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In one aspect, there is provided a. bacteriophage strain P5 deposited with the French
National Collection of Microorganisms at the Institut Pasteur under Accession Number
CNCM 1-4698 or a variant thereof, wherein the variant has the same lytic activity,
preferably the same lytic activity and the same phenotypic characteristics as said

bacteriophage strain.

In one aspect, there is provided a bacteriophage strain P6 deposited with the French
National Collection of Microorganisms at the Institut Pasteur under Accession Number
CNCM [-4699 or a variant thereof, wherein the variant has the same lytic activity,
preferably the same Iytic activity and the same phenotypic characteristics as said

bacteriophage strain.

In one aspect, there is provided a bacteriophage strain P8 deposited with the French
National Collection of Microorganisms at the Institut Pasteur under Accession Number
CNCM 14700 or a variant thereof, wherein the variant has the same lytic activity,
preferably the same lytic activity and the same phenotypic characteristics as said

bacteriophage strain.

The subject disclosure also makes use of bacteriophage strain CLB_P2 deposited with
the French National Collection of Microorganisms at the Institut Pasteur under
Accession Number CNCM 1-4675 or a variant thereof, wherein the variant has the
same lytic activity, preferably the same lytic activity and the same phenotypic

characteristics as said bacteriophage strain.

In one aspect, there is provided a pharmaceutical composition comprising a
combination of two or more of

— the bacteriophage strain P1 deposited with the French National Collection of
Microorganisms at the Institut Pasteur under Accession Number CNCM [-4694 or a

variant thereof, wherein the variant has the same lytic activity, preferably the same

lytic activity and the same phenotypic characteristics as said bacteriophage strain P1;
- the bacteriophage strain P2 deposited with the French National Collection of
Microorganisms at the Institut Pasteur under Accession Number CNCM [-4695 or a
variant thereof, wherein the variant has the same lytic activity, preferably the same
lytic activity and the same phenotypic characteristics as said bacteriophage strain P2;
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- the bacteriophage strain P3 deposited with the French National Collection of
Microorganisms at the Institut Pasteur under Accession Number CNCM 1-4696 or a
variant thereof, wherein the variant has the same lytic activity, preferably the same
lytic activity and the same phenotypic characteristics as said bacteriophage strain P3;

- the bacteriophage strain P4 deposited with the French National Collection of
Microorganisms at the Institut Pasteur under Accession Number CNCM 1-4697 or a
variant thereof, wherein the variant has the same lytic activity, preferably the same
lytic activity and the same phenotypic characteristics as said bacteriophage strain P4;

- the bacteriophage strain P5 deposited with the French National Collection of
Micreoorganisms at the Institut Pasteur under Accession Number CNCM I-4698 or a
variant thereof, wherein the variant has the same lytic activity, preferably the same
lytic activity and the same phenotypic characteristics as said bacteriophage strain P5;

- the bacteriophage strain P6 deposited with the French National Collection of
Microorganisms at the Institut Pasteur under Accession Number CNCM [-4699 or a
variant thereof, wherein the variant has the same lytic activity, preferably the same
lytic activity and the same phenotypic characteristics as said bacteriophage strain P6;

- the bacteriophage strain P8 deposited with the French National Collection of
Microorganisms at the Institut Pasteur under Accession Number CNCM I-4700 or a
variant thereof, wherein the variant has the same lytic activity, preferably the same
Iytic activity and the same phenotypic characteristics as said bacteriophage strain P8;

- the bacteriophage strain CLB_P2 deposited with the French National Collection
of Microorganisms at the Institut Pasteur under Accession Number CNCM [-4675 or a
variant thereof, wherein the variant has the same lytic activity, preferably the same

Iytic activity and the same phenotypic characteristics as said bacteriophage strain
CLB_ P2,

For the purpose of the present disclosure, a variant of a bacteriophage strain is regarded
as having the same lytic activity as said bacteriophage strain if it performs at least “+”
against at least one of the AIEC strains LF82, 07081, (07082, 07076 and 06075 in the
“In vitro assay of the infectivity of bacteriophages in ATEC strains” described in
Example 3 below. In a preferred embodiment, a variant is regarded as having the same
lytic activity if it performs at least “+” against all five AIEC strains LF 82, LF 06075,
LF 07076, LF 07081 and LF 07082 (AIEC strains LF 06075, LF 07076, LT 07081 and
LF (07082 are also abbreviated herein as 06075, 07076, 07081 and 07082, respectively).
These AIEC strains have been deposited by Université Lille 2 - Droit et
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the same lytic activity, preferably the same lytic activity and the same

phenotypic characteristics as said bacteriophage strain P8.

The use according to any one of claims 1 to 12 wherein the at least one
bacteriophage strain comprises the bacteriophage strain CLB P2 deposited
with the French National Collection of Microorganisms at the Institut Pasteur
under Accession Number CNCM 1-4675 or a variant thereof, wherein the
variant has the same lytic activity, preferably the same lytic activity and the

same phenotypic characteristics as said bacteriophage strain CLB_P2..

The use according to any one of claims 1 to 13, wherein the at least one
bacteriophage strain comprises

— the bacteriophage strain P2 deposited with the French National

Collection of Microorganisms at the Institut Pasteur under Accession

Number CNCM [-4695 or a variant thereof, wherein the variant has

the same lytic activity, preferably the same lytic activity and the same

phenotypic characteristics as said bacteriophage strain P2;

— the bacteriophage strain P8 deposited with the French National
Collection of Microorganisms at the Institut Pasteur under Accession
Number CNCM I-4700 or a variant thereof, wherein the variant has
the same lytic activity, preferably the same lytic activity and the same
phenotypic characteristics as said bacteriophage strain P8; and

— the bacteriophage strain CLB_P2 deposited with the French National
Collection of Microorganisms at the Institut Pasteur under Accession
Number CNCM 1-4675 or a variant thereof, wherein the variant has
the same lytic activity, preferably the same lytic activity and the same

phenotypic characteristics as said bacteriophage strain CLB_P2.

The use according to any one of claims 1 to 14, wherein the administration is
oral administration.

The use according to any one of claims 1 to 15, wherein the inflammatory
bowel disease is recurrence of ileal lesions after surgery.

The use according to claim 16, wherein the surgery is to remove at least a
part of the small intestine in CD patients.
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Bacteriophage strain P1 deposited with the French National Collection of
Microorganisms at the Institut Pasteur under Accession Number CNCM 1-4694
or a variant thereof, wherein the variant has the same lytic activity, preferably
the same lytic activity and the same phenotypic characteristics as said

bacteriophage strain.

Bacteriophage strain P2 deposited with the French National Collection of
Microorganisms at the Institut Pasteur under Accession Number CNCM -
4695 or a variant thereof, wherein the variant has the same lytic activity,
preferably the same lytic activity and the same phenotypic characteristics as

said bacteriophage strain.

Bacteriophage strain P3 deposited with the French National Collection of
Microorganisms at the Institut Pasteur under Accession Number CNCM I-
4696 or a variant thereof, wherein the variant has the same lytic activity
preferably the same lytic activity and the same phenotypic characteristics as

said bacteriophage strain.

Bacteriophage strain P4 deposited with the French National Collection of
Microorganisms at the Institut Pasteur under Accession Number CNCM I-

4697 or a variant thereof, wherein the variant has the same lytic activity,
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preferably the same lytic activity and the same phenotypic characteristics as

said bacteriophage strain.

Bacteriophage strain P5 deposited with the French National Collection of
Microorganisms at the Institut Pasteur under Accession Number CNCM I-
4698 or a variant thereof, wherein the variant has the same lytic activity,
preferably the same lytic activity and the same phenotypic characteristics as

said bacteriophage strain.

Bacteriophage strain P6 deposited with the French National Collection of
Microorganisms at the Institut Pasteur under Accession Number CNCM I-
4699 or a variant thereof, wherein the variant has the same lytic activity,
preferably the same lytic activity and the same phenotypic characteristics as

said bacteriophage strain.

Bacteriophage strain P8 deposited with the French National Collection of
Microorganisms at the Institut Pasteur under Accession Number CNCM I-
4700 or a variant thereof, wherein the variant has the same lytic activity,
preferably the same lytic activity and the same phenotypic characteristics as

said bacteriophage strain.
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A pharmaceutical composition comprising a combination of two. or more of
— the bacteriophage strain P1 deposited with the French National
Collection of Microorganisms at the Institut Pasteur under Accession
Number CNCM 1-4694 or a variant thereof, wherein the variant has the
same lIytic activity, preferably the same lytic activity and the same
phenotypic characteristics as said bacteriophage strain P1;

the bacteriophage strain P2 deposited with the French National Collection
‘of Microorganisms at the Institut Pasteur under Accession Number CNCM
1-4695 or a variant thereof, wherein the variant has the same lytic activity,
preferably the same lytic activity and the same phenotypic characteristics

as said bacteriophage strain P2;

the bacteriophage strain P3 deposited with the French National Collection
of Microorganisms at the Institut Pasteur under Accession Number CNCM
I-4696 or a variant thereof, wherein the variant has the same lytic activity,
preferably the same lytic activity and the same phenotypic characteristics

as said bacteriophage strain P3;

the bacteriophage strain P4 deposited with the French National Collection
of Microorganisms at the Institut Pasteur under Accession Number CNCM
1-4697 or a variant thereof, wherein the variant has the same lytic activity,
preferably the same lytic activity and the same phenotypic characteristics

as said bacteriophage strain P4,

the bacteriophage strain P5 deposited with the French National Collection
of Microorganisms at the Institut Pasteur under Accession Number CNCM
1-4698 or a variant thereof, wherein the variant has the same lytic activity,
preferably the same lytic activity and the same phenotypic characteristics

as said bacteriophage strain P5;

the bacteriophage strain P6 deposited with the French National Collection
of Microorganisms at the Institut Pasteur under Accession Number CNCM
[-4699 or a variant thereof, wherein the variant has the same lytic activity,
preferably the same lytic activity and the same phenotypic characteristics

as said bacteriophage strain P6;

the bacteriophage strain P8 deposited with the French National Collection

of Microorganisms at the Institut Pasteur under Accession Number CNCM
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1-4700 or a variant thereof, wherein the variant has the same lytic activity,
preferably the same lytic activity and the same phenotypic characteristics

as said bacteriophage strain P§;

the bacteriophage strain CLLB_P2 deposited with the French National
Collection of Microorganisms at the Institut Pasteur under Accession
Number CNCM 1-4675 or a variant thereof, wherein the variant has the
same lytic activity, preferably the same lytic activity and the same

phenotypic characteristics as said bacteriophage strain CLB_P2.

The pharmaceutical composition according to claim 25 comprising:

the bacteriophage strain P2 deposited with the French National Collection
of Microorganisms at the Institut Pasteur under Accession Number CNCM
I-4695 or a variant thereof, wherein the variant has the same lytic activity,
preferably the same lytic activity and the same phenotypic characteristics

as said bacteriophage strain P2;

the bacteriophage strain P8 deposited with the Freach National Collection
of Microorganisms at the Institut Pasteur under Accession Number CNCM
1-4700 or a variant thereof, wherein the variant has the same lytic activity,
preferably the same lytic activity and the same phenotypic characteristics

as said bacteriophage strain P8; and

the bacteriophage strain CLB P2 deposited with the French National
Collection of Microorganisms at the Institut Pasteur under Accession
Number CNCM 1-4675 or a variant thereof, wherein the variant has the
same lytic activily, preferably the same lytic activity and the same

phenotypic characteristics as said bacteriophage strain CLLB_P2.

The pharmaceutical composition according to any one of claims 25 or 26,
wherein said pharmaceutical composition is for the treatment of

inflammatory bowel disease.

The pharmaceutical composition according to any one of claims 25 to 27,
said pharmaceutical composition comprising a pharmaceutically acceptable

carrier.
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The pharmaceutical composition for use according to any one of claims 27

or 28, wherein the inflammatory bowe! disease is Crohn's disease.

The pharmaceutical composition for use according to any one of claims 27

to 29, wherein the pharmaceutical composition is for oral administration.



