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<400> 1
atgyagtcag

30

L
687
DNA

gacattygtgc
atcteoctygea
caacagaaac
gaggtcolty
cctgtggagy
acgttegoty
atcticccac
aacaacticy
aatggcgtec
agcacectca
actcacaaga
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<212> DNA
<Z213>

<220>
<223>

<400> 2
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acacactect
teacccaate
gagccagtga
caggacagcc
ccaggtttag
aggatgatat
gaggcaccaa
catccagtga
accecaaaga
tgaacagtty
cgttgaccaa

catcaacttc
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Artificial Seguence

based on mus musculus

gctatgggty
tccagettct

aagtgttgaa
acccaaacte
togCagiygny
tgcaatgtat
gctggaaatc
gcagttaaca
catcaatgte
gactgatcag
ggacgagtat

acceatt

artificial Sequence

bhased on mus muscuius

ctgctactet
ttggcrgtot
tattatggea
ctcatctatg
tCctgggacag
ttctgteage
aaacgggcty
tCtggaggty
aagtggaaga
gacagcaaag

gaacgacata

gggttccagg
ctctagggea
caagtttaat
ctgcatccaa
actrtcagect
aaagtaggaa
atgctgcacc
cctcagtegt
ttgatgacag
acagcaccta

acagctatac

COMPOSTITIONS AND METHODS FOR TREATING AMYLOID PLAQUE ASSOCIATED

ctecactygt

gagagccacc

gcagtggtrac
cgtagaatct
caacatccat
ggttccgtog
aactgtatee
gtgcrictig
tgaacgacaa
cageatgagc

ctytgaggec

atgtoctote ctcagacact gaacacactg actctaacca tgggatggag ctggatotit

Page 1

60
120
180
240
300
360
420
480
544
600
660
687

60



4734951 _Sequencelisting_3T25

acagtctgga

tggatacaca -

tgagtggatt
gggcaaggec
cctgacateg
caccactcre
tggatctget
ccctgageea
ccagegte

cacctgycece

val
15

Fro

crortictee tgicagaaac tgcaggtgic ctotctgagg tccagetgea

cctgagetgg tgaagoctgy ggoetrtcagty aagatgtoot goaaggottc

ttcactgact acaacatgea ctgggtgaag cagagecaty gaaagagecet

ggatatatta accctaacaa tggtggtact agotacaace agaagttcaa

acattgactg taaacasagtc ctecagecaca gectacatgg agetccgeag

gaagattctg cagtctatta ctgtacactt ctatccccgt ggggocaagyg

acagtctcct cagecaaaac gacaccccca tetgictate cactggecec

gtccaaacta actccatggt gaccctggoa tgoccotggtca agggetattt

gtgacagtga cctggaactc tggarcocty tecagoggtg tgcacacctt

ctgcagtcty acctetacac toctgageage toagtgacty teccoctccag

agceagaccg teacctgoaa cgtigoccac coggocageoa

<21i0> 3

<211> 229

<212> PRT -

<213»> Artificial sequence

<220>

<223> based on mus musculus

<400> 3

MeT Glu Ser Asp Thr teu Leu Leu Trp val Leu Leu Leu Trp

1 5 10

Gly Ser Thr Gly asp Ile val Leu Thr Gin Ser Pro Ala Ser
- 20 25 30

val Ser Leu Gly Gin Arg Ala Thr Ile Ser Cys Arg Ala Ser

35 40 45
val Glu Tyr Tyr Gly Thr ser Leu Met Gin Trp Tyr Gin Gln
50 55 60

Gly Gln Pro Pro Lys Leu Leu Ile Tyr Ala Ala Ser Asn val

85 70 75

Gly val pro Ala Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp

85 80
Leu Asn Tle His Pro val Glu Glu Asp Asp Ile aAla Met Tyr
160 105 110
Gin Gin Ser arg Lys val Pro Trp Thr Phe Gly Gly Gly Thr
115 120 125
Glu Tle Lys arg Ala Asp Ala Ala Pro Thr val ser Ile phe
130 135 140

Page 2

ieu

Glu

Lys

Glu

Phe

95

Phe

LYS

Pro

Ala

Ser

Pro

Ser

80

ser

Cys

l.eu

Pro

120

- 180

240
300
360
420
480
540
600
660
700



ser Ser
145

Asn Asn

ser Glu

Lys Asp

Glu Tyr
210

sar Thr
225

<210>
<211>
<21Z>
<213>

<220>
<223>

<400>

Glu

Phe

Arg

Ser

185

Glu

Ser

4
233
BRT

Gin

Tyr

Glin

180

The

Arg

Pro

Let

Pro

165

ASR

Tyr

His

Ile

Thr

150

Lys

Gly

Ser

Asnh

4734951 Sequencelisting_sT25

Ser Gly Gly Ala Ser val val Cys

Asp Ile

val teu

Met - Ser
200

ser Tyr
215

artificial Sequence

based on mus musculus

4

Met Ser Ser Pro
1

Ser Trp

Glu vai

Ser val

Asn Met

65

Gly Tyr

Lys Gy

Met Glu

Thr Leu

Ile

Glin

35

Lys

His

e

Lys

Leu

115

Ley

phe

20

Leu

Met

D

ASh

Ala

100

Arg

Ser

Glin
5
Leu
Gln
Ser
val
Pro
85
Thr

Ser

Pro

Thr

Pha

Gin

Cys

iey

tau

Trp

Lau Asn

Leu Leu

ser Gly

40

Lys Alz

Gin ser

Asn Gly

Thr vai

Thr ser

120

Gly GIn

Asn

Ash

185

Ser

Thr

Thr

Ser

25

Pro

Ser

His

Gly

ASH
105

Glu

Gly

155
val Lys
170
Ser Trp

Thr teu

Cys Glu

Leu Thr
10

Glu Thr
Glu Ley
Gly Tyr
Gly Lys
Thr Ser
a0

Lys Ser

Asp Ser

Thr Thr
Page 3

Trp

Thr

Thr

Ata
220

Leu

ala

val

Thr

60

Ser

Tyr

Ser

Ala

Lay

Lys
Asp
Leu
205

Thr

Thr

Gly

LYs

435

phe

Leu

Ash

Ser

val

125

‘Thr

Ite

Gin

190

The

His

Met

val

30

Pro

Thr

Glu

Gin

Thr

110

Tyr

val

Phe

ASp

Lys

Lys

Gly
i5

Ley
Gly

ASD

Terp

Tvr

Ser

Leu

160

Gly

ser

Asp

Thy

Trp

Ser

Ala

TyYr

Ile

&0

Phe

Tyr

Cys

ser



4734951 _sequencelisting _ST25

130 135
Ala Lys Thr Thr Pro Pro Ser val Tyr Pro Leu
145 150 155
Ala GIn Thr Asn Ser Met val Thr Leu Gly Cys
165 170
Phe Pro Glu Pro val Thr val Thr Trp Asn Ser
180 185
Giy val HWis Thr Phe Pro Ala val Leu Gln Ser
185 200
Ser sar Ser val Thr val Pro Ser ser Thr Trp
210 215
The Cys asn val Ala His Pro Ala Ser
225 230
<2310> 5
<21l> 690
<212> DNA
<213> artificial Seqguence
<220>
<223> based on mus musculus
<400> 5
atygaatcac agactcagyt crtiocictce ctgotgotct
aacattatga tgacacagtc gocatcatct ctgyctotgt
atgagcrgta agtcragica aagtgtttta tacagttcaa
Tggraccagl agaaaccagg geagtotoct asactgctga
aaatctggtg tooctgatcg cttcacagge agtggatctg
atcagcagig tacaagctya agacctggcea gttrattact
tacacgticy gagogoggal caagitogaa ataalaacggy
tccatettoce caccatocag tgagcagtta acatctggag
tTtgaacaact tctaccccaa agacatcaat gtcaagtgga
caaaatggeg toctgaacag ttggactgat cagyacagea
agCagracce teacgtigac caaggacgay tatgaacgac
gcractcaca agacatcaad trcacccatt
<Z210> 6
<21l> 670
<Z12> DNA
<2313> arvificial Seguence
<220
«223> based on mus musculus

Page 4

140

Ala Pro Gly

ieu val Lys

Gly Ser Leu

180

ASD Leu Tyr

205

Pro Ser Gin

220

gggtatctgy
ctgcaggaga
atcagaagaa
tectactygge
ggacagattt
gtcatcaata
ctgatgctyc
gtgecteagt
agattgatygg
aagacagcac

ataacagcta

ser Ala
- 160

Gy Tyr
175

ser ser

Thir Leu

The val

tacctgtyyg
aaaggtcact
ctacttggee
atccgotagy
tactcrtace
cotetectey
accaactgta
cgrotgotic
cagrygaacga
ctacageaty

tacctgtygag

50
120
180
240
300
360
420
480
540
600
660
690



<400> 6
atggatiggy

atccagttgy
tgcaaggetrt
ggaaaggatt
gaagagtica
cagatcaaca
trttcttact
tctgtotate
tgeetggtea
tecageggtn
tcagtgacty
ccggecagea
<Z210> 7

<213> 230
<212> PRT
<213>

<220
«223>

<406 7
Met Glu Ser
1

Gly Thr Cys

aAla
35

val ser

val Leu

50

Tyr

Lys Pro Gly

65

Lys Ser Gly

Phe Thr Leu

His
115

TYP Cvs

tgtggacctt
tgragtctyg
crgggtatac
tcaagtggat
agyggacgott
accicaaaasg
guggocaagg
cactggeceo
agggctattt
fgcacacctt

teecectecag

GIn Thr

Gly
20

ASH

Gly Glu

Ser Ser

Gin

val pro

85

Thr
100

Ile

Gin Tyr

Ile
Lys
AST
Pro
70

ASD

Ser

L.eu

4734951 _Sequencelisting 5T25

gerattoctg
acctgagcty
cticacagaa
gggcatgata
tgeettetet
tgaggacacg
gactctggtc
tggatctyet
ccctgageoa
cccagotgto

cacctggeoe

Artificial sequence

based on mus muscoius

GIn val phe

Met Met

Thr
40

val

Gin
55

Lys

Lys Leu

Arg Phe

ser val

Ser Ser

126

atagcagetg
aagaagccty
tatccaatye
tacaccgaca
ttggagacct
gctacatatt
actgtrctety
gcecaaacta
gtgacagtyga
ctgcagtety

agccagaccg

Leu Ser

10

Leu

Thr Gln

25

Ser

Met Setr Cys

AST Tyr Leuy

Leu Ite

Thr Gly

90

Ser

Gin Ala Gglu

105

Tyr Thr pPhe

Page 5

cceaaagtge
gagagacagrt
actggytgaa
ctggagagcec
ctgocaacsc
tctgtgtggy
cagccaaaac
actccatggt
cctggaactc
acetctacac

tcaccigcasa

Leu Leu Trp

Ser
30

Pro Ser

ser Ser

45

Lys

Ala
5i

Trp Tyr

Trp Ala Ser

Gly

ser

Ala
110

ASp Leu

Gly @iy Gly

ccaagoacay
caagatctec
gcaggercca
sacatatgct
tgectattty
tggtrtacttg
gacaccecca
gaccctggga
tggatccectg
torgageage

cgtrycocac

val
15

ser

Ala

Ser

Gin Gin

Ala Arg

80

Thr
o5

ASp
val Tyr

Thr Lys

60
120
180
240
300
360
420
480
540
600
660
670



leu

Pro

145

ey

Gly

ser

ASp

Thr
225

Glu

130

Ser

AsSn

ser

Lys

Glu

210

ser

<210
<211
<212>
<213>

<220>
<223>

<400

8
2

Ile

Ser

Asn

Gluy

TYr

Thr

23

PRT
Artificial Sequence

based on mus muscuius

8

Lys

Giu

Phe

Arg

Ser

Glu

Ser

mat Asp Trp val
1

Ala

Fro

Thr

Thr

Tyr

Gin

Gly

Glu

50

Try

Glu

Ala

Phe

Ala

Glu

35

Tyr

Met

Phe

Tyr

ys

Gln

20

The

Pro

Gly

Lys

Leu
160

val

Arg

Gin

TYT

165

Gln

Thr

Arg

Pro

Trp
5
Ile
va'
Met
Met
Gly
85

GIn

Gly

Ala

Ley

150

Pro

Asn

TYE

His

Ile
230

Thr

Glin

Lys

His

Ile

70

Arg

Ile

Gly

4734951 sequencelisting. 8723

Asp Ala Ala Pro Thr val ser Ile

135

Thr

Lys

Gly

Ser

ASn
215

Leu

Leu

Ile

Trp

35

Tyr

Phe

ASn

Tyr

Ser

Asp

val

Mat

200

Ser

Ley

val

sar

40

val

Thr

Ala

Asn

.Leu

Gly
1le
Leu
185

Ser

Tyr

Phe

GIn

25

Cys

LYS

ASD

Phe

Leu

105

phe

Gly
Asn
170
AsSH

Ser

The

Leu
10

ser
Lys
Gin
Thr
Ser
a0

Lys

Ser

page 6

Ala
155
val
ser

Tht

Cys

Tie

Gly

Ala

Ala

Gly

75

Leu

Ash

Tyr

140

Ser

Lys

Trp

Leu

Glu
220

Ala

Pro

Ser

PTro

60

Glu

Glu

Glu

Trp

val

Trp

Thr

The

205

Ala

Ala

Glu

Gly

45

Gly

Pro

Thr

ASD

Gly

val

LYS

190

Ley

The

Ala

Leu

30

Tyr

Lys

Thr

Ser

Thr

110

Gln

Phe

Cys

Ile

175

Glin

Thr

His

Glin

15

Lys

Thr

ASP

Tyr

Ala

25

Ala

Gly

Pro

rhe

160

Asp

ASp

LyS

Lys

Ser

Lys

Phe

Phe

ala

80

Ash

Thr

Thr



4734951 _sequencelisting_sT25

115 120 125
Leu val Thr val ser Ala Ala Lys Thr Thr Pro Pro Ser val Tyr Pro
130 135 140
Leu Ala Pro Gly Ser Ala ala GIn Thr Asn Ser Met val Thr Leu Gly
145 130 155 160
Cys Leu val Lys Giy Tyr Phe Pro Glu Pro val Thr val Thr Trp asn
165 170 - 175
ser Gly Ser Leu 5er Ser Gly val His Thr Phe Pro Ala val Leu Gln
180 185 130
Ser Asp Leu Tyr Thr Leu Ser Ser Ser val Thr val Pro ser Ser Thr
198 200 205
Trip Pro Ser Gln Thr val Thr Cys Asn val Ala His pro Ala Ser
210 215 220
<2l &
<211> 681
<212> DNA
<213> Artificial sequence
<Z220>
<Z23> based on mus musculus
<400 9
atggacatga goacccerge teagritott ggaatcttglt tgctctggtt tccaggtatc
amatgtigaca tcaaactgac ccaghtctcca tottccatdt atgoatctct aggagagaga
gtcactatea ctigcaagge gagtgaggac attaatagel atttaagctg grtccagoag
aaaccaggga aatctcctaa gaccotgatc tatcgtgeaa acagartggt agatgggotc
ccatcaagyt tcagtggcag tggatctggy caagattatt ctotcaccat cageagoctg
gagtatgaag atatgggaat ttattatigt ctacagtatg atgagtttcc totcacgttce
ggtgcotggya ccaagcetgga goetgacacgy gotgatygctg caccaactgt atccatotte
ccaccatcca gtgagcagtt aacatctggas ggtgoctoag togigtgctt cttgaacaac
ttetacccca aagacatcaa tgrtcaagtgyg aagattgatg geagtgaacg acazaatgge
gtcctgaaca gtiggactga tcagpacagc adagacagca cotacageat gageagoaco
ctcacgtiga ccaaggacga gtatgaacga cataacagelt atacctgtga goccactcac
aagacatcaa cttcacecat T
<Z210> 10
<211> 398
«212> DNA
<213> Artificial seqguence
<220 -
<223> based on mus musculus

Page 7

60
120
180
240
300
360
420
480
540
600
660
681



<400> 10
atggcagcag

aagaagooty
gctggaatgac
aacacccact
Ttggaaacot
geracgtatt

teagteacey

<210>
<211>
<212
<213>

<220
<Z23>

<400>

Met Asp Met Arg
1

Phe Pro

Met Tyr

Giu Asp

50

Ser
65

Pro

Pro sSer

Ile ser

Tyr Asp

Thr Arg

130

Giu Gln

145

phe Tyr

1l
227
PRT

ctcaaagtat
gagagacagt
agtggytygca
ctggagagec
ctgeeageac
totgtgegay

tctooctetge

4734851 _Ssequencelisting_sT25

ccaagcacag atcCagttgy tgcagictyg

caagatctce tgcaaggert

aaagatgceea ggaaagggtt

aaaatatgca gaagatttca

tgcctattita cagataagca

aatgggaggc tatgctatgg

caaaacaaca CCcoceate

Artificial Sequence

base

11

Gly

Ala

35

Iie

Lys

Arg

Ser

Glu

115

Ala

teu

Pro

d on mus

i

Ile
20

LYs

Ser Leu

Asn Ser

Thr Ley

Phe

Lau
106

Phe Pro

Asp Ala
Thr

Ser

Lys Asp

Cys

Gly

TYyr

Gly

Tyr

Leu

Ala

musculus

Pro Ala

Asg

Giu

Leuy

35

Tyr

Ser

Glu

Thr

Pro

135

Gly

ASH

Gin

Ile

Arg

490

Arg

Gly

AsSD

Phe

120

The

-

val

Phe

Lys

val

Trp

Ala

Ser

Met

105

Gly

val

Ser

Lys

Ley

10

Le

Thr

Phe

Asn

Gly

90

Gly

Ala

ser

val

Trp

Gly

Thr

ile

Gin

Ard

75

clin

Ite

Gy

Tie

val

155

LyS

Page &

ctgggtatac
ttaagtggat
agggacggtt
acctcaaasa

actactgogy

acctyagotyg
cttcacaact
tggctggata
tgeettetet
tgaggacacy

teaaggaace

Iie

Gln

Thr

Gin

60

Leu

ASp

Tyr

Thr

Phe

140

Cys

Ie

Leu

Ser

LYS

va'l

Tyr

Tyr

Phe

Asp

Leu

Pro

30

Lys

Pro

Asp

ser

Cys

110

Ley

Pro

Leu

Gly

LEeu

15

Saer

Ala

Gly

Gly

Leu
95

Leu

Glu

Ser

Asn

ser

Trp

ser

ser

Lys

val

80

Thr

Gin

Leuy

Ser

ASH

160

Glu

60
120
186
240
300
360
368



165

Arg Gln Asn Gly val

180

Ser Thr Tyr Ser Met

195

4734951_Squ§nceaisting_STzs
1

lL.eu Asn Sser

Ser ser Thr
200

Glu Arg His Asn Ser Tyr E?E Cys

210

Ser Pro Ile

225

<210>
211>
<212
<213>

<Z220>
<223>

<400

12
133
PRT

artificial sequence

based on mus muscuius

1z

Met Ala aja Ala

1

Gly

Ala

Met

Gly

65

Leu

ASH

Met

Pro

Ser

Pro

50

Glu

Glu

Glu

Asp

Thr Thr

130

<210>
<211 6820 .
<Z212> DNA

Glu

‘Gly

33

Gly

Pro

Thr

ASD

Ty

115

Pro

13

Ley
20

Tyr
LYS
Lys
Ser
Thr
100

Trp

Pro

Gln
5
Lvs
Thr
Gly
Tyr
Ala
85
Ala

Gly

Ser

Ser I'le Gln
Lys Pro Gly

Phe Thr Thr
40

Phe Lys Trp
55

Ala GTu Asp
70

Ser Thr ala

Thr Tyr phe

Gin Gly Thr
120

Trp Thr Asp §in

185

Lay

Glu

Ala

Gty

25

ala

Iie

Phe

Tyr

Cys

105

Ser

Thr Leu Thr

Ala Thr

Glin Ile
10

Thr val

Gly met

Giy Trp

Lys Gly

75

Leu Gin
g0

Ala Arg

val Thr

Page Y

His
220

Gin

Lys

Gin

Ile

60

N

Ile

Met

wval

ASp Ser

Leu

Tle

Trp

45

Asn

Phe

ser

Gly

Ser
125

180

ASD

Thr

val

set

30

val

Thr

Ala

ASH

Gly

110

Ser

175

LyS

Giu

Ser

Gin

15

Cys

Glin

His

Phe

Leu

85

Tyr

Ala

Asp

TYr

Thr

Ser

Lys

LYS

ser

Ser

80

LYS

Ala

Lys



<Z213>

<220>
<223>

<400> 13
atggaatcac

aacattatga
atgagctgta
tggtaccage
gaatcrogty
atcaccaaty
tacacgticy
tccatottec
ttgaacaact
Caaaatgycy
agcagcacce
gccactcaca
<210>
3172
<213>

<220
<Z22Z23>

<400> 14
atygattggy

atccagttgy

14
670
DNA

tgcaagyctt
gyaaagygtt
gaagagttca
cagatcaaca
ttttcttact
tetgtotate
tgectggtca
tccagogyty
tcagtgacty
ccggecagea
<2310>

<21d>
<212

i5
230
PRT

agactcaggt
tgacacagtc
agtccagica
agaaaccagy
teertgatcy
tacaagctyga
gaggggggac
catcatccag
tctaccecaa
tcctgaacag
tcacgtrgac

agacatcaac

tgtggacett
tgcagtctgy
ctoggtatac
tcaagtggat
agggacggtt
acctcaaaaa
ggugccaagy
cactggecce
agggctattt
tgcacacctt

teceocetocadg

4734951, Sequencetisting. 5T25

Artificial Sequence

based on mus musculus

cttcctotcec
gocecatcatet
aagtgtrtta
gcagtctrect
ctrtcacaggce
agacctggca
caagttggaa
tgageagtta
agacatrcaat
trggactgat
caaggacgag

ttcacceatt

ArtifTicial Sequence

based on mus musculus

gctattecty
acctgagetyg
cttcacagaa’
gggcatgata
tgccttctet
tgaggacacg
gactctggte
tggatctget
ccetgageea
cocagetgte

cacctggece

crgetgetet
ctggotytgr
tacagticaa
aaactgetga
agtggatctg
gttiattact
ataaaacgyg
acatetggag
grcaagtgga
caggacagea

tatgaacgac

atagcagcety
aagaagecty
tatccaatge
tacaccgaca
tEggagacet
getacatatt
actgtctoty
grecasacta
gtgacagtga
ctgcagrcty

agooagacey

Page ‘10

gggtatctyg
ctgcaggaga
atcagaagaa
tctactygge
ggacagattt
gtcatcaata
ctgatgetge
gtgcocteagt
agattgatgg
aagacagcac

atazcagcta

cccaaagtye
gagagacagt
actgggtgaa
ctggagagee
ctgccageac
tetgtgtagg
CagCccaaaac
actceatggt
cctggaactc
acctetacac

Tcacctgeasa

tacctgtogy
asaggtcact
ctactigecc
atccactagy
tactcttace
cectetecteg
accaactgta
cutgtgcttc
cagtgaacga
ctacagcatg

tacctgtyag

ccaagcacag
caagatctee
gcaggctcca
aacatatgtt
tgoctattty
tggttactty
gacaccecea
gaccoeggga
tggatcocty
Tctgageage

cgttgcccac

60
120
180
240
300
360
420
480
540
600
660
670



<213>

<2205
<223>

< 400>

4734951 _Sequencelisting _ST25

Artificial Seguence

based on mus musculus

15

met Glu Ser Gln
1

Gly

val

val

Lys

65

phe

TYr

Leu

Pro

145

Leu

Giy

ser

ASP

Thr
225

Thr

Ser

Let

50

Pro

ser

Thr

Cys

Glu

130

sar

Asn

Ser

Lys

Glu

2190

ser

<210>

Cys

Ala

35

Tyr

Gly

Gly

Leu

His

115

Ile

Ser

Ash

Glu

Ty

Thr

16

Gly
20
Gly

ser

Gin

Thr

100

Gln

Lys

Glu

rhe

Arg

Ser

Ser

Thr

5

Asn

Gy

ser

ser

T Pro

B5

Ile

Tyr

Arg

Glin

TYr

165

Glin

Thr

Arg

Pro

Gin val phe

Ile

Lys

ASH

Pro

70

ASP

Thr

Leu

Ala

Leuy

150

Pro

A3n

Tyr

Ris

Ile
230

Met

val

Gin

55

Lys

Arg

Asn

ser

Lys

Gly

ser

AsSh
215

Met

Thr

40

LYs

L.eu

rhe

val

Sar
120

Ala

Ser

AsSp

val

Met
200

Ser

Leu

Thr

25

Met

ASDH

Leu

Thr

Glin

165

Tyr

Ala

Gly

Tle

Leu

185

ser

Tyr

Ser
10

&1n
Ser
Tyr"

Ile

Gly
80

Ala
Thr
Pro
Gly
ASn
170
Asn

ser

Thre

Page 11

Leu

Ser

Cys

Leu

TYyr

Ser

Glu

Phe

Thr

Ala

155

val

Ser

Thr

Cys

Leu
Pro
LyS
Ala
60

Trp
Giy
ASp
Gy
val
140
ser
Lys
Trp

l.eu

Glu
220

Leu

Ser

ser

45

Trp

ala

Ser

Leu

val

Trp

Thr

Thy

205

Ala

Trp

s5er

30

Ser

Tyr

Ser

Gly

Ala

110

Giy

Ile

val

Lys

180

Leu

Thr

val

15

Ley

Gin

Glin

Thy

Thr

95

val

Thr

Pphe

Ccys

Ile

175

Gin

Thr

Hisg

Ser

Ala

Ser

Gin

Arg

80

Asp

Tyr

LYS

Pro

Phe

160

Asp

Asp

Lys

Lys



<21l
<21Z2>
<Z213>

<220>
<223

<400>

223
PRT

4734951 _Sequencelisting ST25

Artificial Sequence

based on mus musculus

16

Met Asp Trp val
1

Ala Gin

Pro Gly

Thr Glu
50

Lys Trp

Glu Glu

thr Ala

Tyr Phe

Leu val
130

Leuy Ala
145

Cys Leu

Ser Gly

Ser Asp

Terp Pro
216

<21 0>
<211l
<212>

ala
Giu
35

Tyr
Met
Phe
Tyr
Cys
115
Thi
Pro
val
Ser
ey

195

Set

17
10
PRT

Glin

20

Thr

Pro

Gly

LVS

Leu

100

val

val

Gly

Lys

Ley

180

Tyr

Gln

Trp

5

Ile

val

Met

Met

Gly

85

Gin

Gly

Sar

Ser

Ser

Thr

Thr

Thr

Glin

Lys

His

Ile

70

Arg

Iie

Gly

Ala

Ala

150

Tyr

sar

Lel

val

Ley Lsu
Leu val
Ile ser
40
Trp val
55
Tyr Thr
Phe Ala
ASn ASH
Tyr Leu
120
Ala Lys
Ala G1n
Phe Pro
Gly va'l
Ser Ser
200

Thr Cys
215

Phe
Gin
25

Cys
Lys
ASp
Phe
ey
105
Phe
Thr
Thr
Ghu
His
185

sSer

Asn

Ley Ile
10

ser Gly

Lys Ala

Gin Ala

Thr Gly

73

Ser Leu
90

LYS Asn

sSer Tyr

Thr -Pro

Asn Ser

155

ero val
170
Thr the

val Thr

val Ala

Ala

Pro

sar

Pro

60

Glu

Glu

Glu

Trp

Pro

140

Met

Thr

Pro

val

His
220

rage 127

Ala
Glu
Gly
45

Gly
Pro

Thr

ASD

val
va'l

Ala

Pro

205

Pro

Ala

Leu

30

YT

Lys

Thr

Ser

Thr

110

Gln

vl

Thr

Thr

val

190

ser

Ala

Gin

15

Lys

Thr

Gly

Tyr

Ala
G5

Ala.

Gly

Tyr

Leu

Trp

Leu

Ser

Ser

Ser

LVS

rhe

Phe

val

80

Ser

Thr

Thr

Pro

Gln

Thr



4734951 Sequencelisting_ST25
<213 Artificial seguence

<220>
«223> based on mus muscuius

<400= 17

Gly Tyr Thr Phe Thr Asp Tyr Asn Met His
1 5 i0
<2310>= 18

<21li> 17

<212> PRT

«213> Artvificial Seqguence

<220>

<223> based on mus musculus

<400> 18

Tyr Ile Asn Pro ?sn asn Gly Giy Thr Ssr Tyr Asn Gin Lys Phe Lvs
1 1 i5

Gly

<210> 18

<213i> 15

<212> PRT ] ‘

<213> Artificial Secuence

<220

<223> based on mus musculus

<400> 19

Arg Ala Ser Glu ser val Glu Tyr Tyr Gly Thr Ser Leu Met Gin
1 5 10 15
<210> 20

<211l> 7

<212> PRT

<Z213> artificial Sequence

<220>

<223> based on mus muscuius

<400> 20

Ala Ala Ser Asn val Glu Ser
1 5

<210> 21

<211> §©

<Z2312> PRT

213> Artificial sequence
220>

<223> based on mus musculus
<400> 21

Gln GTn -Ser Arg Lys val Pro Trp Thr
Page 13
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1 5

<210> 22

<211> 10

<212> PRT

<213> argificial segquence

<220>

<223> based on mus musculus

<400> 22

Gily Tyr Thr phe Thr GTu Tyr Pro Met His
1 5 10
<210> 23

<23il>» 17

<212 PRT ,

<213> Artificial sequence

<2 20>

<223> based on mus musculus

<400> 23

Met Ile Tyr Thr Asp Thr Gly GTu pro Thr Tyr Ala GTu Glu Phe Lys
1 5 10 15
Gly

<210> 24

<21i> &

<212> PRT

<213> Artificial seguence

<220>

<223> based on mus musculus

<400> 24

Gly Tyr Leu Phe Ser Tyr
1 5

<210> 25

<21li> 17

<212> PRT

<213> Arvificial sequence
<220

<223> based on mus musculus
<400> 25

Lys Ser Ser Gln Ser val Leu Tyr Ser Ser Ash GIn Lys Ash Tyr Leu
1 5 10 15
Ala

210> 26
Page 14
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<21l 7

<21Z> PRT

<213> Arvificial seguence
220>

<223> based on mus musculus
<400> 26

Trp Ala Ser aAla arg Lys Ser
1 5

<210> 27

<211> B8

<212» PRT

<213> Artificial sequance
<220 .

<223> based on mus musculus
<400> 27

His Gin Tyr Leu Ser Ser Tyr Thr
1 5 '

<210> 28

<21i> 10

<212> PRT

<213> artificial Sequence

<220

<223> based on mus muscuius

<400> 28

Gly Tyr Thr Phe Thr Thr Ala Gly Met Glin
1 5 10
<210> 2%

231> 17

<212> PRT

«213> Artificial seguence

<Z2{0>

<223> based on mus muscuius

<400> 29

Trp Ile Aasn Thr His Ser Gly Glu Pro Lys Tyr Ala Glu Asp Phe Lys
i 5 10 15

Giy

<210> 30

<211> 8

<21Z2> PRT

<213> Aartificial sequence
<220> .
<223> based on mus muscuius
<400 30

Page 15
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Met Gly Gly Tyr Ala Met Asp Tyr
1 5

<210> 31

<211i> 11

<212> PRT

<213> Artificial Seguence
<220

«223> based on mus musculus
<400> 31

Lys ala Ser ¢lu Asp Ile Asn Ser Tyr Leu Ser
1 5

<210> 32
<2ll> 7
<212> PRT

«Z213> artvificial sequence

<220>
223> based on mus musculus

<400> 32

Arg Ala Asn Arg Leu val Asp
1 5

<210> 33

<Z211> &

<212> PRT

<213> Artificial Seguence
<220

<223> based on mus musculus
<400> 33

Leu Gin Tyr Asp Glu Phe Pro Leu Thr
1 5

<210> 34

211> 10

«212> PRT

<213> arvificial Sequence

<2205

<223> based on mus musculus

<430> 34

Gly Tyr Thr phe Thr ¢lu Tyr Pro Met His
1 5 10
<210> 35

<211> 17

<Z1lZ» PRT

<213> aArtificial Sequence

<2 20>

<223> based on mus musculus
Page 16
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<400> 35

Met Ite Tyr Thr asp Thr Gly Glu Pro Thr Tyr val Glu Glu Phe Lys
1 5 10 i3

Gly

<210> 36

<21l &

<212> PRT

<213> artificial sequence
<220>

<223> based on mus musculus
<400> 36

%Ty Tyr Leu Phe %er Tyr

<210> 37

<2il> 17

<ZiZ2> PRT

<213> artvificial seguence

<220

<223> based on mus musculus

<400> 37

Lys Ser Ser Gin Ser val Leu Tyr Ser Ser Asn Gin Lys Asn Tyr Ley
1 5 10 15
Ala

<Z10> 38

<211l> 7

<212> PRT

<213> Artificial Seguence

<220

<223> based on mus musculus

<400> 38

Trp Ala Ser Thr arg Giu Ser
i 5

<Z10> 39

<Z11> 8

<212> PRT

<213> Artificial Seguence
<220

<223> bhased on mus musculus
<400> 39

His Gin Tyr Leu Ser Ser Tyr Thr
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