<110>

<120>

<130>

<140>
<141>

<160>

<170>

<210>
<211>
<212>
<213>

<220>
<223>

<400>
auuua

<210>
<211>
<212>
<213>

<220>
<223>

<400>
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1
5

RNA
Artificial Sequence

Synthetic Construct
1

2

13

DNA

Artificial Sequence
Synthetic Construct

2

tgyygatgyy yyy

<210>
<211>
<212>
<213>

<220>
<223>

<400>

aggagg

<210>
<211>
<212>
<213>

3

6

DNA

Artificial Sequence

Synthetic Construct

3

4
10
DNA
Artificial Sequence

13



<220>

<223> Synthetic Construct

<400> 4
accaccatgg

<210> 5
<211> 10
<212> DNA

<213> Artificial Sequence

<220>

<223> Synthetic Construct

<400> 5
gccaccatgg

<210> 6
<211> 29
<212> DNA

<213> Artificial Sequence

<220>

<223> Synthetic Construct

<400> 6

tctctttaca ttttggtctc tatactaca

<210> 7
<211> 738
<212> DNA

<213> Artificial Sequence

<220>

<223> Synthetic Construct

<400> 7

atgtctaagg
gatgtgaacg
aagctgacac
gtgaccacct
cacgatttct
aaggacgacg
aaccggatcg
atggaataca
atcaaggtga
cactaccagc
ctgtctacac
ctggagttcg
aaggacgatg

<210> 8
<211> 1290

gagaagagct
gccagaaatt
tgaagttcat
tcagctacgg
ttaaatctgc
gaaattacaa
agctgaaggg
actacaactc
acttcaagat
agaacacccc
agtccgctct
tgaccgccgc
acgacaag

gtttaccggc
cagcgtgtcc
ctgcaccacc
agtgcaatgc
catgcccgag
gaccagagcc
catcgacttc
ccacaacgtg
cagacacaac
catcggcgac
gtccaaagat
tggcatcacc

gtggtcccta
ggcgagegecg
ggcaagctgc
ttctccagat
ggctacgtgc
gaggtgaagt
aaagaggatg
tacatcatgg
atcaaggacg
ggccctgtgc
cctaacgaga
catggcatgg

tcctggtgga
aaggcgacgc
ctgtcccttg
accctgacca

aggaacggac
tcgagggcega
gcaacatcct
ccgacaagcc
gctctgtgca
tgctgcctga
agcgggacca
acgagctgta

gctggacggce
cacctacggc
gccaacactg
catgaagcag
catcttctac
caccctggtg
gggccacaag
taagaacggc
gctggccgac
taaccactat
catgatcctg
caaggactac

10

10

29

60

120
180
240
300
360
420
480
540
600
660
720
738



<212> DNA

<213> Artificial Sequence

<220>

<223> Synthetic Construct

<400> 8

atgtccctgc
tgtcagggct
aaatccaagg
ctgaagagat
gcttacgacg
aaccagacac
aagaacatca
gatgtgtacc
ctggaccacg
catagcgctg
tgcaccctga
acaccctacg
aaggagaacg
atcctgttcc
accccttgtc
cggcctaagt
gacagcgagc
gtgatcgacc
gtgtggtacg
gacgaaagag
tccgaggaaa
cagcaagact

actttctgta
tcgataagca
tggacaacca
accagaacct
ccgtgectgga
acgctaagcg
tctccctgcet
tggtgatgga
agcggatgtc
gcatcatcca
agatcctgga
tggtgaccag
tggacatctg
ccggaagaga
ctgagttcat
acgccggcct
acaacaagct
ctgctaagag
accctgctga
agcacaccat
agaccaagaa
acaaggacga

ctactgctct
ggtggacgtc
gttctactct
gaaacccatc
tagaaacgtg
ggcctacaga
gaatgtgttc
actgatggac
ctacctgctg
cagagatctg
cttcggectg
atactaccgg
gtccgtggga
ttacatcgac
gaagaaactg
gacctttcca
gaaagcctct
aatctccgtg
ggtggaagcc
cgaggagtgg
cggegtggtc
tgatgacaag

gagcctaccc
tcctatatcg
gtcgaggtgg
ggctccggeg
gccatcaaga
gagctggtcc
acccctcaga
gccaacctgt
taccagatgc
aaaccttcta
gccagaaccg
gcccctgaag
tgcatcatgg
cagtggaaca
cagcctaccg
aagctgttcc
caggccagag
gacgatgccc
cctccacctc
aaggagctga
aagggccagc

tggacgtgaa
ctaagcacta
gcgactctac
ctcagggcat
agctgagccg
tgatgaagtg
aaaccctgga
gccaggtgat
tgtgtggcat
acatcgtggt
ctggcacctc
tgatcctggg
gcgagatggt
aggtgatcga
tgcggaacta
ctgactctct
atctgctgtc
tgcagcaccc
agatctacga
tctataaaga
cttccccctc

gatcgccttc
caacatgagc
cttcaccgtg
cgtgtgcgcec
gcctttccag
cgtgaaccac
agagttccag
ccagatggaa
caagcacttg
gaagtccgac
tttcatgatg
catgggctac
cagacacaag
gcagctgggc
cgtggaaaac
gttccccgcet
caagatgctg
ctacatcaac
caagcagctg
agtgatgaac
tgctcaggtg

120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1290



