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101 Receive genomic resequencing data

102 Use the resequencing data as an input of an FPGA, determine a
comparison result in the resequencing process accerding to an
output of the FPGA, and simultaneously perform sorting and
deduplication processing of the comparison result

103 Correct a base quality value of the comparison result
after the sorting and deduplication processing

104 Detect a mutation result according to the corrected compatrison result

(57) Abstract: Proposed by the present disclosure are an FP-
GA-based resequencing analysis method and device, wherein the
method comprises: receiving genomic resequencing data; using
the resequencing data as an input of an FPGA, determining a
comparison result in the resequencing process according to an
output of the FPGA, and simultaneously performing sorting and
deduplication processing on the comparison result, correcting
a base quality value of the comparison result after sorting and
deduplication processing; and detecting a mutation result accord-
ing to the corrected comparison result. The described method
may save program running time, save calculation costs, and im-
prove resequencing efficiency.
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