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(A) NI-308.18F7 VH (variable heavy chain sequence VH) (NI-308.A VH)

FRl—=—=———————mmmmm oo CDR1-FR2-—=-—-——=—=- CDR2---—-—--
CQVQOLQESGPGLVKPSETLSVTCTVSGGSINDYYWNWIRQPAGKGLEWIGRIYASGTINYNP
————FR3—- - oo oo CDR3-—-—-—-—-- FR4----—-—-

SLOSRVIMSIDTSKNQFSLDLISVSAADTAVYYCARWGOVVGDYYYGMDVWGQGTTVTVSS

NI-308.18F7 VK (variable light chain sequence VK) (NI-308.A VK)

FRl1--—=—=———————m— oo CDRl1-—-—=-—=—=—-- FR2--—=-—=-—=—-—- CDR2---
CEIVLTQSPLSLSVTPGEPASISCKSSQSLOHTNGYNYLDWYLLKPGQSPQLLIFLTSNRAS
FR3———————m— oo mm oo CDR3--FR4--—-—-—--

GVPDRESGSGSGTNEFTLKISRVEAEDVGVYYCMEGIQLWTEFGQGTKLEIK

NI-308.18F7 VK - PIMC (variable light chain sequence VK) (NI-308.A VK-PIMC)

FRl1--—=—=———————m— oo CDRl1-—-—=-—=—=—-- FR2--—=-—=—-—-—- CDR2---
CDIVMTQSPLSLSVTPGEPASISCKSSQSLOHTNGYNYLDWYLLKPGQSPQLLIFLTSNRAS
FR3———————m— oo mm oo CDR3—FR4-—-—-—-—--

GVPDRESGSGSGTNETLKISRVEAEDVGVYYCMEGIQLWTEGQGTKVEIK

(B) NI-308.1507 VH (variable heavy chain sequence VH) (NI-308.B VH)

FRL—=—=—————m—m oo oo e CDR1-FR2-—-—=-—==—=- CDR2---—-—--
CQVQLVESGGGVVQPGRSLRLSCAASGFTFSNHAMHWVRQAPGKGLEWVAVISYDGENTYYA
————— FR3-—=—==——=————————————————————_CDR3----—--—-—-FR4--—-—-—-

DSIEGRFTISRDNEKNTLFLOMYSLTADDTAMYEFCARGGRRGHEFTSYYLDYWGQGTLVTVSS

NI-308.1507 VK (variable light chain sequence VK) (NI-308.B VK)

FRl1-=-—=—————————m— o CDR1------- FR2-—-=—=—=—-—- CDR2---FR3--
CDIQMTQSPSSLSASVGDRVTITCRASQNIDKYLNWYQQI PGKAPKLLIYAASSLHSGVPSR
——————————————————————————— CDR3-----FR4-—-—-—-

FSGSGSGTDESLTISSLOQPEDFAIYYCQQOSYSSFRTEGQGTKLEIK

NI-308.1507 VK-PIMC (variable light chain sequence VK) (NI-308.B VK-PIMC)

FRl1-=-—=—————————m— o CDR1------- FR2-—-=—=—=—-—- CDR2---FR3--
CDIQMTQSPSSLSASVGDRVTITCRASQNIDKYLNWYQQI PGKAPKLLIYAASSLHSGVPSR
——————————————————————————— CDR3-----FR4-—-—-—-

FSGSGSGTDESLTISSLOPEDFAIYYCQQOSYSSFRTEGQGTKVEIK

Fig. 1



WO 2016/050822 PCT/EP2015/072516

2/35

(C) NI-308.28G1 VH (variable heavy chain sequence VH)

FRL======——====——————m———— CDR1------ FR2---—————=-~ CDR2----—--~
COVQLOESGPRLVKPSETLSLTCTVAGGSVNSY YWIWIQOSPGKGLEWLGRI Y TAGRTNYNP
1l T CDR3------—=-~ - Y —

SLTSRIALSVDTSRNQLSLKLTSVTAADTAIYYCARWGAESGDYYYGVDVWGPGTLVTVSS

NI-308.28G1 VK (variable light chain sequence VK)

FRl1--—=-—=————————————— - CDRl1-—-—=-—=—-—- FR2--—=—=—=—=——-— CDR2---
CEIVMTQSPLSLPVTPGEPASISCKSSEGLLHSNGYTYLDWYLQKPGQAPQLLIFLASNRAA
FR3———————m—mmm oo e CDR3----- FR3---—---

GVPDRESGSGSGTDETLKISRVEAEDVGVYYCMQAIQSPWTEGPGTKVEIK

NI-308.28G1 VH - PIMC (variable heavy chain sequence VH)

FRI-—=—=—-————————————————— CDR1--—--- FR2-—=——-—=—=~— CDR2-—--—---
CQVQLQESGPRLVKPSETLSLTCTVAGGSVNSYYWTWIQQSPGKGLEWLGRIY IAGRTNYNP
————FR3-——-———m——mmm oo _==s CDR3---=--—-—-- FR4-—-—-—-—

SLTSRIALSVDTSRNQLSLKLTSVTAADTAIYYCARWGAESGDYYYGVDVWGPGTTVTIVSS

NI-308.28G1 VK - PIMC (variable light chain sequence VK)

FRl1--—=-—=————————————— - CDRl1-—-—=-—=—-—- FR2--—=—=—=—=——-— CDR2---
CDIVMTQSPLSLPVTPGEPASISCKSSEGLLHSNGYTYLDWYLQKPGQAPQLLIFLASNRAA
FR3———————m—mmm oo e CDR3----- FR3---—---

GVPDRESGSGSGTDETLKISRVEAEDVGVYYCMQAIQSPWTEGPGTKVEIK

(D) NI-308.45C2 VH (variable heavy chain sequence VH)

FRI-—==——==——————————m - CDR1---===-= R CDR2-----~-
COLOLQESGPGLVKPSQILSLTCATSGDSVFSNEAAWNWIRQSPSRGLEWLGRTY YRSKWDN
———————— FR3-—=——=-—=—=—=-—=———————=====_—CDR3---—--—-—-—-FR4---

FRl1--—=-—=————————————— - CDRl1-—-—=-—=—=—-- FR2--—=-—=-—=———- CDR2---
CEIVMTQSPLSLPVTPGEPASISCRSSQSLLOSNGYTYLDWYLQKPGQSPOLLIYLGSNRAS
FR3———————m—mmm oo e CDR3----- FR4-—————-

GVPDRESGSGSGTDETLKISRVEAEDVGVYYCMQALQTPLTEGGGTKVEIK

NI-308.45C2 VH - PIMC (variable heavy chain sequence VH)

FRI-—==——=————————m—mm - CDR1---===-= R CDR2-----~-
COLOLOQSGPGLVKPSQILSLTCAISGDSVFSNBARWNWIRQSPSRGLEWLGRTY YRSKWDN
———————— FR3-—=——=—=—=—=-—=——————————————CDR3---—=--—-—-—-FR4---

Fig. 1 (continued)
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NI-308. 45C2 VK - PIMC (variable light chain sequence VK)

FRl-—=—=———-——————————— - CDRl1-—-—=-—=—=—-- FR2--—=-—=-—=———- CDR2---
CDIVMTQSPLSLPVTPGEPASISCRSSQSLLOSNGYTYLDWYLQKPGQSPOLLIYLGSNRAS
FR3———————m—mmm oo e CDR3----- FR4-—————-

GVPDRFESGSGSGTDETLKISRVEAEDVGVYYCMQALQTPLTEGGGTKVEIK

(E) NI-308.24E11 VH (variable heavy chain sequence VH)

FRl-———==————m———mmm o - CDR1--==-- FR2-———=—===——~ CDR2--=---—-~
CQVOLQESGPGLVKPSETLSLTCTVSTTSLRSY FWSWIRQPPGKGLEWI GYVYYSGSTIYNP
- e o)) 5 B —— FR3--——-

SLEKNRVTISIDTSKNQFSLNLRSVTAADTAMYFCARGVPAETDARDEPPYYEFDHWGQGTLVT

VSS

NI-308. 24E11 VK (variable light chain sequence VK)

FRl1--—=-—=————————————— - CDR1------- FR2-—-=—=—=—-—- CDR2---FR3--
CDIQLTQSPSSLSASVGNRITFTCQASQDIRY YLNWYQQKPGKAPKLLIYDVSNLDTGVPPR
——————————————————————————— CDR3---—-FR4-—-—-—-

FSGSGSGTINEFTEFTISSLOPEDIAVYYCQQYEGLPVTEGGGTKVEIK

NI-308. 24E11 VK - PIMC (variable light chain sequence VK)

FRl1--—=-—=————————————— - CDR1------- FR2-—-=—=—=—-—- CDR2---FR3--
CDIQMTQSPSSLSASVGNRITFTCQASQDIRY YLNWYQQKPGKAPKLLIYDVSNLDTGVPPR
——————————————————————————— CDR3---—-FR4-—-—-—-

FSGSGSGTINEFTEFTISSLOPEDIAVYYCQQYEGLPVTEGGGTKVEIK

(F) NI-308.5G2 VH (variable heavy chain sequence VH)

FRL--————————————————mm CDR1------ R CDR2--—-—---
CEVQLVQSGADLRNPGASVTVSCTASLRQAPGQRLEWMGWINIYSGNTKYS
————— FR3-—=—====———————————————S====-CDR3----------FR4-——————-

ONEFQGRVTFTRNTSASTAFMHLRSLRSEDTAVYFCARDPDSSGYYLPYEFDYWGQGTLVTVSS

NI-308.5G2 VK (variable light chain sequence VK)

FRl1--—=-—=————————————— - CDRl1-—-—=—=-—————- I et CDR2--
CDIQLTQSPDSLTLSLGERATINCKSSQSVFYNSNNKNYLAWYQQOKPGQPPKLLMYWASTRE
—FR3-—m—m oo CDR3----- FR4-—-———-

SGVIDRESGSGSGTDFTLT ITNLOQAEDVAVYYCQQEYSSPLTFGGGTKVEIK

NI-308.5G2 VH-PIMC (variable heavy chain sequence VH)

FRI-————————————mmmm oo CDR1------ FR2—————————-- CDR2--------
CQVQLVQSGADLRNPGASVTVSCTASLRQAPGQRLEWMGWINIYSGNTKYS
————— FR3-——————————————————————S====-CDR3----------FR4-——————-

ONEFQGRVTFTRNTSASTAFMHLRSLRSEDTAVYFCARDPDSSGYYLPYEFDYWGQGTLVTVSS

Fig. 1 (continued)
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NI-308.5G2 VK-PIMC (variable light chain sequence VK)

FRl1--—=-—=————————————— - CDRl1-—-—=—=-—————- I et CDR2--
CDIVMTQSPDSLTLSLGERATINCKSSQSVFYNSNNKNYLAWYQQKPGQPPKLLMYWASTRE
—FR3-—m—m oo o CDR3----- FR4-—-———-

SGVIDRESGSGSGTDFTLT ITNLOQAEDVAVYYCQQEYSSPLTFGGGTKVEIK

(G) NI-308.46E9 VH (variable heavy chain sequence VH)

FRI-—==——==——————————m - CDR1--====-- FR2——=——=———=~- CDR2-----~-
COVQLOESGPGLVKPSETLSLTCTVSGASIYGSTY YWGWIRQPPGKGLEYIGRIYYSGSTYY
—————— FR3-—=——=—=—=———————————————————CDR3-—----—--FR4---—-—-—

NPSLKSRATISVDTSKNQLSLTLSSVTAADTAVYYCVRPEYAGSGNSPEDYWGQGTLVTIVSS

NI-308.46E9 VK (variable light chain sequence VK)

FRl1--—=-—=————————————— - CDR1------- FR2-—-=—=—=—-—- CDR2---FR3--
CEIVLTQSPATVSVSPGERATLSCRASQSVSTNLAWYQQKPGQPPRLLI YGASTRATGIPAR
——————————————————————————— CDR3---—-FR4-—-—-—-

FSGSGSGAEFTLTISSLOSEDEVVYYCQQYNNWPPAFGGGTKVEIK

NI-308.46E9 VH - PIMC (variable heavy chain sequence VH)

FRI——==——==——————————m - CDR1--====-- FR2——=——=—==—=~- CDR2-----~-
COLOLQESGPGLVKPSETLSLTCTVSGASIYGSTY YWGWIRQPPGKGLEYIGRIYYSGSTYY
—————— FR3-—=——=—=—=———————————————————CDR3-—----—--FR4---—-——

NPSLKSRATISVDTSKNQLSLTLSSVTAADTAVYYCVRPEYAGSGNSPEDYWGQGTLVTIVSS

NI-308.46E9VK - PIMC (variable light chain sequence VK)

FRl1--—=-—=————————————— - CDR1------- FR2-—-=—=—=—-—- CDR2---FR3--
CEIVMTQSPATVSVSPGERATLSCRASQSVSTNLAWYQQKPGQPPRLLI YGASTRATGIPAR
——————————————————————————— CDR3---—-FR4-—-—-—-

FSGSGSGAEFTLTISSLOSEDEVVYYCQQYNNWPPAFGGGTKVEIK

(H) NI-308.6B11 VH (variable heavy chain sequence VH)

FRL--————————————————mm CDR1------ FR2-----————--- CDR2--—-—---
CEVQLVQSGAEVKRPGASVKVS CKVSVRQAPGKGLEWMGGFDPE DGETVYA
————— FR3--—=-—=—=-—-—=——————————=====-CDR3--=--—-—-——-—-—-FR4---

FRl1--—=-—=————————————— - CDR1------- FR2-—-=—=—=—-—- CDR2---FR3--
CDIQMTQSPSSLSASVGDRVTITCQASQDISIYLNWYQQKPGKAPKLLI YDASNLETGVPSR
——————————————————————————— CDR3---—-FR4-—-—-—-

FSGSGSGTDETEFTISGLOPEDVARYYCQQYDDLPITEGQGTRLEIK

Fig. 1 (continued)
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NI-308.6B11 VH — PIMC (variable heavy chain sequence VH)

FRI======mmmmmmmm - e e e CDR1-—==-- FR2====mmmmmmm CDR2--——-—-~-
CQVOLVOSGAEVKRPGASVKVSCKVSGYTLIELSMHWVROAPGKGLEWMGGFDPEDGETVYA
————— FR3================——m-————---—-—CDR3-==========--——FR4---

FRl-———==————m———mmm o - CDR1-=-==-- FR2-———=—===——~ CDR2--=---—-~
COVOLVESGGGVVRPGGSLRLSCTASGETFDEYGMSWVROVPGKGLEWVSGINWNGATTRYA
————— FR3-==——====—===————————— === CDR3----—===-——-FR4—----—

DSVKGRETISRDNAKNSLYLOMNSLRAEDTALYHCARDGCRNTSCY IWDWEDPWGQGTLVTV

SS

NI-308.46F8 VL (variable light chain sequence VL)

RESGSKSGTSATLGITGLOTGDEADYYCGTWDSSLSVVVEGGGTKLTVL

NI-308.46F8 VH-PIMC (variable heavy chain sequence VH)

FRI-====mmmmmmmmmmm e e o CDR1-—==-- FR2====mmmmmmm CDR2--——-—-~-
CEVOLVESGGGVVRPGGSLRLSCTASGETFDEYGMIWVROVPGKGLEWVSGINWNGATTRYA
————— FR3=================—m-————m--——=CDR3-========—=—FR4—————-

DSVKGRETISRDNAKNSLYLOMNSLRAEDTALYHCARDGCRNTSCY IWDWEDPWGQGTLVTV

SS

(J) NI-308.4M1 VH (variable heavy chain sequence VH)

FRl—=———————m oo oo CDR1-FR2-—=-—-————=- CDR2----—---
CEVQLVETGGGVVQPGGSLRLSCEASGFTIGTYAMHWVRQF PGKGLDWVAVISFDGTTEYYT
———FR3-—m—mm oo CDR3---=—-=—-—————- FR4-———-

DAVKGRETISRDNAKNTLYLOMNYLRGDDTAIYFCARDETSSGETGSWIQVPDLWGQGTLVT

VSS

NI-308.4M1 VK (variable light chain sequence VK)

FRl1--—=-—-——————————————— CDR1------- FR2-—-=—=—=—-—- CDR2---FR3--
CEIVMTQSPATLSLSPGERATLSCRASQSVTKYLAWYQQKPGQAPRLLIYDVSYRAAGTPAR
——————————————————————————— CDR3------FR4--—-—--

FSGSGSGTDETLTISSLEPEDFAVYYCHQRSSWPPVTEGGGTKVEIK

Fig. 1 (continued)
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(J) NI-308.4M1 VH (variable heavy chain sequence VH)

FRl—=—=— == ——mm oo oo CDR1-FR2-—=-—=-—==—=- CDR2----—---
CQVOLVESGGGVVQPGGSLRLSCEASGFTIGT YAMHWVRQF PGKGLDWVAVISFDGTTEYYT
e i e e E L T CDR3-—-=—-=-=—————- FR4-———-

DAVKGRETISRDNAKNTLYLOMNYLRGDDTAIYFCARDETSSGETGSWIQVPDLWGQGTLVT

VSS

NI-308.4M1 VK (variable light chain sequence VK)

FRl1--—=-—=————————————— - CDR1------- FR2-—-=—=—=—-—- CDR2---FR3—-
CEIVLTQSPATLSLSPGERATLSCRASQSVTKYLAWYQQKPGQAPRLLIYDVSYRAAGTPAR
——————————————————————————— CDR3------FR4--—-—--

FSGSGSGTDETLTISSLEPEDFAVYYCHQRSSWPPVTEGGGTKVEIK

(K) NI-308.12A3 VH (variable heavy chain sequence VH)

FRl—=———————m oo oo CDR1-FR2-—=-—-————=- CDR2--------
CEVQLVETGGGLVQPGGSLRLSCVGSGFLFSDFEMDWVRQAPGKGLEWI SYISGDGNIIYQT
————— FR3-—=—==——=—————————————————————CDR3------—-—-—-FR4--—-—-

DSVKGRETISRDNAKNSLEFLOMDSLTVEDTAVYYCARDARENCGGDCYSTSEFDEWGQGTLVT

VSS

NI-308.12A3 VK (variable light chain sequence VK)

FRl1--—=-—=————————————— - CDRl1-—-—=—=-—————- I CDR2--
CDIQMTQSPDSLAVSLGERATINCKSSQSLLYTANNRNYLAWYQKKAGQPPKLLIHWASTRA
—FR3-———mmm oo CDR3----- FR4---—-—-—

SGVPDREFSGSGSGTDFILTISSLQAEDVAVYFCQHYYNSPRTFGQGTKVEIK

NI-308.12A3 VH - PIMC (variable heavy chain sequence VH)

FRl—=———————m oo oo CDR1-FR2-—=-—-————=- CDR2--------
CEVQLVESGGGLVQPGGSLRLSCVGSGFLFSDFEMDWVRQAPGKGLEWI SYISGDGNIIYQT
————— FR3-—=—==——=—————————————————————CDR3------—-—-—-FR4--—-—-

DSVKGRETISRDNAKNSLEFLOMDSLTVEDTAVYYCARDARENCGGDCYSTSEFDEWGQGTLVT

VSS

NI-308.12A3 VK - PIMC (variable light chain sequence VK)

FRI-—=—=—-—=————————————— CDRl--—-——-————-- FR2-————-———=-- CDR2--
CDIVMTQSPDSLAVSLGERAT INCKSSQSLLYTANNRNYLAWYQKKAGQPPKLLIHWASTRA
~FR3————————m oo CDR3----- FR4-——-—-—

SGVPDREFSGSGSGTDFILTISSLQAEDVAVYFCQHYYNSPRTFGQGTKVEIK

Fig. 1 (continued)
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(L) NI-308.16C10 VH (variable heavy chain sequence VH)

FRI— === == === —m— oo CDR1--FR2-=-—-=—=———— CDR2---—=-=--
CEVQLVETGGGVVQPGMSLSLSCAATGFTFSSYGMHWVRQGPGKGPEWVAGIWYDGTNKYYG
————— FR3—=-—-=—-——=———————————————————CDR3---—--—-—--FR4--——-—~-

FRI-—=—————————————————— CDR1-------- R CDR2---FR3—
CEIVLTQSPGILSLSRGNRVALSCRASRSVNSSYLNWYQQKPGQAPRLLIYGASKRATGISD
——————————————————————————— CDR3--FR4--—----

RERGTGSGTDETLTVARLEPEDIAVYYCQHYGAFGQGTKLEIK

NI-308.16C10 VH - PIMC (variable heavy chain sequence VH)

FRI————=———————m—mm o CDR1--FR2-=-—-=-—-———~— CDR2--=-—=-=--
COVQLVESGGGVVQPGMSLSLSCAATGFTFSSYGMHWVRQGPGKGPEWVAGIWYDGTNKYYG
————— FR3—=-—-=—-——=———————————————————CDR3---—--—-—--FR4--——-—~-

FRI-—=—————————————————— CDR1-------- FR2——=——====—=—~ CDR2---FR3—
CEIVLTQSPGILSLSRGNRVALSCRASRSVNSSYLNWYQQKPGQAPRLLIYGASKRATGISD
——————————————————————————— CDR3--FR4--—----~-

RERGTGSGTDETLTVARLEPEDIAVYYCQHYGAFGQGTKVEIK

Fig. 1 (continued)

(A)
ECso [NM]

Antibody (GA)1s | (GP)is | (GR)ss | (PR)1s | (PA)is
Ni-308.1507 0.48 - - - -
NI-308.28G1 1.1 - - - -
NI-308.45C2 1.1 - - - .
NI-308.18F7 15 - - - -

NI-308.24E11 - - - 12.8 -
NI-308.16C10 | 55.1 - - 3.5 -

NI-308.5G2 15.3 0.88 - - -
Ni-203.12A3 19.0 2.2 - - -
NI-308.46E9 | > 200 13.9 - - -

Ni-308.6B11 38.4 - 0.94 115 -
NI-308.46F8 108 - 40.6 > 200 -
NI-308.4M1 > 200 - - - 0.10
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(B) NI-308.1507

1.5+
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g v E:Zh@
3 05- it
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0.0 T T 1
10° 102 104 108
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i
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10° 102 104 108
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Fig. 2
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(E) NI-308.18F7

1.5«
DPR proteins  ECjy [nM]
= ‘o m (GA)s 15
8 " A (CP)s
9 v (GR);s
Z 05 * (PA)s
ﬁ ' & (PR}
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0.0 , —_— ,
10° 102 104 108
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(F) NI-308.24E11
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DPR proteins ECy, InM]
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3 A (GP)s
2 06- v (GR)ys
% * (PAy;
o 0.3- e (PR 12.8
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0.0 T T 1
109 107 104 10°¢
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(G) NI-308.5G2

1.2-
DPR proteins  ECgy [nM]
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ﬁ 0.3- o (PR
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10¢ 102 104 108

NI-308.5G2 [pM]

Fig. 2 (continued)
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(H) NI-308.46E9
1.5~
DPR proteins  ECg, [InM]
z m (GA); > 200
o 1,0
0 Ao (GP)y 139
g ¥ (GR)s
% 0.54 & (PA);
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0.0 3 Y 1
10° 102 104 108
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DPR proteins  ECy, [nM]
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0.0 T T ]
10° 102 104 108
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10° 102 104 10¢
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Fig. 2 (continued)
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(K) NI-308.4M1
1.6-

& DPR proteins  ECg, [nM]
= 1.2 ' ® (GA)s >200
% A (GP)ys
% 0.8+ Y (GR)s
e * (PA)s 0.10
a 0.4- e (PR
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ﬂﬁ ] i | |
100 102 104 10°
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(L) NI-308.12A3

2.0+
DPR proteins  ECgp [nM]
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% 1.04 ¥ (GR)g
zé +  (PA);
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0.0 T T 1
10° 102 104 108
NI-308.12A3 [pM]
(M) NI-308.16C10
2.5+
DPR proteins  ECgy [nM]
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]
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10° 102 104 10¢
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(A)
ECso [nM]

Antibody Peptide BSA-coupled peptide | Uncoupled peptide
NI-308.18F7 {GA)1s 0.11 0.34
NI-308.1507 {GA)1s 0.41 0.18
NI-308.28G1 {GA)ss 0.66 2.0
NI-308.45C2 {GA):s 15.2 1.1
NI-308.24E11 {PR)1s =200 11.3
NI-308.16C10 {PR)1s 91.1 3.5
NI-308.5G2 {GP)is 0.21 0.40
MI-308.12A3 {GPhis 6.1 2.2
NI-308.46E9 {GPss 12.1 22.0
NI-308.6B11 {GR)1s NA 1.3
NI-308.46F8 {GR)1s NA a0.3
NI-308.4M1 {PA)s 0.14 0.10
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(A) ECso [nM]

Antibody (GA), | (GA)s | (GA)s (GA)s | (GA)s | (GA)w | (GA)x
NI-308.1507 - - - >150 7.9 0.37 0.54
NI-308.18F7 - - - - >200 0.78 0.83
Ni-308.28G1 - - - >200 6.3 0.9 1.1
NI-308.45C2 - - - - >200 7.6 9.6
NI-308.6B11 - - - - >200 27.7 33.6
NI-308.5G2 - - - - >200 5.7 18.2

(B)
ECso [nM]

Antibody (GP), (GP)s (GP)a (GP)s (GP)e | (GP)1o | (GP)2o
NI-308.5G2 - - - >200 26.8 0.94 0.47
NI-308.46E9 - - - - - 63.3 15.5

(C) ECso [nM]

Antibody (GR): (GR)s (GR)a (GR)s {(GR)s | (GR}w | (GR)x

NI-308.6B11 - 14.3 13.2 0.47 0.33 13 0.25
(D) ECso [nM]

Aﬂﬁb(}dv (PR)z (PR)a (PR)& (PR)g (PR)E (PR)m !PR)M

NI-308.24E11 - - - - >200 31.7 11.3
(E) ECso [nM]

Antibody (PA): (PA)s (PA)4 (PA)s (PA)s | (PA)io | (PA)x

NI-308.4M1 - - - 26.9 4.3 0.06 0.06

(F) NI-308.1507

1.8 DPR proteins  ECg [nM]
< 197 o (GA)
%1,2_ m (GA)
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(A) ‘
ECso [nM]

Antibody (GA) | (GA)s | (GA)a | (GA)s | (GA)s | (GA)wo | (GA)ao
Ni-308.1507 - - - - - >400 9.0
MI-308.18F7 - - - - - 0.34 0.45
Ni-308.28G1 - - - - - 0.46 0.40

(B)
ECso [nM]

Antibody (GA): | (GA): | (GA)s | (GA)}s | (GA)s | (GA)wo | (GA)
NI-308.5G2 - - - - - - 38.2
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ECs [nM]
indirect ELISA Sandwich ELISA
Antibody monomeric (GA)s | aggregated {GA)is | monomeric {GA)is | aggregated (GA)ss

NI-308.18F7 0.87 0.89 0.64 2.9
NI-308.1507 0.53 0.78 6.3 2.1

Fig. 9

(A)
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Fig. 12 (continued)
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