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Figure 1 (cont)
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Figure 1 (cont)
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Figure 2
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Figure 3

5-TE GE Mect T A C A AAACMeCE Mech AL3!
mqm1

- ALAL TL G CTACAAAAMCLMCL MeCL AL '
SEQIDZ

5-AF AL T G C.TACAAAACMCE Mo AL 3
SEQ ID 3

5-GtMeCt T.G.T,G.TGA G, CTITGLGL3
SEQ ID 4

'TH?LTGTGTGAGCTﬂGH}”

S STS STS STS TS STS STS

mqm:

5-THGEMeCct T .G T.G.T,GAG.CT T GHGH-3
SEQ ID 6

;! TL Me( L Me( LSTSGSGSTS( sTsGsTsGsTsTL.MeL L MeL L 23!
mqm7

51 TLS I\-‘IeCT_ST\’IeCLsT SG SG ST SC S TSG ST SG STS TS I\-‘ICC L SMeC L_ 3!
SEQ ID 8
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Figure 4
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SEQ D9
C:'F’= L AL TL &~ MeL MeL Me-L AL,
ChO'-CB / S- CvoﬂL SA s'T GGSCSTSA';CS‘ASAS*A“SAS C s °C 5 *C SA -3
SEQ ID 10
O.

HP“’“'—» W 4 4 "
Chd_cﬁ/ j TS-CAANALTLG CTACAAAA CMeCL MeCL AL.3
HO SEQID11

S

Chol-C¢ "5-C A G MeCL TG T GT,GAGC,TTGEG-3

ol
P
/ 5 5§ 5 5 5 5 § 5 5 8§ %
o) SEQI])12

H

P A A TL GL C I GTIGTIG, ASGECS,TSTLEGLSGL-B"
SEQ ID 13

Cho|_cs/ ;s 5-CATEGEMCE TG TG T GAGC TTE G GRS

STSTSETSETSTETE TS TETSTS

SEQ ID 14
o3
Cho-c{ | ~5-CATLMeCLMeCLT G G.T,CT,GT,GTTLMcE MecL 3
SEQ ID 15

ol

;P”"“' 5-C A, T MecL MecL T GG, T,CT,G,T,G,T.T Mt MeCL-3!
HO SEQID
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Figure 5
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GalNAc2™
\ ,
/ 5- AL AL TL G CTACAAAAMCEMeCL MCL AL3

SEQ ID 18

H
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GalNAc2~ \/\/\/ ﬁ
ol S5ALALTL G CT A CAAAACMCE MeCL AL 3
SEQ ID 19
H
N
GalNAc2”~ \/\/\/O\E
HS/ 5-Gt MeCt T G T,G,TGAG,CT TGt G-3'
H
N\/\/\ﬁ ?
H

S§ S°S " sS"sS"§ S sS 8§ s"s

SEQ ID 20

N
GalNAc2™
5'TLGLCTGTGTGAGCTTLGLGL3'

§7S°S " sS"sS"S S™S ST S"S°S

SEQ ID 21

N
GalNAc2”
S5UTL GLMeCL TG T,G,T,G,A,G,C.T, T- GL, G--3
SEQ ID 22

GalNAc2”~ I
s/ ™~ 5.TL MeCL MeCL T G G T C,T,G.T.G,T, T MeCL MeCL_31

SEQ ID 23

5'-TkMeCL MeCL T G G T C, TG TG T TMeCt MeCL-3!

$TS™S

H
N
GalNAc2” \/\/\/o\ﬁ
>
HS

SEQ ID 24
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Figure 5A
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Figure 6
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Figure 8

PCSK9/B-actin (percent of mock)
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Figure 9

o o m o =] =]
o [Ep] [ag] ™~ -

(320w jo uadsad) unde-g/6)sdd

T
o

SEQIDNO 1 SEQIDNO7Y

SEQIDNOG6




13/19

Figure 10

% PCSK9 mRNA

relative to mock
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Figure 11
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Figure 12
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Figure 13
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Figure 14
A

PCSK9 mRNA expression in Liver
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Figure 15
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Figure 16
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Figure 16 (cont)
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