG 263
vhCDR3 264
C6-30[CLDN6] H2.5
sequence SEQ ID NO:
Variable EVQLVQSGAEVKKPGESLRI SCKTSGYTFTEYTMHWVROMPGKSLEW | 265
heavy (vh) SGHVTISVDKSI STAYLQWSSLKAS DTAMY
domain DEWGAGTLVTVSS
vhCDR1 266
vhCDR2 267
vhCDR3 268
C6-30[CLDN6] H2.6
sequence SEQ ID NO:

Variable EVQLVQSGAEVKKPGESLRI SCKTSGYTFTEYTMHWVROMPGKSLEW | 269
heavy (vh)

domain

vhCDR1 270
vhCDR2 271
vhCDR3 272

C6-30[CLDN6] H2.7
sequence SEQ ID NO:

Variable EVQLVQSGAEVKKPGESLRISCKTSGYTFTEYTMHWVRQMPGKSLEW | 273

heavy (vh) MGGEIDPNQGNTHYNOKEQGHVT I SVDKSISTAYLQWSSLKASDTAMY
domain YCARIYYEGRLYFLEWGAGTLVTVSS
vhCDR1 274
vhCDR2 275
vhCDR3 276
C6-30[CLDN6] H2.8
sequence SEQ ID NO:

HWVROMPGKSLEW | 277

Variable EVQLVQSGAEVKKPGE‘.SLRI SCKTSGYTFTEY]

heavy (vh) TYNQREOGHVTISVDKSISTAYLOWSSLKASDTAMY
domain EWGAGTLVTVSS

vhCDR1 278
vhCDR2 279
vhCDR3 280
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sequence SEQ ID NO:
Variable EVQLVQSGAEVKKPGESLRI SCKTSGYTFTEYTMHWVRQMPGKSLEW | 281
heavy (vh) MGEIDPNR : HVTISVDKSISTAYLOWSSLKASDTAMY
domain YCARI WGAGTLVTVSS
vhCDR1 282
vhCDR2 283
vhCDR3 284
C6-30[CLDN6] H2.11
sequence SEQ ID NO:
Variable EVQLVQSGAEVKKPGESLRI SCKTSGYSETE WVRQMPGKSLEW | 285
heavy (vh) MGGIDRNNGN SGHVTISVDKSI S&‘AYII&WSSLKAS DTAMY
domain DEWGAGTLVTVSS
vhCDR1 286
vhCDR2 287
vhCDR3 288
C6-30[CLDN6] H2.12
sequence SEQ ID NO:
Variable EVQLVQSGAEVKKPGESLRI SCKTSGYDFTEYTMHWVROMPGKSLEW | 289
heavy (vh) MGGIDPNNGNTEYNQRIQGHVTISVDKSISTAYLOWSSLKASDTAMY
domain YCARILYY JEWGAGTLVTVSS
vhCDR1 290
vhCDR2 291
vhCDR3 292
C6-30[CLDN6] H2.71
sequence SEQ ID NO:
Variable EVQLVQSGAEVKKPGESLRI SCKTSGYTFETE 293
heavy (vh)
domain
vhCDR1 294
vhCDR2 295
vhCDR3 296
C6-30[CLDN6] H2.75
sequence SEQ ID NO:
Variable EVOLVQSGAEVKKPGESLRISCKTSGYTETEY TMEWVROMPGKSLEW | 297
heavy (vh) TYNQRFOEHVTT SVDKSIS%AYLQWSSLKASDTAMY
domain EWGAGTLVTVSS
vhCDR1 298
vhCDR2 299
vhCDR3 300
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sequence SEQ ID NO:
Variable EVQLVQSGAEVKKPGESLRI SCKTSGYTFTEYTMHWVRQMPGKSLEW | 301
heavy (vh) MGGIDRPNNLNTHY! HVTISVDKSISTAYLOWSSLKASDTAMY
domain YCARI WGAGTLVTVSS
vhCDR1 302
vhCDR2 NILNTHYNOKFQG 303
vhCDR3 304
C6-30[CLDN6] H2.91
sequence SEQ ID NO:
Variable EVQLVQSGAEVKKPGESLRI SCKTSGYTFTEYTMHWVRQMPGKSLEW | 305
heavy (vh) MGGIDRN] SGHVTI SVDKSIS&‘AYII&WSSLKASDTAMY
domain YCAR DiWGAGT LVTVSS
vhCDR1 306
vhCDR2 307
vhCDR3 308
C6-30[CLDN6] H2.118
sequence SEQ ID NO:
Variable EVQLVQSGAEVKKPGESLRI SCKTSGYTFTEYTMHWVROMPGKSLEW | 309
heavy (vh) MGGIDPNNGNTEYNQREQGHVTISVDKSISTAYLOWSSLKASDTAMY
domain YCARILYY JEWGAGTLVTVSS
vhCDR1 310
vhCDR2 311
vhCDR3 312
C6-30[CLDN6] H2.119
sequence SEQ ID NO:
Variable EVQLVQSGAEVKKPGESLRISCKTSGYTFTEYTMHWVRQMPGKSLEW | 313
heavy (vh) MGGEIDPNNGNTHYNOKEEGHVTI SVDKSISTAYLQWSSLKASDTAMY
domain YCARIYYEGRLYFLEWGAGTLVTVSS
vhCDR1 314
vhCDR2 315
vhCDR3 316
C6-30[CLDN6] L1.1
sequence SEQ ID NO:
Variable DIQMTQSPSSLSASVGDRVTITC' ‘LhWYQQKPGKVPKLL 317
light (v1) 5
domain
v1CDR1 318
v1CDR2 319
v1CDR3 320
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sequence SEQ ID NO:
Variable DIQMTQSPSSLSASVGDRVTITC SASEDVYNRLAWYQQKPGKVPKLL | 321
light (v1) SLETGVPSRFSGSGSGKDYTFTISSLOPEDIATYYCLUYHES
domain
v1CDR1 322
v1CDR2 323
v1CDR3 324
C6-30[CLDN6] L1.7
sequence SEQ ID NO:
Variable DIQMTQSPSSLSASVGDRVTITC! WYQQKPGKVPKLL [ 325
light (v1) ISGATSLETGVPSRESGSGSGKDYTFTISSLOPEDIATYYCRQ WSS
domain PLTFGGGTKVEIK
v1CDR1 326
v1CDR2 327
v1CDR3 328
C6-30[CLDN6] L1.16
sequence SEQ ID NO:
Variable DIOMTQSPSSLSASVGDRVTITCQASEDI YNELAWYQQKPGKVPKLL | 329
light (v1) ISAA TGVPSRFSGSGSGKDYTFTISSLOQPEDIATYYCG 5
domain "FGGGTKVEIK
v1CDR1 330
v1CDR2 331
v1CDR3 332
C6-30[CLDN6] 11.18
sequence SEQ ID NO:
Variable DIQMTQSPSSLSASVGDR\/’TITC TYNRIL AWYQQKPGKVPKLL 333
light (v1) T8I ""GVPSRFSGSGSGKDYT]:;T“I“?S‘}_.QPEDIATYYC‘ oY
domain
v1CDR1 334
v1CDR2 335
v1CDR3 336
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Figure 15H
C6-30[CLDN6] L1.19
sequence SEQ ID NO:
Variable DIQMTQSPSSLSASVGDRVTITCY 337
light (vl) LET
domain EIK
v1CDR1 338
v1CDR2 339
v1CDR3 340
C6-30[CLDN6] L1.21
sequence SEQ ID NO:
Variable DIQOMTQSPSSLSASVGDRVTITCOASEDIYNE YQQKPGKVPKLL 341
light (v1)
domain
v1CDR1 342
v1CDR2 343
v1CDR3 344
C6-30[CLDN6] L1.22
SEQ ID NO:
Variable 345
light (v1)
domain
v1CDR1 346
v1CDR2 347
v1CDR3 348
C6-30[CLDN6] L1.23
sequence SEQ ID NO:
Variable DIOMTQSPSSLSASVGDRVTITC{ XWYQQKPGKVPKLL 349
light (v1) RETGVPSRFSGSGSGKDYTFTISSLOPEDIATYYCRQ
domain GGGTKVEIK
v1CDR1 350
v1CDR2 351
v1CDR3 352
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sequence SEQ ID NO:
Variable DIQMTQSPSSLSASVGDRVTITC SASEDIYNRLAWYQQKPGKVPKLL | 353
light (v1) TSLESGVPSRFSGSGSGKDYTFTISSLQPEDIATYYCQUYHE S
domain
v1CDR1 354
v1CDR2 355
v1CDR3 356
C6-30[CLDN6] L1.60
sequence SEQ ID NO:
Variable DIQMTQSPSSLSASVGDRVTITC! WYQQKPGKVPKLL [ 357
light (v1) ISGATSLETGVPSRESGSGSGKDYTFTISSLOPEDIATYYCQQLWSE S
domain PLTFGGGTKVEIK
v1CDR1 358
v1CDR2 359
v1CDR3 360
C6-30[CLDN6] L1.107
sequence SEQ ID NO:
Variable DIQMTQSPSSLSASVGDRVTITC 361
light (v1) 3
domain
v1CDR1 362
v1CDR2 363
v1CDR3 364
C6-30[CLDN6] L1.114
sequence SEQ ID NO:
Variable DIQMTQSPSSLSASVGDRVTITCOASE B ':AWYQQKPGKVPKLL 365
light (v1) IS¢ GVPSRFSGSGSGKDYTFTISSLE;E—DIATYYG
domain "FGGGTKVEIK
v1CDR1 DASEDTYLRLA 366
v1CDR2 367
v1CDR3 368
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C6-30[CLDN6] L1.187
sequence SEQ ID NO:

Variable DIQMTQSPSSLSASVGDRVTITCQASERIYNRLAWYQQKPGKVPKLL | 369
light (v1) ISGATILETGVPSREFSGSGSGKDYTFTISSLOPEDIATYYC QY

domain 3 GGGTKVEIK

v1CDR1 370

v1CDR2 371

v1CDR3 372
C6-30[CLDN6] 11.189

sequence SEQ ID NO:

Variable DIOMTQSPSSLSASVGDRVTITCOAS AWYQQKPGKVPKLL [ 373

light (v1) TGVPSREFSGSGSGKDYTFTISSLOQPEDIATYYC( e

domain

v1CDR1 374

v1CDR2 375

v1CDR3 376
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Figure 16A

>XENP34218 C6-30[CLDN6] H1 L1 IgGl PVA /S267K

Heavy Chain - C6-30[CLDN6]_H1
QVQLVQSGAEVKKPGASVKVSCKTSGYTFT’V“%’WVRQAPGQSLEWMG*[!LTnv’m' NGRFQERVTITVDKSAS
TAYMELSSLRSEDTAVYYCARY GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSY
LTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
377)

Light Chain - C6-30[CLDN6]_L1

DIQMTQSPSSLSASVGDRVTITCLA PYNRLAWYQOKPGKVPKLLISGATILETGVPSRFSGSGSGKDYTFTISS
LOPEDIATYYC{X 3F TFGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
378)

>XENP34219 C6-30[CLDN6] H1 L2 IgG1l PVA /S267K

Heavy Chain - C6-30[CLDN6]_H1

QVQLVQSGAEVKKPGASVKVSCKTSGYTET WVRQAPGOSLEWMGG T DRNNGNTHYNQKFQOGRVIITVDKSAS
TAYMELSSLRSEDTAVYYCARI RLYE GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSY
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
379)

Light Chain - C6-30[CLDN6]_L2

5] "GVPSRFSGSGSGKDYTLTISS
LOAEDVAVYYCQOYWSSFLY TVAAPSVFIFPPSDEQLKS VVCLLNNFYPREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
380)

>XENP34220 C6-30[CLDN6] H2 L1 1gG1 PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2

EVQLVQSGAEVKKPGESLRISCKTSGYTFT' HWVROMPGKSLEWMGHS [ DENNGRTHYNGRFOSHVT ISVDKSTS
TAYLOWSSLKASDTAMYYCARI AGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSV
LTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
381)

Light Chain - C6-30[CLDN6]_L1
DIQMTQSPSSLSASVGDRVTITC“”f”'"wf

CWYQQKPGKVPKLLI S, LETGVPSRFSGSGSGKDYTFTISS
AAPSVFIFPPSDEQLK SVVCLLNNEFYPREAKVOWKVDNA
LQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
382)
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Figure 16B

>XENP34221 C6-30[CLDN6] H2 L2 IgGl PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2

EVQLVQOSGAEVKKPGESLRI SCKTSGYT FT’ YTIMHWVROMPGKSLEWMGH I DENNGN THYNQR FOSHVTISVDKSIS
TAYLOQWSSLKASDTAMYYCARY GAGTLVTVSS/ASTKGPSVEFPLAPS S KSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSY
LTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
383)

Light Chain - C6-30[CLDN6]_L2

DIQOMTQSPDSLAVSLGERATINCKA PYNRLAWYQOKPGOVPKLLISGATILETGVPSRFSGSGSGKDYTLTISS
LOAEDVAVYYC{X 3F TFGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
384)

>XENP35044 C6-30[CLDN6] H2 11.1 1gG1l PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2

EVQLVQSGAEVKKPGESLRISCKTSGYTET HWVROMPGKSLEWMGG T DT HY CFQGHVTISVDKSIS
TAYLOQWSSLKASDTAMYYCARIY RLYE AGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSV
LTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
385)

L

Light Chain - C6-30[CLDN6]_L1.1

DIQMTQSPSSLSASVGDRVTITCOASS "GVPSRFSGSGSGKDYTFTISS
LOPEDIATYYC "“FGGGTKVEIK/RTVAAPSVFI FPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSE (SEQ ID NO: 386)

>XENP35047 C6-30[CLDN6] H2 L1.4 IgG1l PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2

EVQLVQSGAEVKKPGESLRISCKTSGYTFTEYTMHWVROMPGKSLEWMGET DEMN] WHEQGHVTISVDKSIS
TAYLOWSSLKASDTAMYYCARIYYFGRIY ﬁWGAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTIMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSV
LTVLHQDWLNGKEYKCKVSNKALPAPTIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
387)

Light Chain - C6-30[CLDN6]_L1.4

DIQMTQSPSSLSASVGDRVTITC“ Y 2\ ;GVPSRFSGSGSGKDYTFTISS
LOQPEDIATYYCQOYVWIZFL VVCLLNNFYPREAKVQWKVDNA
LQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
388)
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Figure 16C

>XENP35050 C6-30[CLDN6] H2 L1.7 1gG1 PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2
EVQLVQSGAEVKKPGESLRISCKTSGYTFT’V“%’WVRQMPGKSLEWMG*[!LTMv’m' NORFQEHVTISVDKSIS
TAYLOQWSSLKASDTAMYYCARY GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSY
LTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
389)

Light Chain - C6-30[CLDN6]_L1.7

DIQMTQSPSSLSASVGDRVTITCO? PLAWYQQKPGKVPKLLISGATS VPSREFSGSGSGKDYTFTISS
LOPEDIATYYC EEGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
390)

>XENP35059 C6-30[CLDN6] H2 11.16 1gG1 PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2

EVOLVOSGAEVKKPGESLRISCKTSGYTETE HWVROMPGKSLEWMGG T DN GHVTISVDKSIS
TAYLOWSSLKASDTAMYYCART 5 B GTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSY
LTVLHODWLNGKEYKCKVSNKALPAPTEKTI SKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
391)

Light Chain - C6-30[CLDN6]_L1.16

DIQMTQSPSSLSASVGDRVTITC: ! AWYQQKPGKVPKLLISA LETGVPSRFSGSGSGKDYTFTISS
LOPEDIATYYC FGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
392)

>XENP35061 C6-30[CLDN6] H2 11.18 IgG1 PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2

EVQLVQSGAEVKKPGESLRISCKTSGYTFET HAWVROMPGKSLEWMGG T DP N J "OGHVIISVDKSIS
TAYLOWSSLKASDTAMYYCARI GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSV
LTVLHODWLNGKEYKCKVSNKALPAPTEKTI SKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGEFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
393)

Light Chain - C6-30[CLDN6]_L1.18

DIQMTQSPSSLSASVGDRVTITCUAS NRLAWYQQKPGKVPKLLISGTTILETGVPSREFSGSGSGKDYTFTISS
LQPEDIATYYCQ ) 'TFGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHOGLS SPVTKSFNRGEC (SEQ ID NO:
394)
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Figure 16D

>XENP35062 C6-30[CLDN6] H2 11.19 1gG1 PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2
EVQLVQSGAEVKKPGESLRISCKTSGYTFT’V“%’WVRQMPGKSLEWMG*[!LTMv’m' NORFQEHVTISVDKSIS
TAYLOQWSSLKASDTAMYYCARY GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSY
LTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
395)

Light Chain - C6-30[CLDN6]_L1.19

DIQMTQSPSSLSASVGDRVTITCO? NELAWYQQOKPGKVPKLLISGASS VPSREFSGSGSGKDYTFTISS
LOPEDIATYYC EEGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
396)

>XENP35064 C6-30[CLDN6] H2 11.21 1gG1 PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2

EVOLVOSGAEVKKPGESLRISCKTSGYTETE HWVROMPGKSLEWMGG T DN GHVTISVDKSIS
TAYLOWSSLKASDTAMYYCART 5 B GTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSY
LTVLHODWLNGKEYKCKVSNKALPAPTEKTI SKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
397)

Light Chain - C6-30[CLDN6]_L1.21

DIQMTQSPSSLSASVGDRVTITC: ! AWYQQKPGKVPKLLI SGE "GVPSRFSGSGSGKDYTFTISS
LOPEDIATYYC FGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
398)

X

>XENP35065 C6-30[CLDN6] H2 11.22 1gG1 PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2

EVQLVQSGAEVKKPGESLRISCKTSGYTFTEYTMHWVROMPGKSLEWMGZ1 T i GSHVTISVDKSIS
TAYLOWSSLKASDTAMYYCARIYYFGRLY GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLYSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSV
LTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
399)

Light Chain - C6-30[CLDN6]_L1.22

DIQMTQSPSSLSASVGDRVTITCOASEDI YNPLAWYQQKPGKVPKLLI SGATLETGVPSRFSGSGSGKDYTFTISS
LQPEDIATYYC)O YN S P LTFGGGTKVEIK/ RTVAAPSVFI FPPSDEQLKS GTASVVCLLNNFY PREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC (SEQ ID NO:
400)
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Figure 16E

>XENP35066 C6-30[CLDN6] H2 11.23 1gG1 PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2
EVQLVQSGAEVKKPGESLRISCKTSGYTFT’V“%’WVRQMPGKSLEWMG*[!LTMv’m' NORFQEHVTISVDKSIS
TAYLOQWSSLKASDTAMYYCARY GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSY
LTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
401)

Light Chain - C6-30[CLDN6]_L1.23

DIQMTQSPSSLSASVGDRVTITCO? NELAWYQQOKPGKVPKLLISGATS ‘GVPSREFSGSGSGKDYTFTISS
LOPEDIATYYC EEGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
402)

>XENP35070 C6-30[CLDN6] H2 11.27 IgG1 PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2

EVOLVOSGAEVKKPGESLRISCKTSGYTETE HWVROMPGKSLEWMGG T DN GHVTISVDKSIS
TAYLOWSSLKASDTAMYYCART 5 B GTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSY
LTVLHODWLNGKEYKCKVSNKALPAPTEKTI SKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
403)

Light Chain - C6-30[CLDN6]_L1.27

DIQMTQSPSSLSASVGDRVTITC: ! AWYQQKPGKVPKLLISGATSLESGVPSRFSGSGSGKDYTFTISS
LOPEDIATYYC FGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
404)

>XENP35085 C6-30[CLDN6] H1.1 L1 IgGl PVA /S267K

Heavy Chain - C6-30[CLDN6]_H1.1

QVOLVQOSGAEVKKPGASVKVSCKTSGYTET HAWVRQAPGQSLEWMGG I S PN J "OGRVIITVDKSAS
TAYMELSSLRSEDTAVYYCARI GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSV
LTVLHODWLNGKEYKCKVSNKALPAPTEKTI SKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGEFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
405)

Light Chain - C6-30[CLDN6]_L1

DIQMTQSPSSLSASVGDRVTITCOASEDI YNPLAWYQQKPGKVPKLLI SGATS LETGVPSRFSGSGSGKDYTFTISS
LQPEDIATYYC)O YN S P LTFGGGTKVEIK/ RTVAAPSVFI FPPSDEQLKS GTASVVCLLNNFY PREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC (SEQ ID NO:
406)
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Figure 16F

>XENP35086 C6-30[CLDN6] H1.2 L1 IgG1 PVA /S267K

Heavy Chain - C6-30[CLDN6]_H1.2
QVQLVQSGAEVKKPGASVKVSCKTSGYTFT’V“%’WVRQAPGQSLEWMG*[J NNGNTHYNQRFQSRVTITVDKSAS
TAYMELSSLRSEDTAVYYCARY GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSY
LTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
407)

Light Chain - C6-30[CLDN6]_L1

DIQMTQSPSSLSASVGDRVTITCLA PYNRLAWYQOKPGKVPKLLISGATILETGVPSRFSGSGSGKDYTFTISS
LOPEDIATYYC{X 3F TFGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
408)

>XENP35087 C6-30[CLDN6] H1.3 L1 IgG1l PVA /S267K

Heavy Chain - C6-30[CLDN6]_H1.3

QVQLVQSGAEVKKPGASVKVSCKTSGYTET HWVROAPGQSLEWMGGHT DENE HY CFQGRVTITVDKSAS
TAYMELSSLRSEDTAVYYCARIY RLYE AGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSV
LTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
409)

L

Light Chain - C6-30[CLDN6]_L1

DIQMTQSPSSLSASVGDRVTITC{: WYQOKPGKVPKLLIS ‘GVPSRFSGSGSGKDYTFTISS
LOPEDIATYYCOX SPLTFGG AAPSVFIFPPSDEQL VVCLLNNEYPREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSEFNRGEC (SEQ ID NO:
410)

>XENP35088 C6-30[CLDN6] H1.4 L1 1gG1l PVA /S267K

Heavy Chain - C6-30[CLDN6]_H1.4

QVQLVQSGAEVKKPGASVKVSCKTSGYTET MHWVRQAPGOSLEWMGG T DANNGNTHYNODKFOGRVTITVDKSAS
TAYMELSSLRSEDTAVYYCARIYY G DFWGAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSYV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
411)

Light Chain - C6-30[CLDN6]_L1

DIQMTQSPSSLSASVGDRVTITCOASEDI YNPLAWYQQKPGKVPKLLI SGATS LETGVPSRFSGSGSGKDYTFTISS
LQPEDIATYYC IFGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFY PREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
412)

P
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Figure 16G

>XENP35089 C6-30[CLDN6] H1.5 L1 IgG1 PVA /S267K

Heavy Chain - C6-30[CLDN6]_H1.5
QVQLVQSGAEVKKPGASVKVSCKTSGYTFT’V“%’WVRQAPGQSLEWMG*[PLQLJ’T"“ﬁii =RVTITVDKSAS
TAYMELSSLRSEDTAVYYCARY GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSY
LTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
413)

Light Chain - C6-30[CLDN6]_L1

DIQMTQSPSSLSASVGDRVTITCLA PYNRLAWYQOKPGKVPKLLISGATILETGVPSRFSGSGSGKDYTFTISS
LOPEDIATYYC{X 3F TFGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
414)

>XENP35090 C6-30[CLDN6] H1.6 L1 IgG1 PVA /S267K

Heavy Chain - C6-30[CLDN6]_H1.6

QVQLVQSGAEVKKPGASVKVSCKTSGYTET HWVROAPGQSLEWMGGEHI D HY CFQGRVTITVDKSAS
TAYMELSSLRSEDTAVYYCARIY RLYE AGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSV
LTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
415)

L

Light Chain - C6-30[CLDN6]_L1

DIQMTQSPSSLSASVGDRVTITCOASE "GVPSRFSGSGSGKDYTFTISS
LOPEDIATYYC "“FGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASWCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
416)

>XENP35091 C6-30[CLDN6] H1.7 L1 1gG1 PVA /S267K

Heavy Chain - C6-30[CLDN6]_H1.7

QVQLVQSGAEVKKPGASVKVSCKTSGYTET MHWVRQAPGOSLEWMGG L DPROGNTHYNOKFQGRVTITVDKSAS
TAYMELSSLRSEDTAVYYCARIYY G DFWGAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSYV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
417)

Light Chain - C6-30[CLDN6]_L1

DIQMTQSPSSLSASVGDRVTITCOASEDI YNPLAWYQQKPGKVPKLLI SGATS LETGVPSRFSGSGSGKDYTFTISS
LQPEDIATYYC IFGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFY PREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
418)
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Figure 16H

>XENP35092 C6-30[CLDN6] H1.8 L1 IgG1l PVA /S267K

Heavy Chain - C6-30[CLDN6]_H1.8

QVOLVQSGAEVKKPGASVKVSCKTSGYTET NI FOGRVTITVDKSAS
TAYMELSSLRSEDTAVYYCART SR
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSY
LTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
419)

Light Chain - C6-30[CLDN6]_L1

DIQMTQSPSSLSASVGDRVTITC 'GVPSREFSGSGSGKDYTFTISS
LOPEDIATYYC FGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
420)

>XENP35093 C6-30[CLDN6] H1.9 L1 1gGl PVA /S267K

Heavy Chain - C6-30[CLDN6]_H1.9

QVOLVQSGAEVKKPGASVKVSCKTSGYTFTEY TMHENVRQAPGQS LEWMGH I DENNANTHYNGK FQGRVI ITVDKSAS
TAYMELSSLRSEDTAVYYCARI PI GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKP SNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVENAKTKPREEQYNSTYRVVSV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
421)

Light Chain - C6-30[CLDN6]_L1

DIQMTQSPSSLSASVGDRVTITC{A RLAWYQOKPGKVPKLLI S ETGVPSRFSGSGSGKDYTFTISS
LOPEDIATYYC{A TFGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
422)

>XENP35094 C6-30[CLDN6] H2.1 L1 IgG1l PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2.1
EVOLVQSGAEVKKPGESLRISCKTSGYTEFTEY TMHWVROMPGKS LEWMGE L S P NNGNTH YRQKPQGHVTISVDKSTS
TAYLOWSSLKASDTAMYYCARIYYFGRILYE ,WGAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKP SNTKVDKKVEPKS CDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSYV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
423)

Light Chain - C6-30[CLDN6]_L1

DIQMTQSPSSLSASVGDRVTITCUAL EDL YNFLE GATSLETGVPSRFSGSGSGKDYTFTISS
LQPEDIATYYCQQYHS S PLTFGGGTKVEIK/ RTVAAPSVFIFPPSDEQLKSGTASVVCLLNN FYPREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
424)
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Figure 16l

>XENP35095 C6-30[CLDN6] H2.2 L1 IgG1 PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2.2
EVQLVQSGAEVKKPGESLRISCKTSGYTFT’V“%’WVRQMPGKSLEWMG*[““ sHVTISVDKSIS
TAYLOQWSSLKASDTAMYYCARY GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSY
LTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
425)

TN THY NG
NGH I ER

Light Chain - C6-30[CLDN6]_L1

DIQMTQSPSSLSASVGDRVTITCLA PYNRLAWYQOKPGKVPKLLISGATILETGVPSRFSGSGSGKDYTFTISS
LOPEDIATYYC{X 3F TFGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
426)

>XENP35096 C6-30[CLDN6] H2.3 L1 IgG1 PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2.3

EVQLVQSGAEVKKPGESLRISCKTSGYTET HWVROMPGKSLEWMGG T DS 1T HY CFQGHVTISVDKSIS
TAYLOQWSSLKASDTAMYYCARIY RLYE AGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSV
LTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
427)

L

Light Chain - C6-30[CLDN6]_L1

DIQMTQSPSSLSASVGDRVTITC{: WYQOKPGKVPKLLIS ‘GVPSRFSGSGSGKDYTFTISS
LOPEDIATYYCOX SPLTFGG AAPSVFIFPPSDEQL VVCLLNNEYPREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSEFNRGEC (SEQ ID NO:
428)

>XENP35097 C6-30[CLDN6] H2.4 L1 1gG1 PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2.4

EVQLVOSGAEVKKPGESLRISCKTSGYTET MHWVROMPGKSLEWMGGT DN HYNOXPQGHVTISVDKSIS
TAYLOWSSLKASDTAMYYCARI¥YI'G DFWGAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSYV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
429)

Light Chain - C6-30[CLDN6]_L1

DIQMTQSPSSLSASVGDRVTITCOASEDI YNPLAWYQQKPGKVPKLLI SGATS LETGVPSRFSGSGSGKDYTFTISS
LQPEDIATYYC IFGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFY PREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
430)
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Figure 16J

>XENP35098 C6-30[CLDN6] H2.5 L1 IgG1 PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2.5
EVQLVQSGAEVKKPGESLRISCKTSGYTFT’V“%’WVRQMPGKSLEWMG*[PLQLJ’T"“ﬁii sHVTISVDKSIS
TAYLOQWSSLKASDTAMYYCARY GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSY
LTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
431)

Light Chain - C6-30[CLDN6]_L1

DIQMTQSPSSLSASVGDRVTITCLA PYNRLAWYQOKPGKVPKLLISGATILETGVPSRFSGSGSGKDYTFTISS
LOPEDIATYYC{X 3F TFGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
432)

>XENP35099 C6-30[CLDN6] H2.6 L1 IgG1 PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2.6

EVQLVQSGAEVKKPGESLRISCKTSGYTET HWVROMPGKSLEWMGGET DENDG HY CFOGHVTISVDKSIS
TAYLOQWSSLKASDTAMYYCARIY RLYE AGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSV
LTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
433)

L

Light Chain - C6-30[CLDN6]_L1

DIQMTQSPSSLSASVGDRVTITC{: WYQOKPGKVPKLLIS ‘GVPSRFSGSGSGKDYTFTISS
LOPEDIATYYCOX SPLTFGG AAPSVFIFPPSDEQL VVCLLNNEYPREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSEFNRGEC (SEQ ID NO:
434)

>XENP35100 C6-30[CLDN6] H2.7 L1 1gG1 PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2.7

EVQLVOSGAEVKKPGESLRISCKTSGYTET MHWVROMPGKSLEWMGG I DRPRNOQGNTHYNOKFOGHVTISVDKSIS
TAYLOWSSLKASDTAMYYCARI¥YI'G DFWGAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSYV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
435)

Light Chain - C6-30[CLDN6]_L1

DIQMTQSPSSLSASVGDRVTITCOASEDI YNPLAWYQQKPGKVPKLLI SGATS LETGVPSRFSGSGSGKDYTFTISS
LQPEDIATYYC IFGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFY PREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
436)
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Figure 16K

>XENP35101 C6-30[CLDN6] H2.8 L1 IgG1 PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2.8
EVQLVQSGAEVKKPGESLRISCKTSGYTFT’V“%’WVRQMPGKSLEWMG*[!?Y'me"“ﬁii sHVTISVDKSIS
TAYLOQWSSLKASDTAMYYCARY GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSY
LTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
437)

Light Chain - C6-30[CLDN6]_L1

DIQMTQSPSSLSASVGDRVTITCLA PYNRLAWYQOKPGKVPKLLISGATILETGVPSRFSGSGSGKDYTFTISS
LOPEDIATYYC{X 3F TFGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
438)

>XENP35102 C6-30[CLDN6] H2.9 L1 IgGl PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2.9

EVQLVQSGAEVKKPGESLRISCKTSGYTET HWVROMPGKSLEWMGG I DERNANTHYRNOQKFOGHVTISVDKSTS
TAYLOQWSSLKASDTAMYYCARIY RLYE AGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSV
LTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
439)

L

Light Chain - C6-30[CLDN6]_L1

DIQMTQSPSSLSASVGDRVTITCOA | AWYQOKPGKVPKLLISGATS LETGVPSRFSGSGSGKDYTFTISS
LQPEDIATYYC{ FGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
440)

>XENP35865 C6-30[CLDN6] H2 11.60 1gG1 PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2

EVQLVQOSGAEVKKPGESLRISCKTSGYTFTEYTMHWVROMPGKSLEWMGG T DENNGNTE GHVTISVDKSIS
TAYLQWSSLKASDTAMYYCAR"XYFGRLE_wLWGAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSY
LTVLHODWLNGKEYKCKVSNKALPAPTEKTI SKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
441)

Light Chain - C6-30[CLDN6]_L1.60
DIQMTQSPSSLSASVGDRVTITCLY AWYQOKPGKVPKLLISGEATSLETGVPSRESGSGSGKDYTFTISS
LQPEDIATYYCQ > TFGGGTKVEIK/ RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNA

LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSEFNRGEC (SEQ ID NO:
442)
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Figure 16L

>XENP35883 C6-30[CLDN6] H1.19 L1 1gG1 PVA /S267K

Heavy Chain - C6-30[CLDN6]_H1.19
QVQLVQSGAEVKKPGASVKVSCKTSGYTFT’V“%’WVRQAPGQSLEWMG*[!LTnv’m' NGRFQERVTITVDKSAS
TAYMELSSLRSEDTATYYCARY GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSY
LTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
443)

Light Chain - C6-30[CLDN6]_L1

DIQMTQSPSSLSASVGDRVTITCLA PYNRLAWYQOKPGKVPKLLISGATILETGVPSRFSGSGSGKDYTFTISS
LOPEDIATYYC{X 3F WFGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
444)

>XENP35886 C6-30[CLDN6] H1.22 L1 IgGl PVA /S267K

Heavy Chain - C6-30[CLDN6]_H1.22

QVQLVQSGAEVKKPGASVKVSCKTSGYTET HWVROAPGQSLEWMGGET DT HY CFQGRVTITVDKSAS
TAYMELSSLRSEDTAVYYCART L RLYE AGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSV
LTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
445)

L

Light Chain - C6-30[CLDN6]_L1

DIQMTQSPSSLSASVGDRVTITC{: WYQOKPGKVPKLLIS ‘GVPSRFSGSGSGKDYTFTISS
LOPEDIATYYCOX SPLTFGG AAPSVFIFPPSDEQL VVCLLNNEYPREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSEFNRGEC (SEQ ID NO:
4406)

>XENP35888 C6-30[CLDN6] H1.24 L1 IgGl PVA /S267K

Heavy Chain - C6-30[CLDN6]_H1.24

QVQLVQSGAEVKKPGASVKVSCKTSGYTET MHWVRQAPGOSLEWMGG I DRPRNGNTHYNOKFOGRVTITVDKSAS
TAYMELSSLRSEDTAVYYCARI ¥Y LG DFWGAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSYV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
447)

Light Chain - C6-30[CLDN6]_L1

DIQMTQSPSSLSASVGDRVTITCUASEDRIYN S LETGVPSRESGSGSGKDYTETISS
LOPEDIATYYC{X TFGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
448)
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Figure 16M

>XENP35890 C6-30[CLDN6] H2.11 L1 1gG1 PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2.11
EVQLVQSGAEVKKPGESLRISCKTSGYSFT’V“%’WVRQMPGKSLEWMG*[!LTMv’m' NORFQEHVTISVDKSIS
TAYLOQWSSLKASDTAMYYCARY GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSY
LTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
449)

Light Chain - C6-30[CLDN6]_L1

DIQMTQSPSSLSASVGDRVTITCO? NELAWYQQOKPGKVPKLLISGATS VPSREFSGSGSGKDYTFTISS
LOPEDIATYYC EEGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
450)

>XENP35891 C6-30[CLDN6] H2.12 L1 1gG1 PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2.12

EVOLVOSGAEVKKPGESLRISCKTSGYDETE HWVROMPGKSLEWMGG T DN GHVTISVDKSIS
TAYLOWSSLKASDTAMYYCART 5 B GTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSY
LTVLHODWLNGKEYKCKVSNKALPAPTEKTI SKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
451)

Light Chain - C6-30[CLDN6]_L1

DIQMTQSPSSLSASVGDRVTITCOASE "GVPSRFSGSGSGKDYTFTISS
LOPEDIATYYC "“FGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASWCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
452)

>XENP35979 C6-30[CLDN6] H2 11.187 1gG1l PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2

EVQLVQSGAEVKKPGESLRISCKTSGYTFTEYTMHWVROMPGKSLEWMGZ1 T i GSHVTISVDKSIS
TAYLOWSSLKASDTAMYYCARIYYFGRLY GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLYSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSV
LTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
453)

Light Chain - C6-30[CLDN6]_L1.187

DIQMTQSPSSLSASVGDRVTITCUASEDRIYN S LETGVPSRESGSGSGKDYTETISS
LOPEDIATYYC{X TFGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
454)

SUBSTITUTE SHEET (RULE 26)



WO 2022/192403 PCT/US2022/019556
52/137

Figure 16N

>XENP35981 C6-30[CLDN6] H2 11.189 1gG1 PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2
EVQLVQSGAEVKKPGESLRISCKTSGYTFT’V“%’WVRQMPGKSLEWMG*[!LTMv’m' NORFQEHVTISVDKSIS
TAYLOQWSSLKASDTAMYYCARY GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSY
LTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
455)

Light Chain - C6-30[CLDN6]_L1.189

DIQMTQSPSSLSASVGDRVTITCLA PYNRLAWYQOKPGKVPKLLISGATILETGVPSRFSGSGSGKDYTFTISS
LOPEDIATYYC{X “'\"’FGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:

456)

>XENP35929 C6-30[CLDN6] H2 11.107 IgGl PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2

EVQLVQSGAEVKKPGESLRISCKTSGYTET HWVROMPGKSLEWMGG T DT HY CFQGHVTISVDKSIS
TAYLOQWSSLKASDTAMYYCARIY RLYE AGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSV
LTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
457)

L

Light Chain - C6-30[CLDN6]_L1.107

DIQMTQSPSSLSASVGDRVTITCOASE "GVPSRFSGSGSGKDYTFTISS
LOPEDIATYYC "“FGGGTKVEIK/RTVAAPSVFI FPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
458)

>XENP35936 C6-30[CLDN6] H2 11.114 1gG1 PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2

EVQLVQSGAEVKKPGESLRISCKTSGYTFTEYTMHWVROMPGKSLEWMGZ1 T i GSHVTISVDKSIS
TAYLOWSSLKASDTAMYYCARIYYFGRLY GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLYSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSV
LTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
459)

Light Chain - C6-30[CLDN6]_L1.114

DIQMTQSPSSLSASVGDRVTITCOASEDI YLELAWYQQKPGKVPKLLI SGATS LETGVPSRFSGSGSGKDYTFTISS
LQPEDIATYYC)O YN S P LTFGGGTKVEIK/ RTVAAPSVFI FPPSDEQLKS GTASVVCLLNNFY PREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC (SEQ ID NO:
460)
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Figure 160

>XENP36021 C6-30[CLDN6] H2.71 L1 IgG1l PVA /S267K
Heavy Chain - C6-30[CLDN6]_H2.71
EVQLVOSGAEVKKPGESLRISCKTSGYTETE

(HWVRQMPGKS LEWMG T LN FOGHVTISVDKSIS
TAYLQWSSLKASDTAMYYCART GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPA LSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVENAKTKPREEQYNSTYRVVSY
LTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREEMTKNQVS LTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALENHYTQKSLSLSPGK (SEQ ID NO:
461)

Light Chain - C6-30[CLDN6]_L1

DIQMTQSPSSLSASVGDRVIITCOASED I YNRIAWYQQKPGKVPKLLISGAT S LETGVPSRFSGSGSGKDYTFTISS
LOPEDIATYYCY FGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
462)

i AR

>XENP36022 C6-30[CLDN6] H2.72 L1 138Gl PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2.72

EVQLVQOSGAEVKKPGESLRISCKTSGYTET HWVROMPGKSLEWMGG LDANNGNTHYNORKFOCHVTISVDKSIS
TAYLOWSSLKASDTAMYYCARIY FWGAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKS CDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
463)

TS
P

Light Chain - C6-30[CLDN6]_L1

DIQMTQSPSSLSASVGDRVTITCN AWYQOKPGKVPKLLISGS "GVPSRFSGSGSGKDYTFTISS
LOPEDIATYYCOOYHSEET TVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHOGLS SPVTKSFNRGEC (SEQ ID NO:
464)

>XENP36025 C6-30[CLDN6] H2.75 L1 1gG1 PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2.75

EVQLVQSGAEVKKPGESLRISCKTSGYTET HWVROMPGKSLEWMGS LI SHVTISVDKSIS
TAYLOWSSLKASDTAMYYCARI AGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSV
LTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
465)

Light Chain - C6-30[CLDN6]_L1

DIQMTQSPSSLSASVGDRVTITCOASEDT YNELAWYOQKPGKVPKLLI SCATS LETGVPSRFSGSGSGKDYTFTISS
LQPEDIATYYCLX FGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
466)
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Figure 16P

>XENP36040 C6-30[CLDN6] H2.90 L1 1gG1 PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2.90
EVQLVQSGAEVKKPGESLRISCKTSGYTFT’V“%’WVRQMPGKSLEWMG*[!?YNin"“ﬁii sHVTISVDKSIS
TAYLOQWSSLKASDTAMYYCARY GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSY
LTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
467)

Light Chain - C6-30[CLDN6]_L1

DIQMTQSPSSLSASVGDRVTITCLA PYNRLAWYQOKPGKVPKLLISGATILETGVPSRFSGSGSGKDYTFTISS
LOPEDIATYYC{X 3F TFGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
468)

>XENP36041 C6-30[CLDN6] H2.91 L1 IgGl PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2.91

EVQLVQSGAEVKKPGESLRISCKTSGYTET HWVROMPGKSLEWMGGEHT D THY CFQGHVTISVDKSIS
TAYLOQWSSLKASDTAMYYCARIY RLYE AGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSV
LTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
469)

L

Light Chain - C6-30[CLDN6]_L1

DIQMTQSPSSLSASVGDRVTITCOASE "GVPSRFSGSGSGKDYTFTISS
LOPEDIATYYC "“FGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASWCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
470)

>XENP36065 C6-30[CLDN6] H2.118 L1 1gG1l PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2.118

EVQLVQSGAEVKKPGESLRISCKTSGYTFTEYTMHWVROMPGKSLEWMGI =1 HYNQRKGEHVTISVDKSIS
TAYLOWSSLKASDTAMYYCARIYYFGRLY GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLYSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSV
LTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
471)

Light Chain - C6-30[CLDN6]_L1

DIQMTQSPSSLSASVGDRVTITCUASEDRIYN S LETGVPSRESGSGSGKDYTETISS
LOPEDIATYYC{X TFGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
472)
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Figure 16Q

>XENP36066 C6-30[CLDN6] H2.119 L1 1gG1 PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2.119
EVQLVQSGAEVKKPGESLRISCKTSGYTFT’V“%’WVRQMPGKSLEWMG*[!LT“u‘m':NQ\ﬁ“”HVTISVDKSIS
TAYLOQWSSLKASDTAMYYCARY GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSY
LTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
473)

Light Chain - C6-30[CLDN6]_L1

DIQMTQSPSSLSASVGDRVTITCO? NELAWYQQOKPGKVPKLLISGATS VPSREFSGSGSGKDYTFTISS
LOPEDIATYYC EEGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
474)

>XENP36956 C6-30[CLDN6] H1.22 1L1.187 IgGl PVA /S267K

Heavy Chain - C6-30[CLDN6]_H1.22

QVQLVQSGAEVKKPGASVKVSCKTSGYTFETE HWVROAPGQSLEWMGH I DEN! GRVTITVDKSAS
TAYMELSSLRSEDTAVYYCARI 5 B GTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSY
LTVLHODWLNGKEYKCKVSNKALPAPTEKTI SKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
475)

Light Chain - C6-30[CLDN6]_L1.187
DIQMTQSPSSLSASVGDRVTITCOASE
LOPEDIATYYC A "“FGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASWCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
476)

>XENP36960 C6-30[CLDN6] H1.22 11.189 1gG1l PVA /S267K

Heavy Chain - C6-30[CLDN6]_H1.22

QVQLVQSGAEVKKPGASVKVSCKTSGYTET MHWVRQAPGOSLEWMGG I DRPRNGNTHYNOKFOGRVTITVDKSAS
TAYMELSSLRSEDTAVYYCARILY G DFWGAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSYV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
477)

Light Chain - C6-30[CLDN6]_L1.189

DIQMTQSPSSLSASVGDRVTITCOASEDI YNPLAWYQQKPGKVPKLLI SGATS LETGVPSRFSGSGSGKDYTFTISS
LQPEDIATYYC IFGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFY PREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
478)
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Figure 16R

>XENP36968 C6-30[CLDN6] H2.3 L1.189 IgGl PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2.3
EVQLVQSGAEVKKPGESLRISCKTSGYTFT’V“%’WVRQMPGKSLEWMG*[P“Tnv’m"“ﬁii sHVTISVDKSIS
TAYLOQWSSLKASDTAMYYCARY GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSY
LTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
479)

Light Chain - C6-30[CLDN6]_L1.189

DIQMTQSPSSLSASVGDRVTITCLA PYNRLAWYQOKPGKVPKLLISGATILETGVPSRFSGSGSGKDYTFTISS
LOPEDIATYYC{X “'\"’FGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:

480)

>XENP36963 C6-30[CLDN6] H1.9 L1.189 IgGl PVA /S267K

Heavy Chain - C6-30[CLDN6]_H1.9

QVQLVQSGAEVKKPGASVKVSCKTSGYTET HWVROAPGOSLEWMGGH T DERNANTHYRNOQKFOGRVIITVDKSAS
TAYMELSSLRSEDTAVYYCARIY RLYE AGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSV
LTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
481)

L

Light Chain - C6-30[CLDN6]_L1.189

DIQMTQSPSSLSASVGDRVTITC{: WYQOKPGKVPKLLIS ‘GVPSRFSGSGSGKDYTFTISS
LOPEDIATYYCOX P LTEGG AAPSVFIFPPSDEQL VVCLLNNEYPREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSEFNRGEC (SEQ ID NO:
482)

>XENP36964 C6-30[CLDN6] H2.3 L1.187 IgGl PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2.3

EVQLVOSGAEVKKPGESLRISCKTSGYTET MHWVROMPGKSLEWMGG T DSNNGNTHYNOKFQGHVTISVDKSIS
TAYLOWSSLKASDTAMYYCARI¥YI'G DFWGAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSYV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
483)

Light Chain - C6-30[CLDN6]_L1.187

DIQMTQSPSSLSASVGDRVTITCOASEDI YNPLAWYQQKPGKVPKLLI SGATS LETGVPSRFSGSGSGKDYTFTISS
LQPEDIATYYCOQYHSAL LIFGGGTKVEIK/ RTVAAPSVFIFPPSDEQLKSGTASVVCLLNN FYPREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
484)
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Figure 16S

>XENP36965 C6-30[CLDN6] H2.12 11.187 IgGl PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2.12
EVQLVQSGAEVKKPGESLRISCKTSGYDFT’V“%’WVRQMPGKSLEWMG*[!LTMv’m' NORFQEHVTISVDKSIS
TAYLOQWSSLKASDTAMYYCARY GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSY
LTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
485)

Light Chain - C6-30[CLDN6]_L1.187

DIQMTQSPSSLSASVGDRVTITCLA PYNRLAWYQOKPGKVPKLLISGATILETGVPSRFSGSGSGKDYTFTISS
LOPEDIATYYC{X S A "’FGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:

486)

>XENP36957 C6-30[CLDN6] H1.24 1L1.187 IgGl PVA /S267K

Heavy Chain - C6-30[CLDN6]_H1.24

QVQLVQSGAEVKKPGASVKVSCKTSGYTET HWVROAPGQSLEWMGGET DT HY CFQGRVTITVDKSAS
TAYMELSSLRSEDTAVYYCARI YYLGRLYE AGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSV
LTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
487)

L

Light Chain - C6-30[CLDN6]_L1.187

DIQMTQSPSSLSASVGDRVTITC{: WYQOKPGKVPKLLIS ‘GVPSRFSGSGSGKDYTFTISS
LOPEDIATYYCOX ARPLTEGG AAPSVFIFPPSDEQL VVCLLNNEYPREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSEFNRGEC (SEQ ID NO:
488)

>XENP36958 C6-30[CLDN6] H1.19 11.187 IgGl PVA /S267K

Heavy Chain - C6-30[CLDN6]_H1.19

QVOLVQOSGAEVKKPGASVKVSCKTSGYTET AWVRQAPGQSLEWMGG I DRPNNGNTHYNOKPQGRVTITVDKSAS
TAYMELSSLRSEDTATYYCARI LYE "WGAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSV
LTVLHODWLNGKEYKCKVSNKALPAPTEKTI SKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGEFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
489)

Light Chain - C6-30[CLDN6]_L1.187

DIQMTQSPSSLSASVGDRVTITCOASEDI YNPLAWYQQKPGKVPKLLI SGATS LETGVPSRFSGSGSGKDYTFTISS
LOPEDIATYYCOOYHSAPLTFGGGTKVEIK/ RTVAAPSVFI FPPSDEQLKSGTASVVCLLNNFY PREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
490)
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Figure 16T

>XENP36959 C6-30[CLDN6] H1.9 L1.187 IgGl PVA /S267K

Heavy Chain - C6-30[CLDN6]_H1.9
QVQLVQSGAEVKKPGASVKVSCKTSGYTFT’V“%’WVRQAPGQSLEWMG*[!LT\nﬁm' NGRFQERVTITVDKSAS
TAYMELSSLRSEDTAVYYCARY GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSY
LTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
491)

Light Chain - C6-30[CLDN6]_L1.187

DIQMTQSPSSLSASVGDRVTITCLA PYNRLAWYQOKPGKVPKLLISGATILETGVPSRFSGSGSGKDYTFTISS
LOPEDIATYYC{X S A "’FGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:

492)

>XENP36961 C6-30[CLDN6] H1.24 1L1.189 IgGl PVA /S267K

Heavy Chain - C6-30[CLDN6]_H1.24

QVQLVQSGAEVKKPGASVKVSCKTSGYTET HWVROAPGQSLEWMGGET DT HY CFQGRVTITVDKSAS
TAYMELSSLRSEDTAVYYCARI YYLGRLYE AGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSV
LTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
493)

L

Light Chain - C6-30[CLDN6]_L1.189

DIQMTQSPSSLSASVGDRVTITC{: WYQOKPGKVPKLLIS ‘GVPSRFSGSGSGKDYTFTISS
LOPEDIATYYCOX P LTEGG AAPSVFIFPPSDEQL VVCLLNNEYPREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSEFNRGEC (SEQ ID NO:
494)

>XENP36962 C6-30[CLDN6] H1.19 L1.189 1gG1l PVA /S267K

Heavy Chain - C6-30[CLDN6]_H1.19

QVQLVQSGAEVKKPGASVKVSCKTSGYTET MHWVRQAPGOSLEWMGG I DRPRNGNTHYNOKFOGRVTITVDKSAS
TAYMELSSLRSEDTATYYCARIYY G DFWGAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSYV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
495)

Light Chain - C6-30[CLDN6]_L1.189

DIQMTQSPSSLSASVGDRVTITCOASEDI YNPLAWYQQKPGKVPKLLI SGATS LETGVPSRFSGSGSGKDYTFTISS
LQPEDIATYYC IFGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFY PREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
496)
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Figure 16U

>XENP36966 C6-30[CLDN6] H2.91 1L1.187 IgGl PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2.91
EVQLVQSGAEVKKPGESLRISCKTSGYTFT’V“%’WVRQMPGKSLEWMG*[!“ i REQEHVTISVDKSIS
TAYLOQWSSLKASDTAMYYCARY GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSY
LTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
497)

Light Chain - C6-30[CLDN6]_L1.187

DIQMTQSPSSLSASVGDRVTITCLA PYNRLAWYQOKPGKVPKLLISGATILETGVPSRFSGSGSGKDYTFTISS
LOPEDIATYYC{X S A "’FGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:

498)

>XENP36967 C6-30[CLDN6] H2.118 11.187 IgGl PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2.118

EVQLVQSGAEVKKPGESLRISCKTSGYTET HWVROMPGKSLEWMGG T DT HYNOKKQGHVTISVDKSIS
TAYLOQWSSLKASDTAMYYCARIY RLYE AGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSV
LTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
499)

L

Light Chain - C6-30[CLDN6]_L1.187

DIQMTQSPSSLSASVGDRVTITC{: WYQOKPGKVPKLLIS ‘GVPSRFSGSGSGKDYTFTISS
LOPEDIATYYCOX ARPLTEGG AAPSVFIFPPSDEQL VVCLLNNEYPREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSEFNRGEC (SEQ ID NO:
500)

>XENP36969 C6-30[CLDN6] H2.12 11.189 1gG1l PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2.12

EVQLVOSGAEVKKPGESLRISCKTSGYDET MHWVROMPGKSLEWMGG T DRPNNGNTHYNOKFQGHVTISVDKSIS
TAYLOWSSLKASDTAMYYCARI¥YI'G DFWGAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSYV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
501)

Light Chain - C6-30[CLDN6]_L1.189

DIQMTQSPSSLSASVGDRVTITCOASEDI YNPLAWYQQKPGKVPKLLI SGATS LETGVPSRFSGSGSGKDYTFTISS
LQPEDIATYYC IFGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFY PREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
502)

SUBSTITUTE SHEET (RULE 26)



WO 2022/192403 PCT/US2022/019556
60/137

Figure 16V
>XENP36970 C6-30[CLDN6] H2.91 L1.189 IgG1l PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2.91
EVQLVOSGAEVKKPGESLRISCKTSGYTETE

HWVRQMPGKSLEWMG3 T DEN FOGHVTISVDKSIS
TAYLQWSSLKASDTAMYYCART GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPA LSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVENAKTKPREEQYNSTYRVVSY
LTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREEMTKNQVS LTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALENHYTQKSLSLSPGK (SEQ ID NO:
503)

Light Chain - C6-30[CLDN6]_L1.189

DIQOMTQSPSSLSASVGDRVTITC AWYQOKPGKVPKLLISGATS LETGVPSRESGSGSGKDYTFTISS
LOPEDIATYYC TFGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNA
LOSGNSQESVT YSLSSTLTLSKADYEKHKVYACEVTHOGLSSPVTKSENRGEC (SEQ ID NO:
504)

>XENP36972 C6-30[CLDN6] H1 11.187 1gG1 PVA /S267K

Heavy Chain - C6-30[CLDN6]_H1
QVQLVQSGAEVKKPGASVKVSCKTSGYTFT

MHWVRQAPGOSLEWMGG L DPNNGNTHYNOKIPQGRVTITVDKSAS
TAYMELSSLRSEDTAVYYCART® "WGAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTEFPA LSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSV
LTVLHODWLNGKEYKCKVSNKALPAPTIEKTISKAKGOPREPQVYTLPPSREEMTKNQVSLTCLVKGEFYPSDIAVEWE
SNGOPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVEFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
505)

Light Chain - C6-30[CLDN6]_L1.187

DIQMTQSPSSLSASVGDRVTITCRAZEDIYNEL WYQQKPGKVPKLLISuRT? ‘GVPSRFSGSGSGKDYTFTISS
LQPEDTATYYCO)VHSAR | TRGGGTKVETK) RTVAAPSVFT FPPSDEQLKS GTASVVCLINNFYPREAKVOWKVDNA
LQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
506)

T
VA

>XENP36971 C6-30[CLDN6] H2.118 L1.189 IgGl PVA /S267K

Heavy Chain - C6-30[CLDN6]_H2.118

EVQLVQSGAEVKKPGESLRISCKTSGYTFT HWVRQMPGKSLEWMGG T D NN YNOREQGEHVTISVDKSIS
TAYLOWSSLKASDTAMYYCART GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSV
LTVLHOQDWLNGKEYKCKVSNKALPAPTIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
507)

Light Chain - C6-30[CLDN6]_L1.189

DIQMTQSPSSLSASVGDRVTITC! LAWYQOKPGKVPKLLI S G "GVPSRFSGSGSGKDYTFTISS
LOPEDIATYYCQUYWSG mFGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSEFNRGEC (SEQ ID NO:
508)
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Figure 16V

>XENP36973 C6-30[CLDN6] H1 L1.189 IgGl PVA /S267K

Heavy Chain - C6-30[CLDN6]_H1

QVOLVQSGAEVKKPGASVKVSCKTSGYTETE {WVROAPGQSLEWMGGTLEN QGRVTITVDKSAS
TAYMELSSLRSEDTAVYYCARL WGAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSV
LTVLHOQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGEFYPSDIAVEWE
SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVEFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
509)

Light Chain - C6-30[CLDN6]_L1.189
DIQMTQSPSSLSASVGDRVTITCWfbhb
LOPEDIATYYCQUYY i
LOSGNSQESVTE
510)

NRLAWYQQKPGKVPKLLISGATSLETGVPSRESGSGSGKDYTFETISS
GGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
YSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
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Figure 17A

anti-CLDNG

1+ 1 Fab-scFv-Fc

Figure 17B

anti-CLDN6 A
Fab NN

1+ 1 Fab,-scFv-F¢
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Figure 18

>XENP26863 mAb206-LCC[CLDN6] HOLO IgG1 PVA /S267K

Heavy Chain - mAb206-LCC[CLDN6]_HO

EVQLOOSGPELVKPGASMKISCKASGY SFTGYTMNWVKQSHGKNLEWIGLINFYNGETT VYNQRERGKATLTVDKSSS
TAYMELLSLTSEDSAVYYCARY DY
VTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCP
APPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTV
LHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGOQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALENHYTQKSLSLSPGK (SEQ ID NO:
511)

Light Chain - mAb206-LCC[CLDN6]_LO

QIVLTQSPAIMSASPGEKVTITC‘“\°QV”V EWFQQKPGTSPKLWVYSTSNLFEGVPARFGGSGSGTSYSLTISRM
EAEDAATYYCQQRSIYPE WFGGGTKLEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
512)

>XENP26849 mAb206-LCC[CLDN6] HOLO Fab-[ANTI-CD3] H1.30 L1.47 scFv(GKPGS)4-1sGl pl(-

) Isosteric A /PVA /S267K/L368D/K370S-Fc{216) 1gG1 C220S/PVA /S267K/S364K/E357Q

Chain 1 - mAb206-LCC[CLDN6]_HO_IgG1_pl(-)_Isosteric_A_/PVA_/S267K/L368D/K370S
EVQLOQOSGPELVKPGASMKISCKASGYSFTGYTMNWVKQSHGKNLEWIGL INFYNGGETIY SKATLTVDKSSS
TAYMELLSLTSEDSAVYYCARY ’LEXWGQGTTLTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEP
VIVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTOQTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCP
APPVAGPSVFLFPPKPKDTLMISRTPEVTICVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTV
LHODWLNGKEYKCKVSNKALPAPTIEKTISKAKGOQPREPQVYTLPPSREEMTKNQVSLTCDVSGEFYPSDIAVEWESDG
QPENNYKTTPPVLDSDGSFEFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
513)

Chain 2 - [ANTI-CD3]_H1.30_L1.47_scFv(GKPGS)4_Fc(216)_lgG1_C220S/PVA_/S267K/S364K/E357Q
EVQOLVESGGGLVQPGGSLRLSCAASGETEST YAMNWVROAPGKGLEWVGRIRSRYNNYATYYADEVKGRFTISRDDS
KNTLYLOMNSLRAEDTAVYYCVRIL b TAYWGOGTLVTVSS/GKPGSGKPGSGKPGSGKPGS/QAVVTQE
PSLTVSPGGTVTLTCEE STGAVTT SNYANWVQOKPGKSPRGLIGS APGVPARFSGSLLGGKAALTISGAQPED
EADYYCAL 'FGGGTKLTVL/EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVK
HEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTEKTI SKAKGOPR
EPQVYTLPPSREQMTKNQVKLTCLVKGEFYPSDIAVEWESNGOQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGN
VESCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO: 514)

N

Chain 3 - mAb206-LCC[CLDN6]_LO

QIVLTOSPAIMSASPGEKVTITCSEA LEWEQOKPGTSPKLWVY S TSNLEPSGVPARFGGSGSGTSYSLTISRM
EAEDAATYYC( YPE ?FGGGTKLEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
515)
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Figure 19

>XENP34229 C6-30[CLDN6] H1 L1 Fab-[ANTI-CD3] L1.47 H1.30 scFv(GKPGS)4-lgG1 PVA /S267K 1gG1 pl(-

) Isosteric A PVA /S267K/L368D/K370S-Fc{216) 1gG1 C220S/PVA [S267K/S364K/E357Q

Chain 1 - C6-30[CLDN6]_H1_IgG1_PVA_/S267K IgG1_pl(-)_lsosteric_ A_PVA_/S267K/L368D/K370S
QVQLVQSGAEVKKPGASVKVSCKTSGYTFET HWVRQAPGQSLEWMGG T PN NORFOGRVITITVDKSAS
TAYMELSSLRSEDTAVYYCARI: R GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSV
LTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWE
SDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
516)

Chain 2 - [ANTI-CD3]_L1.47_H1.30_scFv(GKPGS)4_Fc{216)_lgG1_C220S/PVA_/S267K/S364K/E357Q
QAVVTQEPSLTVSPGGTVTLTCQ“ T NWVOQKPGKSPRGLIGE PGVPARFSGSLLGGKAALTI
SGAQPEDEADYYCA GGGTKLTVL/GKPGSGKPGSGKPGSGKPGS/EVQLVESGGGLVQPGGSLRLSCA
ASGFTFSTYAMNWVRQAPGKGLEWYGRIRSKYNNYATYYADSVKGRFTISRDDSKNTLYLCMNSLRAEDTAVYYCVR
HGNFGDSYVSWFAYWGQGTLVTVSS/EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVK
HEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTI SKAKGQPR
EPQVYTLPPSREQMTKNQVKLTCLVKGEFYPSDIAVEWESNGOQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGN
VEFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO: 517)

Chain 3 - C6-30[CLDN6]_L1

DIQMTQSPSSLSASVGDRVTITC! LAWYQQKPGKVPKLLIS 'GVPSRFSGSGSGKDYTFTISS
LOPEDIATYYCQDYWSEPLTFGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:

518)

>XENP34637 C6-30[CLDN6] H2 L1-[ANTI-CD3] H1.30 L1.47 scFv{GKPGS)4-12G1 pl(-

) Isosteric A PVA /S267K/L368D/K370S-Fc(216) IgG1 C220S/PVA /S267K/S364K/E357Q

Chain 1- C6-30[CLDN6]_H2_L1_IgG1_pl{-)_Isosteric_A_PVA_/S267K/L368D/K370S
EVOLVOSGAEVKKPGESLRISCKTSGYTFTEYTMHWVROMPGKSLEWMGG T DENNGN TH? GGHVTISVDKSIS
TAYLOWSSLKASDTAMYYCARI VY FEPLY FLFWGAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTEFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSY
LTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWE
SDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
519)

Chain 2 - [ANTI-CD3]_H1.30_L1.47_scFv(GKPGS)4_Fc(216)_IgG1_C220S/PVA_/S267K/S364K/E357Q
EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMNWVRQAPGKGLEWVGRIESKYNMNYATYYADSVKEGRFTISRDDS
KNTLYLOMNSLRAEDTAVYYCVR ’WGQGTLVTVSS/GKPGSGKPGSGKPGSGKPGS/QAVVTQE
PSLTVSPGGTVTLTCES STGAVTTS HAJWVQQKPGKSPRGLIG" P KRAPGVPARFSGSLLGGKAALTI SGAQPED
EADYYCA VFGGGTKLTVL/EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVE
HEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTI SKAKGOPR
EPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGS FFLY SKLTVDKSRWQQGN
VFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO: 520)

Chain 3 - C6-30[CLDN6]_L1

DIQMTQSPSSLSASVGDRVTITCL WYQQKPGKVPKLLISGATSLETGVPSRFSGSGSGKDYTFTISS
LQPEDIATYYCQ; TEFGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC (SEQ ID NO:
521)
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Figure 20

>XENP35385 C6-30[CLDN6] H1 L1 Fab-[ANTI-CD3] L1.47 H1.32 scFv(GKPGS)4-IgG1 PVA /S267K 1gG1 pl{-

) Isosteric A PVA /S267K/L368D/K370S-Fc{216) 1gG1l C220S/PVA [S267K/S364K/E357Q

Chain 1 - C6-30[CLDN6]_H1_lgG1_PVA_/S267K IgG1_pl({-)_Isosteric_A_PVA_/S267K/L368D/K370S
QVQLVQSGAEVKKPGASVKVSCKTSGYTET WVROQAPGQSLEWMGGI DPRNGNTHYNDKFQGRVTITVDKSAS
TAYMELSSLRSEDTAVYYCART
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSY
LTVLHODWLNGKEYKCKVSNKALPAPIEKTI SKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGEYPSDIAVEWE
SDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVEFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
522)

Chain 2 - [ANTI-CD3]_L1.47_H1.32_scFv(GKPGS)4_Fc(216)_lIgG1_C220S/PVA_/S267K/S364K/E357Q
QAVVTQEPSLTVSPGGTVTLTCGS STGAVTT SNYANWVOOKPGKSPRGLIGETRKRAPGVPARFSGSLLGGKAALTT
SGAQPEDEADYYCA ’FGGGTKLTVL/GKPGSGKPGSGKPGSGKPGS/EVQLVESGGGLVQPGGSLRLSCA
ASGETFEFST WVRQAPGKGLEWVGRI BE3KANNYATYYADIVHGRFTISRDDSKNTLYLOQMNSLRAEDTAVYYCVR
HENEGDREY AYWGQGTLVTVSS/EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVK
HEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTEKTI SKAKGQPR
EPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGOQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGN
VESCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO: 523)

Chain 3 - C6-30[CLDN6]_L1
DIQMTQSPSSLSASVGDRVTITCY!
LQPEDIATYYCAX
LOSGNSQESVTEQ
524)

AWYQOKPGKVPKLLI SGAT ‘GVPSRFSGSGSGKDYTFTISS
TFGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
YSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:

>XENP35387 C6-30[CLDN6] H2 L1 Fab-[ANTI-CD3] 1L1.47 H1.32 scFv(GKPGS)4-lgG1 PVA /S267K 1gG1 pl(-

) Isosteric A PVA /S267K/L368D/K370S-Fc{216) 1gG1 C220S/PVA [S267K/S364K/E357Q

Chain 1 - C6-30[CLDN6]_H2_IgG1_PVA_/S267K IgG1_pl(-)_lsosteric_ A_PVA_/S267K/L368D/K370S
EVQLVQSGAEVKKPGESLRISCKTSGYTFT [HWVROMPGKSLEWMG 31 DE THYNGRFQSHVTISVDKSIS
TAYLOWSSLKASDTAMYYCARIY AGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKS CDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSYV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWE
SDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALENHYTQKSLSLSPGK (SEQ ID NO:
525)

Chain 2 - [ANTI-CD3]_L1.47_H1.32_scFv(GKPGS)4_Fc(216) IgG1_C220S/PVA_/S267K/S364K/E357Q
QAVVTQEPSLTVSPGGTVTLTCGS S TGAVIT SN YANWVOQOKPGKS PRGLI GG TN KRAPGVPARFSGS LLGGKAALTI
SGAQPEDEADYYCALWY S "’FGGGTKLTVL/GKPGSGKPGSGKPGSGKPGS/EVQLVESGGGLVQPGGSLRLSCA
CTRERANNYATYYADSVKGRFTISRDDSKNTLYLOMNSLRAEDTAVYYCVR

2 :fWGQGTLVTVSS/EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVK
R D BEVKFN YD GVEVHNAKTKPREEQYN STYRVVSVLTVLHQDWLN GKEYKCKVSNKALPAPT EKTT SKAKGQPR
EPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGN
VESCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO: 526)

Chain 3 - C6-30[CLDNS6]_L1

DIQMTOSPSSLSASVGDRVTITCOASEDLYNRLAWYQQKPGKVPKLLI SGATS LETGVPSRFSGSGSGKDYTFTISS
LQPEDIATYYC( TFGGGTKVEIK/RTVAAPSVEIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHOGLSSPVTKSFNRGEC (SEQ ID NO:
527)
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Figure 21A

>XENP34233 C6-30[CLDN6] H1 L1 Fab-C6-30[CLDN6] H1 L1 Fab (G45)2 [ANTI-

CD3] L1.47 H1.30 scFv(GKPGS)4 (G4S)2 Fc{222) IgGl PVA /S267K/S364K/E357Q-lgG1 pl(-

) Isosteric A PVA /S267K/L368D/K370S

Chain 1 - C6-30[CLDN6]_H1_IgG1_pl(-)_lsosteric_ A_PVA_/S267K/L368D/K370S
QVQLVQSGAEVKKPGASVKVSCKTSGYTFET WVRQAPGQSLEWMGG T DN Y NORFOGRVITITVDKSAS
TAYMELSSLRSEDTAVYYCARI: R GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSV
LTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWE
SDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
528)

Chain 2 - C6-30[CLDN6]_H1_Fab_(G4S)2_[ANTI-
€D3]_L1.47_H1.30_scFv{GKPGS)4_(G4S)2_Fc(222)_IgG1_PVA_/S267K/S364K/E357Q
OVQLVQSGAEVKKPGASVKVSCKTSGYTEFTEYIMHWVROAPGOSLEWMGH I DEN] <FUGRVTITVDKSAS
TAYMELSSLRSEDTAVYYCARIYYE JEWGAGTLVTVSS/ASTKGPSVEFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLS SVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCGGGGSGG
GGS/QAVVTQEPSLTVSPGGTVTLTCGIITGAVTTINYANWVQQKPGKSPRGLI G LGVPARFSGSLLGGKA
ALTISGAQPEDEADYY ’FGGGTKLTVL/GKPGSGKPGSGKPGSGKPGS/EVQLVESGGGLVQPGGS LR
LSCAAS GFT FST WVRQAPGKGLEWVGp SEYNNYATYYADSVEGRFTISRDDSKNTLYLOMNSLRAEDTAVY
YCVREGNFGLEYVSHEAYWGQGTLVTVS S/ GGGGSGGGGSKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMI SRTPEV
TCWVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYN STYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTT
SKAKGOPREPQVYTLPPSREQMTKNQVKLTCLVKGEYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFEFLYSKLTVD
KSRWQOGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO: 529)
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Chain 3 - C6-30[CLDN6]_L1_Light Chain

DIQMTQSPSSLSASVGDRVTITCRASE LAWYQQKPGKVPKLLIS 'GVPSRFSGSGSGKDYTFTISS
LOPEDIATYYC! S3FLTFGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:

530)
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Figure 21B

>XENP34638 C6-30[CLDN6] H2 L1 Fab-C6-30[CLDN6] H2 L1 Fab {G4S)2 [ANTI-

CD3] 11.47 H1.30 scFv{GKPGS)4 (G4S)2-lgG1 pl{-) Isosteric A PVA /S267K/L368D/K370S-

Fc{222) 1gG1 PVA /S267K/S364K/E357Q

Chain 1 - C6-30[CLDN6]_H2_IgG1_pl(-)_Isosteric_ A_PVA_/S267K/L368D/K370S
EVQLVQSGAEVKKPGESLRISCKTSGYTFT WVROQMPGKSLEWMGG T DR NORFQGHVTISVDKSIS
TAYLOQWSSLKASDTAMYYCARI Y KLY GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEEYNSTYRVVSV
LTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWE
SDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
531)

Chain 2 - C6-30[CLDN6]_H2_{G4S)2_[ANTI-
€D3]_L1.47_H1.30_scFv{GKPGS)4_(G4S)2_Fc(222)_IgG1_PVA_/S267K/S364K/E357Q

EVQLVQOSGAEVKKP GESLRISCKTSGYT FTEYTMHWVROMPGKS LEWMGE T DEN] <FOGHVTISVDKSIS
TAYLOWSSLKASDTAMYYCARI VY FGRLYFLFWGAGTLVIVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHT FPAVLQSSGLYSLS SVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCGGGGSGG
GGS/QAVVTQEPSLTVSPGGTVTLTCGIITGAVTTINYANWVQQKPGKSPRGLI G LGVPARFSGSLLGGKA
ALTISGAQPEDEADYY 'FGGGTKLTVL/GKPGSGKPGSGKP GSGKPGS/EVQLVESGGGLVQPGGS LR
LSCAAS GFT FST WVRQAPGKGLEWVGp SEYNNYATYYADSVEGRFTISRDDSKNTLYLOMNSLRAEDTAVY
YCVREGNFGLEYVSHEAYWGQGTLVTVS S/ GGGGSGGGGSKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMI SRTPEV
TCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYN STYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTT
SKAKGOPREPQVYTLPPSREQMTKNQVKLTCLVKGEYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFEFLYSKLTVD
KSRWQOGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO: 532)
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Chain 3 - C6-30[CLDN6]_ L1_Light Chain

DIQMTQOSPSSLSASVGDRVTITCOASZED I YN LAWYQQKPGKVPKLLISGATSLETGVPSRESGSGSGKDYTFEFTISS
LOPEDIATYYC! FGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:

533)
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Figure 22A

>XENP35386 C6-30[CLDN6] H1 L1 Fab-C6-30[CLDN6] H1 L1 Fab {G4S)2 [ANTI-

CD3] 11.47 H1.32 scFv{GKPGS)4 (G4S)2-lgG1 pl{-) Isosteric A PVA /S267K/L368D/K370S-

Fc{222) 1gG1 PVA /S267K/S364K/E357Q

Chain 1 - C6-30[CLDN6]_H1_IgG1_pl(-)_lsosteric_ A_PVA_/S267K/L368D/K370S
QVOLVQSGAEVKKPGASVKVSCKTSGYTET WVRQAPGQSLEWMGG T DN NORFOQOGRVTITVDKSAS
TAYMELSSLRSEDTAVYYCARI: RTLY GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEEYNSTYRVVSV
LTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWE
SDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
534)

Chain 2 - C6-30[CLDN6]_H1_L1_Fab_(G4S)2_Fc(222) IgG1_PVA_/S267K/S364K/E357Q
QVOLVQSGAEVKKRGASVKVSCKT SGYTFTE Y THEWVROAPGOS LEWMGG L. NOKFOGRVIITVDKSAS
TAYMELSSLRSEDTAVYYCART ¥¥ FGRLY GAGTLVTVSS/ASTKGPSVEPLAPSSKSTSGGTAALGCLVKDYR
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCGGGGSGG
GGS/QAVVTQEPSLTVSPGGTVTLTCGESTGAVTT SN YANWVQQKPGKSPRGLIGGE KRAPGVPARFSGSLLGGKA
ALTISGAQPEDEADYYCN GGGTKLTVL/GKPGSGKPGSGKPGSGKPG /EVQLVESGGGLVQPGGSLR
LSCAASGFTFS WVPQAPGKGLEWVGA RERANNYATYYADSVKGRFTISRDDSKNTLYLOQMNSLRAEDTAVY
YCVRHGNEGRSYVIWEAYWGQGTLVTVS S/ GGGGSGGGGSKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEV
TCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTI
SKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO: 535)

Chain 3 - C6-30[CLDN6]_ L1_Light Chain
DIQMTQSPSSLSASVGDRVTITC I YNPLAWYQQKPGKVPKLLISGATS LETGVPSRFSGSGSGKDYTFTISS
LOPEDIATYYCOQYWS SR

TFGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC (SEQ ID NO:
536)

>XENP35388 C6-30[CLDN6] H2 L1 Fab-C6-30[CLDN6] H2 L1 Fab (G4S)2 [ANTI-

CD3] L1.47 H1.32 scFv{GKPGS)4 (G4S)2-1gG1 pl{-) Isosteric A PVA /S267K/L368D/K370S-

Fc(222) 1gG1 PVA /S267K/S364K/E357Q

Chain 1 - C6-30[CLDN6]_H2_IgG1_pl(-)_Isosteric_A_PVA_/$267K/L368D/K370S
EVQLVQOSGAEVKKPGESLRISCKTSGYTET HWVROMPGKSLEWMGG I DENNGNTHYN GHVTISVDKSIS
TAYLOWSSLKASDTAMYYCARI VY FGRLY AGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSYV
LTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWE
SDGOPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
537)
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Figure 22B

Chain 2 - C6-30[CLDN6]_H2_L1_Fab_{G4S)2_Fc(222)_IgG1_PVA_/S267K/S364K/E357Q
EVOLVOSGAEVKKPGESLRISCKTSGYTET WVROMPGKSLEWMGG LDENNENTHYNOREFQGHVTIISVDKSIS
TAYLOWSSLKASDTAMYYCARI Y ¥ IGRLY GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCGGGGSGG
GGS/QAVVTQEPSLTVSPGGTVTLTC”“S” AVTTSNYANWVQOKPGKSPRGLIGE PGVPARFSGSLLGGKA
ALTISGAQPEDEADYYCAL FGGGTKLTVL/GKPGSGKPGSGKPGSGKPGS/EVQLVESGGGLVQPGGSLR
LSCAASGETES TWVROAPGKGLEWVGR I REKANNYATYYADSVEGRFTISRDDSKNTLYLOMNSLRAEDTAVY
YCVRIG AYWGQGTLVIVSS/GGGGSGGGGSKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEV
TCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKT I
SKAKGOPREPQVYTLPPSREQMTKNQVKLTCLVKGEYPSDIAVEWESNGQPENNYKTTPPVLDSDGSEFELYSKLTVD
KSRWOOGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO: 538)

FaDS

Chain 3 - C6-30[CLDN6]_ L1_Light Chain

DIQMTQSPSSLSASVGDRVTITCY: LETGVPSRFSGSGSGKDYTFTISS
LOPEDIATYYCH: TFGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
539)

>XENP37227 C6-30[CLDN6] H1.9 1L1.187 Fab-C6-30[CLDN6] H1.9 1L1.187 Fab (G4S)2 [ANTI-

CD3] L1.47 H1.32 scFv{GKPGS)4 (G4S)2-1gG1 pl(-) Isosteric A PVA /S267K/L368D/K370S-

Fc{222) IgG1 PVA /S267K/S364K/E357Q

Chain 1 - C6-30[CLDN6]_H1.9_IgG1_pi(-)_lsosteric_A_PVA_/S267K/L368D/K370S
QVOLVQOSGAEVKKPGASVKVSCKTSGYTETE HWVROQAPGQSLEWMGE I DENNANTHYNQRKFQGRVTITVDKSAS
TAYMELSSLRSEDTAVYYCARIYYFGRIY :WGAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTIVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTIMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEEYNSTYRVVSV
LTVLHODWLNGKEYKCKVSNKALPAPTEKTI SKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWE
SDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
540)

Chain 2 - C6-30[CLDN6]_H1.9 _(G4S)2_[ANTI-

CD3]_L1.47_H1.32_scFv(GKPGS)4_(G4S)2_Fc(222)_IgG1_PVA _/5267K/S364K/E357Q
OVOLVQSGAEVKKPGASVKVSCKTSGYTET WVROAPGQSLEWMGG I[P NOKFQGRVTITVDKSAS
TAYMELSSLRSEDTAVYYCAR] FWGAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFR
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKP SNTKVDKKVEPKSCGGGGSGG
GGS/QAVVTQERSLIVS PGETVILTCES STCAVIT S YANWVOOKPGKSPRGLIGE PGVPARFSGSLLGGKA
ALTISGAQPEDEADYYCHAILW: ;]W‘FGGGTKLTVL/GKPGSGKPGSGKPGSGKPGS/EVQLVESGGGLVQPGGSLR
LSCAASGFTFS”‘ WVRQAPGKGLEWVGRI RSKANNYATYYADIVKERFTISRDDSKNTLYLOMNSLRAEDTAVY
'fWGQGTLVTVSS/GGGGSGGGGSKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEV
WYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTI
SKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO: 541)

Chain 3 - C6-30[CLDN6]_L1.187_Light Chain

DIQMTQSPSSLSASVGDRVTITCL WYQQKPGKVPKLLIS "GVPSREFSGSGSGKDYTFTISS
LQPEDIATYYCQCYWEAP*’FGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSEFNRGEC (SEQ ID NO:
542)
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Figure 22C

>XENP37228 C6-30[CLDN6] H1.19 L1.187 Fab-C6-30[CLDN6] H1.19 L1.187 Fab (G45)2 [ANTI-

CD3] 11.47 H1.32 scFv{GKPGS)4 (G4S)2-lgG1 pl{-) Isosteric A PVA /S267K/L368D/K370S-

Fc{222) 1gG1 PVA /S267K/S364K/E357Q

Chain 1 - C6-30[CLDN6]_H1.19 1gG1_pl(-)_lsosteric_ A_PVA_/S267K/L368D/K370S
QVOLVQSGAEVKKPGASVKVSCKTSGYTET WVRQAPGQSLEWMGG T DN NORFOQOGRVTITVDKSAS
TAYMELSSLRSEDTATYYCARI: RTLY GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEEYNSTYRVVSV
LTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWE
SDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
543)

Chain 2 - C6-30[CLDN6]_H1.19_(G4S)2_[ANTI-
€D3]_L1.47_H1.32_scFv{GKPGS)4_(G4S)2_Fc(222)_IgG1_PVA_/S267K/S364K/E357Q
OVQLVQSGAEVKKPGASVKVS CKT SGYTFTEYTMHWVROAPGOSLEWMGH I DEN <FUGRVTITVDKSAS
TAYMELSSLRSEDTATYYCARI YYFGRLYFLFWGAGTLVIVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLS SVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCGGGGSGG
GGS/QAVVTQEPSLTVSPGGTVILTCGE ST HAVITEN VANWVQOKPGKSPRGLIGE LGVPARFSGSLLGGKA
ALTISGAQPEDEADYY ’FGGGTKLTVL/GKPGSGKPGSGKPGSGKPGS/EVQLVESGGGLVQPGGS LR
LSCAZ—\S GFT FST WVRQAPGKGLEWVGp SEANNYATYYADSVEGRFTISRDDSKNTLYLOMNSLRAEDTAVY
YCVREGNEGLEYY AYWGQGTLVTVSS/GGGGSGGGGSKTHTCPPCPAPPVAGP SVFLFPPKPKDTLMI SRTPEV
TCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYN STYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTT
SKAKGOPREPQVYTLPPSREQMTKNQVKLTCLVKGEYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFEFLYSKLTVD
KSRWQOGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO: 544)
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Chain 3 - C6-30[CLDN6]__L1.187_Light Chain
DIQMTQSPSSLSASVGDRVTITC! £
LQPEDIATYYC:
LOSGNSQESVTEQ
545)

RLAWYQOKPGKVPRLLISGS 'GVPSRFSGSGSGKDYTFTISS
TFGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEYPREAKVOWKVDNA
YSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSEFNRGEC (SEQ ID NO:

>XENP37229 C6-30[CLDN6] H1.22 11.187 Fab-C6-30[CLDN6] H1.22 11.187 Fab (G4S5)2 [ANTI-

CD3] L1.47 H1.32 scFv(GKPGS)4 (G4S)2-1gG1 pl(-) Isosteric A PVA /S267K/L368D/K370S-

Fc{222) IgG1l PVA /S267K/S364K/E357Q

Chain 1 - C6-30[CLDN6]_H1.22_IgG1_pl{-)_Isosteric A_PVA_/S267K/L368D/K370S
QVOLVQSGAEVKKPGASVKVSCKTSGYTET ‘*WVRQAPGQSLEWMG\: TUDPNNY 'QGRVTITVDKSAS
TAYMELSSLRSEDTAVYYCARILYFGRLYEFD GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLEFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSV
LTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWE
SDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
546)
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Figure 22D

Chain 2 - C6-30[CLDN6]_H1.22_(G4S)2_[ANTI-
CD3]_L1.47_H1.32_scFv(GKPGS)4_(GAS)2_Fc(222)_IgG1_PVA_/S267K/S364K/E357Q
QVOLVOSGAEVKKPGASVKVSCKTS GYT FTEY TNFVROAPGOS LEWMGEL DE NG T QK FOSRVITTVDKSAS
TAYMELSSLRSEDTAVYYCARI GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLETQTY I CNVNHKP SNTKVDKKVEPKS CGGGGSGE
GGS/QAWTQEPSLTVSPGGTVTLTC TENYANWVOQOKPGKSPRGLI GATNKRAR GVPARFSGSLLGGKA
ALTISGAQPEDEADYYCALWY SHHWY
LSCAASGFTFSTYAMNWVROAPGKGLEWVGRI B3 KANN Y ATY YADS VEGRFTI SRDDSKNTLYLOMN SLRAEDTAVY
YCOVREGNEGDS ‘\WGQGTLVTVSS/GGGGSGGGGSKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEV
TCVVVDVRHEDPEVRENWYVDGVEVENAKTKPREEQYN STYRVVSVLTVLHODWINGKEYKCKVSNKAL PAPT EKTT
SKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENNYKTTP PVLDSDGSFFLYSKLTVD
KSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO: 547)

Chain 3 - C6-30[CLDN6]_L1.187_Light Chain

DIQMTQSPSSLSASVGDRVTITCQ? LAWYQQKPGKVPKLLI S "GVPSRFSGSGSGKDYTFTISS
LOPEDIATYYCQOOYWSALT mFGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
548)

>XENP37230 C6-30[CLDN6] H1.22 L1.189 Fab-C6-30[CLDN6] H1.22 L1.189 Fab (G4S)2 [ANTI-

CD3] L1.47 H1.32 scFv{GKPGS)4 (G4S)2-lgG1 pl{-) Isosteric A PVA /S267K/L368D/K370S-

Fc({222) 1gG1 PVA /S267K/S364K/E357Q

Chain 1 - C6-30[CLDN6]_H1.22_lgG1_pl{-)_lsosteric_A_PVA_/S267K/L368D/K370S
QVQLVQOSGAEVKKPGASVKVSCKTSGYTFTE Y TMHWVROAPGCOS LEWMGS T DR NANTHYNORFOGRVTITVDKSAS
TAYMELSSLRSEDTAVYYCARI DFWGAGTLVTVSS/ASTKGPSVEPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSCGLYSLSSVVTVPSSSLGTQTYICNVNHKP SDTKVDKKVEPKS CDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSY
LTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWE
SDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
549)

SRLYE

Chain 2 - C6-30[CLDN6]_H1.22_(G4S)2_[ANTI-

CD3]_L1.47_H1.32_scFv(GKPGS)4_(G4S)2_Fc(222)_IgG1l_PVA _/SZ67K/S364K/E357Q
QVOLVQSGAEVKKPGASVKVSCKTS GYTETEY TMHWVROAPGOS LEWMGS] DEMIGNTH YNGR EGERVI TTVDKSAS
TAYMELSSLRSEDTAVYYCARI LY GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSGLY SLSSVVTVPSSSLGTOTY I CNVNHKP SNTKVDKKVEPKSCGGGGSGG
GGS/QAVVTQEPSLTVSPGGTVTLTC (WVQOKPGKSPRGLIGE PGVPARFSGSLLGGKA
ALTISGAQPEDEADYYCALWYS PGSGKPGSGKPGSGKPGS / EVOLVESGGGLVOPGGSLR
LSCAASCFTFST YAMIWVROAPGRGLEWVGR T BEKANN YATYYADSVEGRFTT SRDDSKNTLYLQMNSLRAEDTAVY
YCVRHGNFGLS YVSHEAYWGQGTLVTVS S/ GGGGS GGGGSKTHTCPPCPAPPVAGP SVFLFPPKPKDTLMI SRTPEV
TCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTEKTT
SKAKGQPREPQVYTLPPSREQMTKNOVKLTCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO: 550)

Chain 3 - C6-30[CLDN6]_L1.189 Light Chaln

DIQMTQSPSSLSASVGDRVTITCRA WYQQKPGKVPKLLISG 'GVPSRFSGSGSGKDYTFTISS
LOPEDIATYYCOOYWIGPLTFGG AAPSVFIFPPSDEQL VVCLLNNFYPREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
551)
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Figure 22E

>XENP37231 C6-30[CLDN6] H1.24 L1.187 Fab-C6-30[CLDN6] H1.24 L1.187 Fab (G45)2 [ANTI-

CD3] 11.47 H1.32 scFv{GKPGS)4 (G4S)2-lgG1 pl{-) Isosteric A PVA /S267K/L368D/K370S-

Fc{222) 1gG1 PVA /S267K/S364K/E357Q

Chain 1 - C6-30[CLDN6]_H1.24_1gG1_pl(-)_lsosteric_ A_PVA_/S267K/L368D/K370S
QVOLVQSGAEVKKPGASVKVSCKTSGYTET WVRQAPGQSLEWMGG T DN NORFOQOGRVTITVDKSAS
TAYMELSSLRSEDTAVYYCARI ¥YLGRLY GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEEYNSTYRVVSV
LTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWE
SDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
552)

Chain 2 - C6-30[CLDN6]_H1.24 (G4S)2_[ANTI-
CD3]_L1.47_H1.32_scFv(GKPGS)4_(G4S)2_Fc(222) IgG1_PVA_/S267K/S364K/E357Q
QVQLVQSGAEVKKPGASVKVSCKTSGYTFTEYTMHWVRQAPGQSLEWMGE T DENE {FUGRVTITVDKSAS
TAYMELSSLRSEDTAVYYCARI VY LGRLY :WGAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQRSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCGGGGSGG
GGS/QAVVTQEPSLTVSPGGTVTLTCGS ST GAVTTINYAN NWVQOKPGKSPRGLIGE LGVPARFSGSLLGGKA
ALTISGAQPEDEADYY ’FGGGTKLTVL/GKPGSGKPGSGKPGSGKPGS/EVQLVESGGGLVQPGGSLR
LSCAASGFTFS” "WVRQAPGKGLEWVGP SEANNYATYYADSVEGREFTISRDDSKNTLYLOMNSLRAEDTAVY
YCVREGHNEGLS Y AYWGQGTLVTVSS/GGGGSGGGGSKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEYV
TCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTI
SKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO: 553)

Chain 3 - C6-30[CLDN6]_ L1.187_Light Chaln
DIQMTQSPSSLSASVGDRVTITC"“' 2 LAWYQOKPGKVPKLLISG
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‘GVPSRESGSGSGKDYTFTISS
VVCLLNNFYPREAKVQWKVDNA
LQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
554)

>XENP37232 C6-30[CLDN6] H1.24 11.189 Fab-C6-30[CLDN6] H1.24 L1.189 Fab (G4S)2 [ANTI-

CD3] L1.47 H1.32 scFv{GKPGS)4 (G4S)2-1gG1 pl(-) Isosteric A PVA /S267K/L368D/K370S-

Fc{222) 1gG1 PVA /S267K/S364K/E357Q

Chain 1 - C6-30[CLDN6]_H1.24_1gG1_pl({-)_lsosteric_A_PVA_/S267K/L368D/K370S
QVQLVQSGAEVKKPGASVKVSCKTSGYTFT HWVROAPGOSLEWMGG I DR RNGNTHYNQKFQGRVIITVDKSAS
TAYMELSSLRSEDTAVYYCARIYY] i GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSYV
LTVLHODWLNGKEYKCKVSNKALPAPTIEKTI SKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWE
SDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
555)
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Figure 22F

Chain 2 - C6-30[CLDN6]_H1.24_(G4S)2_[ANTI-
CD3]_L1.47_H1.32_scFv(GKPGS)4_(GAS)2_Fc(222)_IgG1_PVA_/S267K/S364K/E357Q
QVOLVOSGAEVKKPGASVKVSCKTS GYTFTEY INFVROAPGOS LEWNGEL DENGN T QK FOSRVITTVDKSAS
TAYMELSSLRSEDTAVYYCARI GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLETQTY I CNVNHKP SNTKVDKKVEPKS CGGGGSGE
GGS/QAWTQEPSLTVSPGGTVTLTC TENYANWVOQOKPGKSPRGLI GATNKRAR GVPARFSGSLLGGKA
ALTISGAQPEDEADYYCALWY SHHWY
LSCAASGFTFSTYAMNWVROAPGKGLEWVGRI B3 KANN Y ATY YADS VEGRFTI SRDDSKNTLYLOMN SLRAEDTAVY
YCOVREGNEGDS ‘\WGQGTLVTVSS/GGGGSGGGGSKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEV
TCVVVDVRHEDPEVRENWYVDGVEVENAKTKPREEQYN STYRVVSVLTVLHODWINGKEYKCKVSNKAL PAPT EKTT
SKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENNYKTTP PVLDSDGSFFLYSKLTVD
KSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO: 556)

Chain 3 - C6-30[CLDN6]_L1.189_Light Chain

DIQMTQSPSSLSASVGDRVTITC” ‘”AWYQQKPGKVPKLLI581 “GVPSRFSGSGSGKDYTFTISS
LOPEDIATYYCOOYWAGET mFGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHOGLS SPVTKSFNRGEC (SEQ ID NO:
557)

>XENP37233 C6-30[CLDN6] H2.91 L1.187 Fab-C6-30[CLDN6] H2.91 L1.187 Fab (G4S)2 [ANTI-

CD3] L1.47 H1.32 scFv{GKPGS)4 (G4S)2-lgG1 pl{-) Isosteric A PVA /S267K/L368D/K370S-

Fc({222) 1gG1 PVA /S267K/S364K/E357Q

Chain 1 - C6-30[CLDN6]_H2.91_IgG1_pl{-)_lsosteric_A_PVA_/S267K/L368D/K370S
EVOLVQSGAEVKKPGESLRISCKTSGYTFTE Y TMHWVROMPGKS LEWMGG LD PN NFNTHYNOKFOGHVTISVDKSIS
TAYLOWSSLKASDTAMYYCARI FWGAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSCGLYSLSSVVTVPSSSLGTQTYICNVNHKP SDTKVDKKVEPKS CDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSY
LTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWE
SDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
558)

GR

Chain 2 - C6-30[CLDN6]_H2.91_(G4S)2_[ANTI-

CD3]_L1.47_H1.32_scFv(GKPGS)4_(G4S)2_Fc(222)_IgG1l_PVA _/SZ67K/S364K/E357Q
EVQLVQSGAEVKKPGESLRISCKTSGYTFTEY TUHIVROMPGK S LEWMGS1 DEMIEN THYNOR FQEHVI TSVDKSIS
TAYLOWSSLKASDTAMYYCARI VY GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOS SVVTVPSSSLGTOTYICNVNHKPSNTKVDKKVEPKSCGGGGSGG
GGS/QAVVTQEPSLTVSPGGTVTLTC WVQOKPGKSPRGLIGE PGVPARFSGSLLGGKA
ALTISGAQPEDEADYYCALWYS PGSGKPGSGKPGSGKPGS / EVOLVESGGGLVOPGGSLR
LSCAASCFTFST YAMIWVROAPGRGLEWVGR T BEKANN YATYYADSVEGRFTT SRDDSKNTLYLQMNSLRAEDTAVY
YCVRHGNFGLS YVSHEAYWGQGTLVTVS S/ GGGGS GGGGSKTHTCPPCPAPPVAGP SVFLFPPKPKDTLMI SRTPEV
TCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTEKTT
SKAKGQPREPQVYTLPPSREQMTKNOVKLTCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO: 559)

Chain 3 - C6-30[CLDN6]_L1.187_Light Chaln

DIQMTQSPSSLSASVGDRVTITCRA WYQQKPGKVPKLLISG 'GVPSRFSGSGSGKDYTFTISS
LOPEDIATYYCOQY TTEFGG AAPSVFIFPPSDEQL VVCLLNNFYPREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
560)
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Figure 22G

>XENP37547 C6-30[CLDN6] H2.91 1L1.187 Fab-C6-30[CLDN6] H2.91 L1.187 Fab (G4S)2 [anti-

CD3] L1.47 H1.32 scFv(GKPGS)4 (G4S)2-1gG1 pl{-) Isosteric A PVA /S267K/L368D/K370S/M428L/N434S-
Fc{222) 1gG1 PVA /S267K/S364K/E357Q/M428L/N434S

Chain 1 - C6-30[CLDN6]_H2.91_1gG1_pl(-)_lsosteric_ A_PVA_/S267K/L368D/K370S
EVQLVQSGAEVKKPGESLRISCKTSGYTET! HWVRQMPGKSLEWMGG LUk ‘OEHVTISVDKSIS
TAYLOWSSLKASDTAMYYCARIYYF fWGAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF

CGRLY
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKP S DTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVENAKTKPREEEYNSTYRVVSY
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVS LTCDVSGEFYPSDIAVEWE
SDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVLHEALHSHYTOKSLSLSPGK (SEQ ID NO:
561)

Chain 2 - C6-30[CLDN6]_H2.91_(G4S)2_[anti-
CD3]_L1.47_H1.32_scFv(GKPGS)4_(G4S)2_Fc(222)_IgG1l_PVA_/S267K/S364K/E357Q/M428L/N434S
EVOLVQSGAEVKKPGESLRISCKTSGYTET SWVROMPGKS LEWMGG T DR NOKFOGHVTISVDKSIS
TAYLOQWSSLKASDTAMYYCARIY RLY GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCGGGGSGG
GGS/QAVVTQEPSLTVSPGGTVTLTCA! TlikiﬁNWVQQKPGKSPRGLIG} GVPARFSGSLLGGKA
ALTISGAQPEDEADYYCA :FGGGTKLTVL/GKPGSGKPGSGKPGSGKPG LVESGGGLVQPGGSLR
LSCAASGFTF WVRQAPGKGLEWVGRI RS KANNYATY WEGRFTISRDDSKNTLYLOMNSLRAEDTAVY
YCVRH FAYWGQGTLVTVSS/GGGESGGGGSKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEV
TCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTI
SKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWQQGNVFSCSVLHEALHSHYTQKSLSLSPGK (SEQ ID NO: 562)

N

EREIDH

Chain 3 - C6-30[CLDN6]_L1.187 Light Chain

DIQMTQSPSSLSASVGDRVTITCK YN RLAWYQQKPGKVPKLLISGA IGVPSRFSGSGSGKDYTFTISS
LQPEDIATYYC{Y! 2 ”FGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSEFNRGEC (SEQ ID NO:
563)

>XENP37545 C6-30[CLDN6] H1.24 11.187 Fab-C6-30[CLDN6] H1.24 L1.187 Fab (G4S)2 [anti-

CD3] L1.47 H1.32 scFv{GKPGS)4 (G4S)2-1gG1 plf-) Isosteric A PVA /S267K/L368D/K370S/M428L/N434S-
Fc(222) 1gG1 PVA /S267K/S364K/E357Q/M428L/N434S

Chain 1- C6-30[CLDN6]_H1.24_lgG1_pl(-)_lsosteric_A_PVA_/S267K/L368D/K370S
QVOLVOSGAEVKKPGASVKVSCKTSGYTETEYT VRQAPGQSLEWMG:IDF
TAYMELSSLRSEDTAVYYCARI VY LGRLY GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSV
LTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWE
SDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVLHEALHSHYTQKSLSLSPGK (SEQ ID NO:
564)
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Figure 22H

Chain 2 - C6-30[CLDN6]_H1.24_(G4S)2_[anti-

CD3]_L1.47_H1.32_scFv(GKPGS)4_({GAS)2_Fc(222)_IgG1_PVA _/5267K/S364K/E357Q/M428L/N434S
QVOLVOSGAEVKKPGASVKVSCKTS GYTFTEY IXFVROAPGOS LEWMGEL DENGN T QK FOSRVITTVDKSAS
TAYMELSSLRSEDTAVYYCARI GAGTL'\/TVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLETQTY I CNVNHKP SNTKVDKKVEPKS CGGGGSGE
GGS/QAWTQEPSLTVSPGGTVTLTC TENYANWVOOKPGKSPRGLIGH
ALTISGAQPEDEADYYCALWY SHHWY
LSCAASGFTFSTYAMNWVROAPGKGLEWVGRI B3 KANN Y ATY YADS VEGRFTI SRDDSKNTLYLOMN SLRAEDTAVY
YCOVREGNEGDS ‘\WGQGTLVTVSS/GGGGSGGGGSKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEV
TCVVVDVRHEDPEVRENWYVDGVEVENAKTKPREEQYN STYRVVSVLTVLHODWINGKEYKCKVSNKAL PAPT EKTT
SKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENNYKTTP PVLDSDGSFFLYSKLTVD
KSRWQQGNVFSCSVLHEALHSHYTQKSLSLSPGK (SEQ ID NO: 565)

IS7e

'RAPGVPARFSGSLLGGKA

Chain 3 - C6-30[CLDN6]_L1.187_Light Chain

DIQMTQSPSSLSASVGDRVTITC: WYQOKPGKVPKLLIS "GVPSRFSGSGSGKDYTFTISS
LOPEDIATYYCA: TFGGGT KVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:

566)

>XENP37541 C6-30[CLDN6] H1.9 11.187 Fab-C6-30[CLDN6] H1.9 11.187 Fab (G4S)2 [anti-

CD3] L1.47 H1.32 scFv(GKPGS)4 (G4S)2-gG1 pl{-) Isosteric A PVA /S267K/L368D/K370S/M428L/N434S-
Fc{222) 1gG1 PVA /S267K/S364K/E357Q/M428L/N434S

Chain 1 - C6-30[CLDN6]_H1.9_1gG1_pl(-)_lsosteric_A_PVA_/S267K/L368D/K370S
QVQLVQSGAEVKKPGASVKVSCKT SGYTFTEYTMHWVROAPGQS LEWMGE T DENNANTH
TAYMELSSLRSEDTAVYYCART B
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSV
LTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWE
SDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVLHEALHSHYTQKSLSLSPGK (SEQ ID NO:
567)

Chain 2 - C6-30[CLDN6]_H1.9 (G4S)2_[anti-
CD3]_L1.47_H1.32_scFv(GKPGS)4_(G4S)2_Fc(222)_IgG1l_PVA _/5267K/5364K/E357Q/M428L/N434S
QVOLVQSGAEVKKPGASVKVSCKTSGYTETE HWVRQAPGQSLEWMGE T DENNANTF {FQGRVTITVDKSAS
TAYMELSSLRSEDTAVYYCARIY :WGAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCGGGGSGG
GGS/QAVVTQEPSLTVSPGGTVTLTCG ‘QWVQQKPGKSPRGLIG’ { PGVPARFSGSLLGGKA
ALTISGAQPEDEADYYC! ’FGGGTKLTVL/GKPGSGKPGSGKPGSGKPGS/EVQLVESGGGLVQPGGSLR
LSCAASGFTFSTYAM WVPQAPGKGLEWVGD“E?“ NN YATYYADSVEGRFTISRDDSKNTLYLOQMNSLRAEDTAVY
YCVRHGNFGLSVVSHFAYWGQGTLVTVSS/ GGGESGGGGSKTHTCPPCPAPPVAGPSVEFLFPPKPKDTLMISRTPEV
TCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTI
SKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWQQGNVFSCSVLHEALHSHYTQKSLSLSPGK (SEQ ID NO: 568)

FORIY

S

Chain 3 - C6-30[CLDN6]_L1.187_Light Chain

DIQMTQSPSSLSASVGDRVTITC)! RLAWYQOKPGKVPKLLIS "GVPSRFSGSGSGKDYTFTISS
TFGGGTKVEIK/RTVAAPSVFIFPPSDEQLKS GTASVVCLLNNFYPREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
569)
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Figure 27
Estimated | Estimated . CLDN9/CLDN6
€6-30 ﬁ_ CLDN6 CLDNS Estimated ECS50 ratio
\Larmt Mutation EC50 EC50 CLDNS/CLDNG normalized to
- {Kabat) (ﬂgﬁ) n_mL EC30 ratio 30.1 H2L1
XENP34220 H2L1 - 870.8 5821.0 6.7 1.0
XENP35085 | H1.1_L1 D525 2509.0 15452.5 6.2 09
XENP35086 | H1.2_L1 D52N 1459.0 121339 8.3 1.2
XENP35087 | H1.3_L1 P52aS 685.5 2818.4 4.1 0.6
XENP35088 | H1.4_ L1 P52aA 1124.0 5333.3 47 0.7
XENP35089 | H1.5_L1 N53Q 1696.0 12560.3 74 11
XENP35091 | H1.7_L1 N54Q 666.9 33574 5.0 0.8
XENP35092 | H1.8_L1 G55D 2017.0 7261.1 3.6 0.5
XENP35093 | H1.9_L1 G55A 1042.0 7430.2 7.1 11
XENP35094 | H2.1 L1 D52S 1802.0 9817.5 54 0.8
XENP35095 | H2.2_L1 D52T 2111.0 119124 5.6 0.8
XENP35096 | H2.3_L1 P52aS 1001.0 5116.8 51 0.8
XENP35097 | H2.4_l1 P52aG 1190.0 4446.3 3.7 0.6
XENP35098 | H2.5_L1 N53Q 2204.0 7063.2 3.2 0.5
XENP35099 | H2.6_L1 N54D 1628.0 13458.6 8.3 1.2
XENP35100 | H2.7_L1 N54Q 800.6 3556.3 44 0.7
XENP35101 | H2.8_L1 G55D 1190.0 9183.3 7.7 1.2

SUBSTITUTE SHEET (RULE 26)




PCT/US2022/019556

WO 2022/192403

86/137

[iwyBu] -ouod av

90l s0L (14153 c0l z0L 101 o0l -0 z-01

1 . " s re s A i oL
Pév»o L
- - % % E
T'9TE £799 vZzZ LA v v E
SNQ1D | ONG1D | SNa1D i« E

OuAd asnow | uewny o Py FOOL
LA e |
(Tw7Bu) 0503 s \eﬂ‘ [
i L d E
4 x4 E

\n » Foool
. QQ 3
AT r
-~ ee.K E
& § E

e %ﬁt. ouko oNGgTO - [ 00000
A - L
e 4 — o F
n“numu.u.»v-.i.wi 3SNOW™GNQTO -a- [
uewny gNaD -e- E
o 000001}

94-AdJos-?qed L + Z Ul €D X LILH 0€-9D
€ETYEANIAX

asz a4n3i4

[ilwyBu] ouoD av

o0l sOL +0l €0l z01L 1oL o0l -0l z-0l
2 A ; : . ) : . oL
Zoov | Zzew | Tese
9Na1D SNATD SNAT1D
ouid asnow uewny
{Tw7Bu) ogo= Eool
FO00 L
FooooL
> oufo"ONO1D -¥-
o, = —
e - .\.\\\”\ SSNOW ™ ONA1D - A-
Rgivh il It uBWNYTONGTO -@-
000001

94-Ad49s-2qed | +Z Ul €D X L1LH ¥2-90
2eZreEdN3IX

€8¢ 24n314

[I4W] Lbody-puz

[In] 2yedv-pug

[jwyBu] -2uod gy

90l sOl +OL €0l z0l 10l o0l -0l =0l
L L L L L 1

Y995 Z/6TT £8YE
SNa1D SN | 9NaTD
ouAd asnow | uewny

QUAYTONOTD |
asnow gNQT1D —A—
UBWINY"ONA1D -e-

94-Ad49s-qed L + L Ul €09 X LT1LH 0€-90

0001

0000}

000001

62CVe€dN3IX
282 24nsy
[lw/Bu] "ouod av
90l s0b +Ol 0} z0L 0L o0l -0) z0L
L X L L L ) L . oL
%2, %,
€907 V6ZE 65LT sW %,
9NT1D SNO10 9NOT1O @4 v
oukd Jsnow uewny
s FOOL
FOOOL
FOOOO0L
ouAsT9NATO
8SNOW ONTD —A—
uBLINY ¢
U ONTO -e- 000001

94-A49s-qed | + | Ul €D X L1LH ¥2-9D
82ZvEdNIX

v8Z @4n314

[14w] Lyodv-puz

[l Ly9dv-puz

SUBSTITUTE SHEET (RULE 26)



PCT/US2022/019556

[lw/Bu] -ouoD qy
a0l sOlL »0lL nn.uv Nn_ur 101 o0l -0l z-0l

llwBu] ouod qy

87/137

WO 2022/192403

1 A \ 1 " ol s0L s0L +0l 0L z0L 0L o0l -0l z-0L
% % % ol
@v@o@«@@ - 8TE | sois | wmee N .&v\
L9t '88S St A v v o 9Na1D 9Naid INa1 09 \Jv
gNa1d | ona1d | ona1d x°° wOOF oukd v Vv
ouhs asnow | uewny \P\\ .v. FOOL
(Jubu) 0593 P [ L
A \0.. 3 >
\\\ \\\ ml %
A ook = 0004
. E
’ 4 L _—
’ \\ _ m
\\-...‘ ouko"oNg1o -»- [0000L OUAO NGO — [0000}
a _ ot
& sgin n.\.h\.\* SSNOUl ONA1O -4 9SNOW™GNQTO -+
REL uBLWNY ONATO -@- 3 uewny 9NGT1O -e-
-00000L 000004
94-Ad49s-¢qed | + Z Ul €dD X L1ZH 0£-9D o4-Adds-qed | + | Ul €D X L1ZH 0€-9O0
8€9VEANIX LEIYEANIX
482 aunsiy4 38z aun3i4

(4] Zy9dv-puz

SUBSTITUTE SHEET (RULE 26)



PCT/US2022/019556

WO 2022/192403

88/137

[lwyBu] "ou0) ay

000000} 00000L 0COOL 000} 00l ol I 1’0
L P L L ! L X ot
Eool
HooA-3E6Z &
AEYLITONOT10-3€62 -
6NQ13-3e62 EoooL
YNA13-3e6C =
ENQIS-3E6C o~
9INQ10-3e6Z -+
Eooool
X2'sl
T LI
a'8ee €EL9 © S'6GE [EETVE! |
AEVTI ING13 :6NT1D INA1D: dNIX
L RSy i.....i E0OOOOL
94-A49s-%qeq | +Z U1 €D X L1LH 0£-9D
€ECYEANIX
asz a.n3yy
[lw/Bu] -ouo) qv
0000c0L Q0000L 00001 000} QoL o} 3 1’0
L L L L 1 L L roL
0oL
_ ON-3esz o
L1 ONQTIO-3E62 -
6NQ10-3E6C ~ 000}
YNA1O-3€62 =
ENQ10-3€6C -8~
ONaTIO0-3€62 ¥
XzTT 00001
N —
P8y iseml v
{AEVTI GNGTD [6NTTI O
L
000004
94-A49s-?qed | + g ul €D X L1LH #2-9D
ceeredN3X
262 2.n314

[I4N] Zyodv-puz

[l Lpodv-pug

[Iw/Bu] -suo] gy

000000, 000001 0000} 0001 0oL ol L 10
; ! ; h ; ) _ 0
>mv_._lmznn_0|mmmw - ool
6NQ10-3e62
PNQT1O-3C62 -
€NQ1O-3c6Z e~
ONQT0-3e6Z ¥ FO00L
0000 L
000001
94-Ad4os-ded | + L Ul €D X L1LH 0£-90
62CPEdN3IX
D62 ain3i4
[lw/Bu] -ou0d qvy
000000L 000001 0o00L 0001 00l oL 9 1'0
0 X 0 X ; ) ' o,
\ 001
JO0N-IE6C &
ALrLITONATO-3862 W
6NQT1D-3€62 —— FOOOL
PYNAT1O-3€62 W
ENQTO-3€62 &
ONQT10-3€62 ¥
0000L
000001

94-A49s-qed | + | Ul €dO X LLH ¥2-9D
82CVe€dN3X

V6Z 24n814

[IANT Lyodv-pug

[I4Nl Lpody-pug

SUBSTITUTE SHEET (RULE 26)



PCT/US2022/019556

WO 2022/192403

89/137

000000} 00000}

00001}

[lw/Bu] -ouod qv
0001 00l

L0

EEEEEF[FIO—.

MOOW-TIE6Z ¢
AEVLIT9NQ1O-3e6T -
B6NUTO-3E6T —*
PNAT1O-3E6C W
eNQ10-3c6Z -o-
9NdT1O-3E6Z ¥

8€9VEdNIX

462 34n314

00 L

FO00L

F0000L

: 000001
o4-A49s-%qe4 | + Z U1 €AD X L1ZH 0€-9D

l14nl 2¥94v-puz

[lw/6u] -ouod ay

0000001 000OCL 0000l 000} 001 oL L _,.mU
F00 L
JOON-IEGC &
AEYLITONA1O-3E62 =
6NQ10-3E6C —~+— £000 L
YNa1D-3c62 W
ENQ10-3E6Z -@-
ONQ10-3e62 %
X9'9 |OOOO—.
- 1 .
€8821 #8998 | ¥BS0T : LEIVE !
AEVII 9NGTI 6NQTD |9NAT) dN3X |
S kit
. Nwpsuyosss T 000001
94-Ad49s-qed L + L Ul €I X L1ZH 0€-90
LEIYEANIX
367 a.n314

14N 2y9dv-pug

SUBSTITUTE SHEET (RULE 26)



PCT/US2022/019556

WO 2022/192403

90/137

1Y ¥ IH{0E-9D
UERGE IS

N

LBEEEANIX

/ BTV TH oSy PEREENEL
/ BLESEINT, Yo
TV 2U7H 0690
s s . :
: i T BETEH 0E-a

- . SO AN 3N
TF O8EH 090

CEOSEANIN

0¢ ainbig4 |

&

o9 T ZH 0890
| G985EANTXK

&

e
3

TTH B9
FRESEANTR

77

v 7
P

peecey
o

gy

Eo
& 7

>

7

]
73

werrre

SUBSTITUTE SHEET (RULE 26)



WO 2022/192403

91/137
Figure 31A

EC50 (ng/ml)
A) C6-30 Variant | On On CLDN9/6

CLDN6 CLDN9 ratio
XENP26863 COMPARATOR | 273.8 7374 26.93
XENP34218 H1_L1 1241 54237 43.70
XENP34220 H2_L1 1632 43826 26.85
XENP35044 H2_L1.1 4338 NA NA
XENP35047 H2_L1.4 795.2 17550 22.07
XENP35050 H2_L1.7 2218 99339 44.79
XENP35059 H2_L1.16 1276 32669 25.60
XENP35061 H2_11.18 1248 56295 45.11
XENP35062 H2_L1.19 1225 86760 70.82
XENP35064 H2_L1.21 979.2 14147 14.45
XENP35065 H2_L1.22 1478 69069 46.73
XENP35066 H2_L1.23 1590 31803 20.00
XENP35070 H2_L1.27 1183 29684 25.09
XENP35087 H13 11 1198 31760 26.51
XENP35088 H14 11 1286 29242 22.74
XENP35090 H1.6 L1 1556 44628 28.68
XENP35091 H1.7_L1 1433 31427 21.93
XENP35092 H1.8 L1 1160 24998 21.55
XENP35093 H19 11 978 53115 54.31
XENP35096 H2.3_L1 1241 110298 | 88.88
XENP35097 H2.4 11 1103 72866 66.06
XENP35100 H2.7_L1 1139 63509 55.76
XENP35101 H2.8_L1 24783 1061 0.04
XENP35102 H2.9 11 3526 1432 0.41
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Figure 31B
EC50 (ng/ml)
B) €6-30 Variant | On On CLDN9/6
CLDN6 CLDN9 ratio
XENP26863 COMPARATOR | 73.97 1874 25.33
XENP34218 H1 L1 344.3 11556 33.56
XENP34220 H2_L1 390.8 11056 28.29
XENP35090 H1.6_L1 902.7 7062 7.82
XENP35865 H2_L1.60 685.7 123972 | 180.80
XENP35883 H1.19 11 617.2 16767 27.17
XENP35886 H1.22 11 941.1 24483 26.02
XENP35888 H1.24 11 657.4 43820 66.66
XENP35890 H2.11 11 408.1 34071 83.49
XENP35891 H2.12_11 473.6 44135 93.19
XENP35929 H2_L1.107 791.8 99068 125.12
XENP35936 H2_11.114 828.6 57436 69.32
XENP35979 H2_11.187 323 29169 90.31
XENP35981 H2_11.189 403.5 31700 78.56
XENP36021 H2.71 11 902.4 49328 54.66
XENP36022 H2.72_11 5139 47177 91.80
XENP36025 H2.75_11 1343 61089 45.49
XENP36040 H2.90_l1 705.5 66108 93.70
XENP36041 H2.91 11 4494 32521 7237
XENP36065 H2.118_L1 783 491857 | 628.17
XENP36066 H2.119_L1 567 18031 31.80
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Figure 33
C6'3O Va riantS CELCDSI\:J6 CEL(I:DSI\:)Q CLEI%I\;?)/lgLI?NG CLDN6 CLDN9 CLDN6/CLI?N9

atio AUC AUC AUC Ratio

XENP34218 H1L1 373.2 8594 23.02787 3.88E+09 | 1.38E+09 2.802246

XENP34220_H2L1 294.7 | 10485 35.57855 3.62E+09 | 1.64E+09 2.20981
XENP26863 (COMPARATOR) 42.24 2146 50.80492 2.55E+09 | 1.58E+09 1.616028
XENP36956_H1.22_11.187 658.3 | 29584 44.94 4.07E+09 | 1.61E+08 25.34196
XENP36957_H1.24 11.187 305.3 | 21240 69.57091 4.63E+09 | 4.41E+08 10.49091
XENP36958 H1.19 11.187 414.6 | 17235 41.57019 4.91E+09 | 4.92E+08 9.969486

XENP36959_H1.9_11.187 392.2 | 18873 48.12086 4.92E+09 | 5.09E+08 9.67232
XENP36960_H1.22_11.189 1072 | 60046 56.01306 3.93E+09 | 1.88E+08 20.88547
XENP36961_H1.24 11.189 562.1 | 31368 55.80502 4.63E+09 | 4.2E+08 11.03723
XENP36962_H1.19 11.189 450.1 | 15252 33.8858 4.6E+09 | 6.85E+08 6.710047

XENP36963 H1.9 11.189 451.6 | 25916 57.38707 4.69E+09 | 6.73E+08 6.95726
XENP36964 H2.3_11.187 259.5 | 26066 100.447 4.42E+09 | 4.94E+08 8.951393
XENP36965_H2.12_11.187 279.1 | 16705 59.8531 4.57E+09 | 5.79E+08 7.881124
XENP36966 H2.91 11.187 349.9 19604 56.02744 5.27E+09 | 5.24E+08 10.05439
XENP36967 H2.118 11.187 313.6 26403 84.19324 4.29E409 | 4.38E+08 9.796817
XENP36968 H2.3_11.189 452 36292 80.29204 4.37E+09 | 5.86E+08 7.458967
XENP36969_H2.12_11.189 295.1 | 11508 38.99695 4.02E+09 | 7.66E+08 5.251557
XENP36970_H2.91_11.189 394.6 | 24490 62.06285 4.91E+09 | 6.15E+08 7.988906
XENP36971 H2.118 11.189 378.8 | 14082 37.17529 3.6E+09 | 5.18E+08 6.948966
XENP36972_H1_L1.187 307.6 | 16192 52.63979 4.9E+09 | 5.34E+08 9.166706
XENP36973_H1_L1.189 466.5 | 18579 39.82637 4.55E+09 | 8.06E+08 5.640381
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Figure 34A
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Figure 34B
CLDN9
20000+
2 + 1 Fab,-scFv-Fc Bivalents
C6-30_H1L1 parental - XENP35386 -3+ XENP34218
C6-30_H2L1 parental —— XENP35388 -+- XENP34220
o C6-30_H1.9_L1.187 -e— XENP37227 -®- XENP36959
% CB6-30_H1.19_L1.187 -m XENP37228 -#- XENP36958
% C6-30_H122_L1.187 —a XENP37229 --A- XENP36956
E C6-30_H1.22_L1.189 — XENP37230 -¥-- XENP36960
:‘:5 10000+ C6-30_H1.24_L1.187 —e— XENP37231 - XENP36957
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Figure 36A
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Figure 36G Figure 36H
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Figure 37
80+
60
Q
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- 40+
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201
X Target cells only
Target + Effector
0 * cells only
0.001 0.01 0.1 1 10 100 1000 10000
Ab Conc [ng/ml]

1 +1 Fab-scFv-Fc w/ CD3 High @ XENP34228 4l XENP34229 -0~ XENP34637*
2 +1 Fab,-scFv-Fc w/ CD3 High -©© XENP34232 {4 XENP34233 < XENP34638
*XENP34637 utilizes CD3 scFv in VHVL orientation; remaining test articles utilize VLVH orientation

Sample ID Format FV Humanization ::1,21/:115-)'-(:(: average EC50
XENP34229 1+1 C6-30 H1L1 75.6 +32.3

XENP34233 2+1 C6-30 H1L1 53+15

XENP34637 1+1 C6-30 H2L1 205.5+115.4

XENP34638 2+1 C6-30 H2L1 24+12

XENP34228 1+1 C6-24 H1L1 11413

XENP34232 2+1 C6-24 H1L1 1.0+09
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Figure 38A

1007 X Effector cells only

¥ Target + Effector cells only

80+

60+
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Figure 38B

100

X Effector cells only

¢ Target + Effector cells only

0.001 0.01 0.1 1 10 100 1000 10000
Ab Conc [ng/ml]

1+ 1 Fab-scFv-Fc w/ CD3 High -@ XENP34228 4l XENP34229 -@- XENP34637
2 +1 Fab,-scFv-Fc w/ CD3 High €© XENP34332 4 XENP34233 -©- XENP34638
*XENP34637 utilizes CD3 scFv in VHVL orientation; remaining test articles utilize VLVH orientation
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Figure 42

EC50_%Zombie+ on targets (ng/mL)

PA-1 0ov-90
XENP34229 287 200.3
XENP34233 12.44 14.38
XENP34637 469.7 590.5
XENP34638 5.989 9.29
XENP26849 0.1084 0.299
XENP28817 1.352 5173
XENP35385 5701 472
XENP35386 14.26 19.19
XENP35387 1045 908.3
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Figure 44

EC50_CD107a on CD8+
PA-1 0oVv-90 NEC-8 COV-318

XENP34229 | 322.6 1097 1178 118
XENP34233 | 13.18 67.02 88.68
XENP34637 | 512.9 1714 1909 1012

XENP34638 | 7.561 44.08 54.54
XENP26849 | 0.2754 2.396 2.285 22.29
XENP28817 | 2.064 23.56 20.21 38.66
XENP35385 | 686.7 2444 2383
XENP35386 | 14.72 103.9 173.2
XENP35387 1079 4280 3613
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Figure 46A
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Figure 49A
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Figure 52B
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Figure 52F
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Figure 53C
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Figure 54
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Figure 58

Blood concentration over time following high 60X dose

Concentration
]

[,

10 15
Time (Days)

XENP37541 C6-30_H1.9_L1.187 2+1 Fab,-scFv-Fc w/ CD3 High-Int#1 + Xtend

XENP37545 C6-30_H1.24_L1.187 2+1 Fab,-scFv-Fc w/ CD3 High-Int#1 + Xtend

—h
—-o- XENP37634 C6-30_H1.9_L1.187 2+1 Fab,-scFv-Fc w/ CD3 High-Int#2 + Xtend
-
-

XENP37547 C6-30_H2.91_L1.187 2+1 Fab,-scFv-Fc w/ CD3 High-Int#1 + Xtend
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Figure 59A

>XENP37630 C6-30[CLDN6] H1.9 11.187 Fab-C6-30[CLDN6] H1.9 L1.187 Fab (G4$)2 [anti-

CD3] L1.47 H1.89 scFv(GKPGS)4 (G4S)2-1gG1 pl{-) Isosteric A PVA /S267K/L368D/K370S -

Fc(222) 1gG1 PVA /S267K/S364K/E357Q

Chain 1 - C6-30[CLDN6]_H1.9 IgG1_pl(-)_Isosteric_A_PVA_/S267K/L368D/K370S
QVOLVQOSGAEVKKPGASVKVSCKTSGYTET HWVRQAPGOSLEWMGHET DEMMNANTHY ZzRVTITVDKSAS
TAYMELSSLRSEDTAVYYCARIVYYHGE ;WGAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVIVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVICVVVDVKHEDPEVKEFNWYVDGVEVHNAKTKPREEEYNSTYRVVSV
LTVLHQDWLNGKEYKCKVSNKALPAPTIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWE
SDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO:
570)

Chain 2 - C6-30[CLDN6]_H1.9_{G4S)2_[anti-
CD3]_L1.47_H1.89_scFv{GKPGS)4_(G4S)2_Fc(222)_IgG1_PVA_/S267K/S364K/E357Q
QVQLVQSGAEVKKPGASVKVS CKT SGYTFTEYTMHWVRQAPGQSLEWMGHIDY

TH

PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCGGGGSGG
GGS/QAVVTQEPSLTVSPGGTVILTCGES NWVQQKPGKSPRGLIGETHNERAPGVPARFSGSLLGGKA
ALTISGAQPEDEADYYCALWYSNHWYFGGGTKLTVL/ GKPGSGKPGSGKPGSGKPGS/EVQLVESGGGLVOPGGSLR
LSCAASGETFEST WVRQAPGKGLEWVGPIREEYNNYATYYADSVEGREFTISRDDSKNTLYLOQMNS LRAEDTAVY
YCVRHGNFGLEYVSWFAYWGQGTLVTVSS/ GGGGSGGGGSKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEV
TCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTIEKTT
SKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGEYPSDIAVEWESNGOQPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO: 571)

Chain 3 - C6-30[CLDN6]_L1.187_Light Chain

DIQMTQSPSSLSASVGDRVTITCRS LAWYQOKPGKVPKLLIS¢ VPSREFSGSGSGKDYTFETISS
LOPEDIATYYCHO: i TVAAPSVFIFPPSDEQLK VVCLLNNFYPREAKVQWKVDNA
LQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
572)

>XENP37634 C6-30[CLDN6] H1.9 L1.187 Fab-C6-30[CLDN6] H1.9 L1.187 Fab {G4S)2 [anti-

CD3] L1.47 H1.89 scFv(GKPGS)4 (G4S)2-1gG1 pl{-) Isosteric A PVA /S267K/L368D/K370S/M428L/N434S-
Fc{222) 1gG1 PVA /S267K/S364K/E357Q/M428L/N434S

Chain 1 - C6-30[CLDN6]_H1.9_IgG1_pli(-)_lsosteric_A_PVA_/S267K/L368D/K3705/M428L/N434S
QVOLVQSGAEVKKPGASVKVSCKTSGYTFTEY TMHWVRQAPGQS LEWMGHT DENR ZRVTITVDKSAS
TAYMELSSLRSEDTAVYYCARIY GAGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVENAKTKPREEEYNSTYRVVSYV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWE
SDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVLHEALHSHYTQKSLSLSPGK (SEQ ID NO:
573)
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Figure 59B

Chain 2 - €6-30[CLDN6]_H1.9_(G4S)2_[anti-

CD3]_L1.47_H1.89_scFv(GKPGS)A_(GAS)2_Fc(222)_IgG1_PVA J5267K/S364K/E357Q/M428L/N434S
QVQLVQSGAEVKKPGASVKVSCKTSGYTFT WVRQAPGQSLEWMGGI LY DGRVTITVDKSAS
TAYMELSSLRSEDTAVYYCARIYYIG
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCGGGGSGG
GGS/QAVVTQEPSLTVSPGGTVTLTCGS STGAVT TSN YANWVQQKPGKSPRGLIGGTNRRAPGVPARFSGSLLGGKA
ALTISGAQPEDEADYYCAL WVFGGGTKLTVL/GKPGSGKPGSGKPGSGKPGS/EVQLVESGGGLVQPGGSLR
LSCAASGFTFSTYAMNWVRQAPGKGLEWVGH RYNNYATYYADSVEGRFTISRDDSKNTLYLOMNSLRAEDTAVY
YCVRHGNE SHEAYWGQGTLVTVSS/GGGGSGGGGSKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMI SRTPEV
TCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTI
SKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWQQGNVFSCSVLHEALHSHYTQKSLSLSPGK (SEQ ID NO: 574)

Chain 3 - C6-30[CLDN6]_L1.187_Light Chain

DIQMTQSPSSLSASVGDRVTITC? TYNRLAWYQQKPGKVPKLLISGATILETGVPSRESGSGSGKDYTEFTISS
LOPEDIATYYC{ TFGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO:
575)
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Figure 60A

>XENPIYILT Comp CHOZICLONG] HOLG Fab-
Comp CHOZCLDNG] HOLE Fab (GA512 S$P34 L1.47 HL32 scPviGHPGHM (GaSid-eGl sl
P olsosteric A PYA fSI87K/LIGRD/RITOS-Fel{322) 1pGl PYA FS267H/S3B4K/ERRTR

Chain 1- Comp_CHOZ{CLDNG] HO Fab_{G48)2_5P34_L1.47 H1.33_scPv{GKPGS}4_{G45)2 -
Fef222) 1gGL_PVA ,’S%?E(;’S%QK;’ESS?Q

{DEKATLTVDKS3R
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LAY TR T A
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PECPAR PVAGESVEL

VELITVLH

EYNESTYRVVE
YPSDIAVEW
(SEQ ID

S"\/\f)QV“\/T\ Y’> SONY

>XENPIROSY Comp CHOSICIDNG] HO 10
Chain 1- Comp CHO2{CLDNS] HO Heavy Chain
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Figure 60B

Chain 2- Comp_CHO{CLDNG] HO 1O
DIVMTO 1 ;
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Figure 61A

Binding to CLDN3 cells
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Figure 61B
Binding to CLDN4 cells
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Figure 61C
Binding to CLDN17 cells
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