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FluANAl Tile CTGGETARATCAAACATATGTCAATATTAACAACACTAACGITGITGCTEGCARAGGACACA 184

A/Weiss/43 CTGEGTARATCAAACATATGTTAATATTAGCAACACTAACGTTGTTGCTGGARAAGGCACA 178
A/PuertoRico/B8/34 CTEEGTARA- - —=-—c=r-mwacsmaracsmaemmm—ama——— e —————— GEACACA 199

Sample Raw CTGCENNNNNNNNNNNNNNNNNNNNNNNNNNNNMNNNGNCGTTETTECTGEAAAGENCACA 184
Sample filtered CTGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNENNNNINNENNNNINNNNNNACA 184
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