
                         SEQUENCE LISTING

<110>  AMIGORENA, et al.
 
<120>  IMMUNE CELLS DEFECTIVE FOR SUV39H1

<130>  40020/20010P3

<160>  16    

<170>  PatentIn version 3.5

<210>  1
<211>  2733
<212>  DNA
<213>  Homo sapiens

<300>
<308>  GenBank / AF019968.1
<309>  1999-04-16
<313>  (1)..(2733)

<400>  1
ctcgcgaggc cggctaggcc cgaatgtcgt tagccgtggg gaaagatggc ggaaaattta       60

aaaggctgca gcgtgtgttg caagtcttct tggaatcagc tgcaggacct gtgccgcctg      120

gccaagctct cctgccctgc cctcggtatc tctaagagga acctctatga ctttgaagtc      180

gagtacctgt gcgattacaa gaagatccgc gaacaggaat attacctggt gaaatggcgt      240

ggatatccag actcagagag cacctgggag ccacggcaga atctcaagtg tgtgcgtatc      300

ctcaagcagt tccacaagga cttagaaagg gagctgctcc ggcggcacca ccggtcaaag      360

accccccggc acctggaccc aagcttggcc aactacctgg tgcagaaggc caagcagagg      420

cgggcgctcc gtcgctggga gcaggagctc aatgccaagc gcagccatct gggacgcatc      480

actgtagaga atgaggtgga cctggacggc cctccgcggg ccttcgtgta catcaatgag      540

taccgtgttg gtgagggcat caccctcaac caggtggctg tgggctgcga gtgccaggac      600

tgtctgtggg cacccactgg aggctgctgc ccgggggcgt cactgcacaa gtttgcctac      660

aatgaccagg gccaggtgcg gcttcgagcc gggctgccca tctacgagtg caactcccgc      720

tgccgctgcg gctatgactg cccaaatcgt gtggtacaga agggtatccg atatgacctc      780

tgcatcttcc ggacggatga tgggcgtggc tggggcgtcc gcaccctgga gaagattcgc      840

aagaacagct tcgtcatgga gtacgtggga gagatcatta cctcagagga ggcagagcgg      900

cggggccaga tctacgaccg tcagggcgcc acctacctct ttgacctgga ctacgtggag      960



gacgtgtaca ccgtggatgc cgcctactat ggcaacatct cccactttgt caaccacagt     1020

tgtgacccca acctgcaggt gtacaacgtc ttcatagaca accttgacga gcggctgccc     1080

cgcatcgctt tctttgccac aagaaccatc cgggcaggcg aggagctcac ctttgattac     1140

aacatgcaag tggaccccgt ggacatggag agcacccgca tggactccaa ctttggcctg     1200

gctgggctcc ctggctcccc taagaagcgg gtccgtattg aatgcaagtg tgggactgag     1260

tcctgccgca aatacctctt ctagccctta gaagtctgag gccagactga ctgagggggc     1320

ctgaagctac atgcacctcc cccactgctg ccctcctgtc gagaatgact gccagggcct     1380

cgcctgcctc cacctgcccc cacctgctcc tacctgctct acgttcaggg ctgtggccgt     1440

ggtgaggacc gactccagga gtcccctttc cctgtcccag ccccatctgt gggttgcact     1500

tacaaacccc cacccacctt cagaaatagt ttttcaacat caagactctc tgtcgttggg     1560

attcatggcc tattaaggag gtccaagggg tgagtcccaa cccagcccca gaatatattt     1620

gtttttgcac ctgcttctgc ctggagattg aggggtctgc tgcaggcctc ctccctgctg     1680

ccccaaaggt atggggaagc aaccccagag caggcagaca tcagaggcca gagtgcctag     1740

cccgacatga agctggttcc ccaaccacag aaactttgta ctagtgaaag aaaggggtcc     1800

ctggcctacg ggctgaggct ggtttctgct cgtgcttaca gtgctgggta gtgttggccc     1860

taagagctgt agggtctctt cttcagggct gcatatctga gaagtggatg cccacatgcc     1920

actggaaggg aagtgggtgt ccatgggcca ctgagcagtg agaggaaggc agtgcagagc     1980

tggccagccc tggaggtagg ctgggaccaa gctctgcctt cacagtgcag tgaaggtacc     2040

tagggctctt gggagctctg cggttgctag gggccctgac ctggggtgtc atgaccgctg     2100

acaccactca gagctggaac caagatctag atagtccgta gatagcactt aggacaagaa     2160

tgtgcattga tggggtggtg atgaggtgcc aggcactagg tagagcacct ggtccacgtg     2220

gattgtctca gggaagcctt gaaaaccacg gaggtggatg ccaggaaagg gcccatgtgg     2280

cagaaggcaa agtacaggcc aagaattggg ggtgggggag atggcttccc cactatggga     2340

tgacgaggcg agagggaagc ccttgctgcc tgccattccc agaccccagc cctttgtgct     2400

caccctggtt ccactggtct caaaagtcac ctgcctacaa atgtacaaaa ggcgaaggtt     2460

ctgatggctg ccttgctcct tgctccccca ccccctgtga ggacttctct aggaagtcct     2520

tcctgactac ctgtgcccag agtgccccta catgagactg tatgccctgc tatcagatgc     2580



cagatctatg tgtctgtctg tgtgtccatc ccgccggccc cccagactaa cctccaggca     2640

tggactgaat ctggttctcc tcttgtacac ccctcaaccc tatgcagcct ggagtgggca     2700

tcaataaaat gaactgtcga ctgaaaaaaa aaa                                  2733

<210>  2
<211>  412
<212>  PRT
<213>  Homo sapiens

<300>
<308>  GenBank / AAB92224.1
<309>  1999-04-16
<313>  (1)..(412)

<400>  2

Met Ala Glu Asn Leu Lys Gly Cys Ser Val Cys Cys Lys Ser Ser Trp 
1               5                   10                  15      

Asn Gln Leu Gln Asp Leu Cys Arg Leu Ala Lys Leu Ser Cys Pro Ala 
            20                  25                  30          

Leu Gly Ile Ser Lys Arg Asn Leu Tyr Asp Phe Glu Val Glu Tyr Leu 
        35                  40                  45              

Cys Asp Tyr Lys Lys Ile Arg Glu Gln Glu Tyr Tyr Leu Val Lys Trp 
    50                  55                  60                  

Arg Gly Tyr Pro Asp Ser Glu Ser Thr Trp Glu Pro Arg Gln Asn Leu 
65                  70                  75                  80  

Lys Cys Val Arg Ile Leu Lys Gln Phe His Lys Asp Leu Glu Arg Glu 
                85                  90                  95      

Leu Leu Arg Arg His His Arg Ser Lys Thr Pro Arg His Leu Asp Pro 
            100                 105                 110         

Ser Leu Ala Asn Tyr Leu Val Gln Lys Ala Lys Gln Arg Arg Ala Leu 
        115                 120                 125             

Arg Arg Trp Glu Gln Glu Leu Asn Ala Lys Arg Ser His Leu Gly Arg 
    130                 135                 140                 



Ile Thr Val Glu Asn Glu Val Asp Leu Asp Gly Pro Pro Arg Ala Phe 
145                 150                 155                 160 

Val Tyr Ile Asn Glu Tyr Arg Val Gly Glu Gly Ile Thr Leu Asn Gln 
                165                 170                 175     

Val Ala Val Gly Cys Glu Cys Gln Asp Cys Leu Trp Ala Pro Thr Gly 
            180                 185                 190         

Gly Cys Cys Pro Gly Ala Ser Leu His Lys Phe Ala Tyr Asn Asp Gln 
        195                 200                 205             

Gly Gln Val Arg Leu Arg Ala Gly Leu Pro Ile Tyr Glu Cys Asn Ser 
    210                 215                 220                 

Arg Cys Arg Cys Gly Tyr Asp Cys Pro Asn Arg Val Val Gln Lys Gly 
225                 230                 235                 240 

Ile Arg Tyr Asp Leu Cys Ile Phe Arg Thr Asp Asp Gly Arg Gly Trp 
                245                 250                 255     

Gly Val Arg Thr Leu Glu Lys Ile Arg Lys Asn Ser Phe Val Met Glu 
            260                 265                 270         

Tyr Val Gly Glu Ile Ile Thr Ser Glu Glu Ala Glu Arg Arg Gly Gln 
        275                 280                 285             

Ile Tyr Asp Arg Gln Gly Ala Thr Tyr Leu Phe Asp Leu Asp Tyr Val 
    290                 295                 300                 

Glu Asp Val Tyr Thr Val Asp Ala Ala Tyr Tyr Gly Asn Ile Ser His 
305                 310                 315                 320 

Phe Val Asn His Ser Cys Asp Pro Asn Leu Gln Val Tyr Asn Val Phe 
                325                 330                 335     

Ile Asp Asn Leu Asp Glu Arg Leu Pro Arg Ile Ala Phe Phe Ala Thr 
            340                 345                 350         



Arg Thr Ile Arg Ala Gly Glu Glu Leu Thr Phe Asp Tyr Asn Met Gln 
        355                 360                 365             

Val Asp Pro Val Asp Met Glu Ser Thr Arg Met Asp Ser Asn Phe Gly 
    370                 375                 380                 

Leu Ala Gly Leu Pro Gly Ser Pro Lys Lys Arg Val Arg Ile Glu Cys 
385                 390                 395                 400 

Lys Cys Gly Thr Glu Ser Cys Arg Lys Tyr Leu Phe 
                405                 410         

<210>  3
<211>  90
<212>  PRT
<213>  Homo sapiens

<400>  3

Ile Gln Asn Pro Asp Pro Ala Val Tyr Gln Leu Arg Asp Ser Lys Ser 
1               5                   10                  15      

Ser Asp Lys Ser Val Cys Leu Phe Thr Asp Phe Asp Ser Gln Thr Asn 
            20                  25                  30          

Val Ser Gln Ser Lys Asp Ser Asp Val Tyr Ile Thr Asp Lys Thr Val 
        35                  40                  45              

Leu Asp Met Arg Ser Met Asp Phe Lys Ser Asn Ser Ala Val Ala Trp 
    50                  55                  60                  

Ser Asn Lys Ser Asp Phe Ala Cys Ala Asn Ala Phe Asn Asn Ser Ile 
65                  70                  75                  80  

Ile Pro Glu Asp Thr Phe Phe Pro Ser Pro 
                85                  90  

<210>  4
<211>  164
<212>  PRT
<213>  Homo sapiens

<220>



<221>  SITE
<222>  (61)..(89)
<223>  ITAM1

<220>
<221>  SITE
<222>  (100)..(128)
<223>  ITAM2

<220>
<221>  SITE
<222>  (131)..(159)
<223>  ITAM3

<300>
<308>  UniProt / P20963.2
<309>  2019-07-03
<313>  (1)..(164)

<400>  4

Met Lys Trp Lys Ala Leu Phe Thr Ala Ala Ile Leu Gln Ala Gln Leu 
1               5                   10                  15      

Pro Ile Thr Glu Ala Gln Ser Phe Gly Leu Leu Asp Pro Lys Leu Cys 
            20                  25                  30          

Tyr Leu Leu Asp Gly Ile Leu Phe Ile Tyr Gly Val Ile Leu Thr Ala 
        35                  40                  45              

Leu Phe Leu Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr 
    50                  55                  60                  

Gln Gln Gly Gln Asn Gln Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg 
65                  70                  75                  80  

Glu Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met 
                85                  90                  95      

Gly Gly Lys Pro Gln Arg Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn 
            100                 105                 110         

Glu Leu Gln Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met 
        115                 120                 125             

Lys Gly Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly 



    130                 135                 140                 

Leu Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala 
145                 150                 155                 160 

Leu Pro Pro Arg 
                

<210>  5
<211>  645
<212>  PRT
<213>  Homo sapiens

<220>
<221>  DOMAIN
<222>  (1)..(42)
<223>  Extracellular domain

<400>  5

Met Pro Ile Trp Lys Phe Pro Asp Glu Glu Gly Ala Cys Gln Pro Cys 
1               5                   10                  15      

Pro Ile Asn Cys Thr His Ser Cys Val Asp Leu Asp Asp Lys Gly Cys 
            20                  25                  30          

Pro Ala Glu Gln Arg Ala Ser Pro Leu Thr Ser Ile Val Ser Ala Val 
        35                  40                  45              

Val Gly Ile Leu Leu Val Val Val Leu Gly Val Val Phe Gly Ile Leu 
    50                  55                  60                  

Ile Lys Arg Arg Gln Gln Lys Ile Arg Lys Tyr Thr Met Arg Arg Leu 
65                  70                  75                  80  

Leu Gln Glu Thr Glu Leu Val Glu Pro Leu Thr Pro Ser Gly Ala Met 
                85                  90                  95      

Pro Asn Gln Ala Gln Met Arg Ile Leu Lys Glu Thr Glu Leu Arg Lys 
            100                 105                 110         

Val Lys Val Leu Gly Ser Gly Ala Phe Gly Thr Val Tyr Lys Gly Ile 
        115                 120                 125             



Trp Ile Pro Asp Gly Glu Asn Val Lys Ile Pro Val Ala Ile Lys Val 
    130                 135                 140                 

Leu Arg Glu Asn Thr Ser Pro Lys Ala Asn Lys Glu Ile Leu Asp Glu 
145                 150                 155                 160 

Ala Tyr Val Met Ala Gly Val Gly Ser Pro Tyr Val Ser Arg Leu Leu 
                165                 170                 175     

Gly Ile Cys Leu Thr Ser Thr Val Gln Leu Val Thr Gln Leu Met Pro 
            180                 185                 190         

Tyr Gly Cys Leu Leu Asp His Val Arg Glu Asn Arg Gly Arg Leu Gly 
        195                 200                 205             

Ser Gln Asp Leu Leu Asn Trp Cys Met Gln Ile Ala Lys Gly Met Ser 
    210                 215                 220                 

Tyr Leu Glu Asp Val Arg Leu Val His Arg Asp Leu Ala Ala Arg Asn 
225                 230                 235                 240 

Val Leu Val Lys Ser Pro Asn His Val Lys Ile Thr Asp Phe Gly Leu 
                245                 250                 255     

Ala Arg Leu Leu Asp Ile Asp Glu Thr Glu Tyr His Ala Asp Gly Gly 
            260                 265                 270         

Lys Val Pro Ile Lys Trp Met Ala Leu Glu Ser Ile Leu Arg Arg Arg 
        275                 280                 285             

Phe Thr His Gln Ser Asp Val Trp Ser Tyr Gly Val Thr Val Trp Glu 
    290                 295                 300                 

Leu Met Thr Phe Gly Ala Lys Pro Tyr Asp Gly Ile Pro Ala Arg Glu 
305                 310                 315                 320 

Ile Pro Asp Leu Leu Glu Lys Gly Glu Arg Leu Pro Gln Pro Pro Ile 
                325                 330                 335     



Cys Thr Ile Asp Val Tyr Met Ile Met Val Lys Cys Trp Met Ile Asp 
            340                 345                 350         

Ser Glu Cys Arg Pro Arg Phe Arg Glu Leu Val Ser Glu Phe Ser Arg 
        355                 360                 365             

Met Ala Arg Asp Pro Gln Arg Phe Val Val Ile Gln Asn Glu Asp Leu 
    370                 375                 380                 

Gly Pro Ala Ser Pro Leu Asp Ser Thr Phe Tyr Arg Ser Leu Leu Glu 
385                 390                 395                 400 

Asp Asp Asp Met Gly Asp Leu Val Asp Ala Glu Glu Tyr Leu Val Pro 
                405                 410                 415     

Gln Gln Gly Phe Phe Cys Pro Asp Pro Ala Pro Gly Ala Gly Gly Met 
            420                 425                 430         

Val His His Arg His Arg Ser Ser Ser Thr Arg Ser Gly Gly Gly Asp 
        435                 440                 445             

Leu Thr Leu Gly Leu Glu Pro Ser Glu Glu Glu Ala Pro Arg Ser Pro 
    450                 455                 460                 

Leu Ala Pro Ser Glu Gly Ala Gly Ser Asp Val Phe Asp Gly Asp Leu 
465                 470                 475                 480 

Gly Met Gly Ala Ala Lys Gly Leu Gln Ser Leu Pro Thr His Asp Pro 
                485                 490                 495     

Ser Pro Leu Gln Arg Tyr Ser Glu Asp Pro Thr Val Pro Leu Pro Ser 
            500                 505                 510         

Glu Thr Asp Gly Tyr Val Ala Pro Leu Thr Cys Ser Pro Gln Pro Glu 
        515                 520                 525             

Tyr Val Asn Gln Pro Asp Val Arg Pro Gln Pro Pro Ser Pro Arg Glu 
    530                 535                 540                 

Gly Pro Leu Pro Ala Ala Arg Pro Ala Gly Ala Thr Leu Glu Arg Ala 
545                 550                 555                 560 



Lys Thr Leu Ser Pro Gly Lys Asn Gly Val Val Lys Asp Val Phe Ala 
                565                 570                 575     

Phe Gly Gly Ala Val Glu Asn Pro Glu Tyr Leu Thr Pro Gln Gly Gly 
            580                 585                 590         

Ala Ala Pro Gln Pro His Pro Pro Pro Ala Phe Ser Pro Ala Phe Asp 
        595                 600                 605             

Asn Leu Tyr Tyr Trp Asp Gln Asp Pro Pro Glu Arg Gly Ala Pro Pro 
    610                 615                 620                 

Ser Thr Phe Lys Gly Thr Pro Thr Ala Glu Asn Pro Glu Tyr Leu Gly 
625                 630                 635                 640 

Leu Asp Val Pro Val 
                645 

<210>  6
<211>  42
<212>  PRT
<213>  Homo sapiens

<400>  6

Met Pro Ile Trp Lys Phe Pro Asp Glu Glu Gly Ala Cys Gln Pro Cys 
1               5                   10                  15      

Pro Ile Asn Cys Thr His Ser Cys Val Asp Leu Asp Asp Lys Gly Cys 
            20                  25                  30          

Pro Ala Glu Gln Arg Ala Ser Pro Leu Thr 
        35                  40          

<210>  7
<211>  5
<212>  PRT
<213>  Artificial Sequence

<220>
<223>  p95HER2 HCDR1

<400>  7



Asp Phe Gly Met Ser 
1               5   

<210>  8
<211>  17
<212>  PRT
<213>  Artificial Sequence

<220>
<223>  p95HER2 HCDR2

<400>  8

Thr Ile Asn Thr Asn Gly Gly Thr Thr His Tyr Pro Asp Asn Val Lys 
1               5                   10                  15      

Gly 
    

<210>  9
<211>  5
<212>  PRT
<213>  Artificial Sequence

<220>
<223>  p95HER2 HCDR3

<400>  9

Glu Gly Leu Asp Tyr 
1               5   

<210>  10
<211>  11
<212>  PRT
<213>  Artificial Sequence

<220>
<223>  p95HER2 LCDR1

<400>  10

Lys Ala Ser Gln Ser Val Gly Thr Ala Val Ala 
1               5                   10      

<210>  11
<211>  7
<212>  PRT



<213>  Artificial Sequence

<220>
<223>  p95HER2 LCDR2

<400>  11

Ser Ala Ser Asn Arg Phe Thr 
1               5           

<210>  12
<211>  9
<212>  PRT
<213>  Artificial Sequence

<220>
<223>  p95HER2 LCDR3

<400>  12

Gln Gln Tyr Ser Thr Tyr Pro Leu Ala 
1               5                   

<210>  13
<211>  114
<212>  PRT
<213>  Artificial Sequence

<220>
<223>  p95HER2 VH

<400>  13

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Ile Val Gln Pro Gly Gly 
1               5                   10                  15      

Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Asp Phe 
            20                  25                  30          

Gly Met Ser Trp Ile Arg Gln Thr Pro Asp Lys Arg Leu Glu Leu Val 
        35                  40                  45              

Ala Thr Ile Asn Thr Asn Gly Gly Thr Thr His Tyr Pro Asp Asn Val 
    50                  55                  60                  

Lys Gly Arg Phe Ser Ile Ser Arg Asp Asn Ala Lys Lys Phe Val Tyr 
65                  70                  75                  80  



Leu Gln Met Ser Ser Leu Lys Ser Asp Asp Thr Ala Ile Tyr Tyr Cys 
                85                  90                  95      

Pro Arg Glu Gly Leu Asp Tyr Trp Gly Gln Gly Thr Thr Leu Thr Val 
            100                 105                 110         

Ser Ser 
        

<210>  14
<211>  107
<212>  PRT
<213>  Artificial Sequence

<220>
<223>  p95HER2 VL

<400>  14

Asp Ile Val Leu Thr Gln Ser Gln Lys Phe Met Ser Thr Ser Val Gly 
1               5                   10                  15      

Asp Arg Val Ser Ile Ile Cys Lys Ala Ser Gln Ser Val Gly Thr Ala 
            20                  25                  30          

Val Ala Trp Tyr Gln Leu Lys Ala Gly Gln Ser Pro Lys Leu Leu Ile 
        35                  40                  45              

Tyr Ser Ala Ser Asn Arg Phe Thr Gly Val Pro Asp Arg Phe Thr Gly 
    50                  55                  60                  

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Asn Val Gln Ser 
65                  70                  75                  80  

Glu Asp Leu Ala Asp Tyr Phe Cys Gln Gln Tyr Ser Thr Tyr Pro Leu 
                85                  90                  95      

Ala Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys 
            100                 105         

<210>  15
<211>  7
<212>  PRT



<213>  Homo sapiens

<400>  15

Pro Ile Trp Lys Phe Pro Asp 
1               5           

<210>  16
<211>  105
<212>  RNA
<213>  Artificial Sequence

<220>
<223>  Synethic polynucleotide

<220>
<221>  misc_feature
<222>  (2)..(2)
<223>  n is 2'-O-methyl 3'phosphorothioate

<220>
<221>  misc_feature
<222>  (4)..(4)
<223>  n is 2'-O-methyl 3'phosphorothioate

<220>
<221>  misc_feature
<222>  (6)..(6)
<223>  n is 2'-O-methyl 3'phosphorothioate

<220>
<221>  misc_feature
<222>  (100)..(100)
<223>  n is 2'-O-methyl 3'phosphorothioate

<220>
<221>  misc_feature
<222>  (102)..(102)
<223>  n is 2'-O-methyl 3'phosphorothioate

<220>
<221>  misc_feature
<222>  (104)..(104)
<223>  n is 2'-O-methyl 3'phosphorothioate

<400>  16
cnangngguu cuggauaucu guguuuuaga gcuagaaaua gcaaguuaaa auaaggcuag       60

uccguuauca acuugaaaaa guggcaccga gucggugcun ununu                      105


