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Figure 2
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Concentration CHOP (ppm)
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Figure 7

100

Binding
Strength

_ | IMonomer
mrmmereee | HMWS
I Dimer
133333333333 1010 (O] &
LMWS
Gentamicin




8/16

100 1

75 -

% Normalized Mass

Figure 8

on
]
i

a4
[+3]
i

== Monomer
=& Dimer

s HMWS
=& CHOP

=&~ Gentamicin
- LMWS

5 10 15
Load Density (kg/L. .}

Monomer

<

Cimer
HIMWS
CHOP

Gentamicin
LMWS




9/16

Mustang S Acrodisc
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Figure 10
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Figure 11
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Figure 12

mAb Gentamicin | CHOP | DBC | Exp.
Load (mg/mL) (ng/mL) (ng/mL) | (g/L) | Order
Adj. HCCF 1 0.89 24100 68 4th
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Adi | o
HCC through
mAb
(mg/mL) 0.88 0.83
CHOP 408,000 | 328,000
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Figure 13
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Figure 15

SP Sepharose Fast Flow DBC Analysis
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Figure 16

SP Sepharose Fast Flow
Load Step Pool Pool Pool
Pre-Harvest Protein Yield ECP Aggregate Dimer
Run | Condition (mg/mL) (%) (ng/mg) (%) (%)
| ,.... Effect of PEIl concentration . .

0.60% PEI mwm Mqul. 155 ) 2.5 ; 3.7

0.70% PEI 6.6 96 145 7.5 3.8

- 0.80% PEI 7.3 93 247 5.4 3.4
0.90% PEI 7.5 91 274 3.5 3.3

1.00% PEI 7.3 81 621 6.8 5.0

1.10% PEI 7.4 70 904 17.3 5.9




