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Sequence (5' -> 3'")

SEQIDNO: 1 miR-30a-5p UGUAAACAUCCU-CGACUGGAAG
SEQIDNO:2 5| miR-30b-5p UGUARACAUCCU-AL
SEQ ID NO: 3 % miR-30c-5p UGUARACAUCCU
SEQIDNO: 4 £ | miR-30d-5p UGUAAACAUCC
SEQ ID NO: 5 miR-30e-5p UGUAAACAUCCU
SEQ ID NO: 39 G007-30 UGUAAACAUCCU
SEQ ID NO: 38 G006-30 UGUAAACAUCCU
SEQIDNO:40 3| GO061-30 UGUARACAUCC
SEQIDNO: 41 9| G062-30 UGUAAACAUCCU
SEQIDNO: 42 5| G063-30 UGUARACAUCC
SEQIDNO: 43 4| G064-30 UGUARACAUCCU
SEQ ID NO: 44 G065-30 UGUAAACAUCCU;
SEQ ID NO: 45 G066-30 UGUAAACAUCCUR

FIG. 1A

Sequence (5' -> 3')
SEQIDNO. 6 * miR-30a-3p CUUUCAGUC---GGAUGUUUGCAGC
SEQ ID NO: 51 P125-30 UCAGUC—---GGAUGUUUGCAGC
SEQIDNO:50 | P005-30 ?
SEQ ID NO: 48 %J P003-30
SEQIDNO: 49 £| P004-30
SEQ ID NO: 47 L?C_.D P002-30
SEQ ID NO: 46 P001-30
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[ ] NEEEERE
miR-30a-5p: 3’- AAG-GUCAG ACAAAUGU- =57
G CUCCU-——————~
AG = -17.4 kcal/mol
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[ D [ RN
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G GG A- U-—-—- U
AG = -17.5 kcal/mol
AGA UU CAAC C
EGFR 3’'UTR: 57— CUGGUU G GUUUACA -37
[::]]: | NEEEEE
miR-30a-5p: 37 - GGUCAG C CAAAUGU- =5H'
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AG = -15.5 kcal/mol
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RN NEERERE
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G C CCU---——-—-
AG = -19.0 kcal/mol
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G007-30:

AG =

EGFR 3’/UTR: 5

G007-30:

AG

3’_

A UU AG UGACU U
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[ = [T RN
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G GG A- U—-——- U
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. 5 UGUAAACAUCCUCGACUGGAAG-3 SEQ ID NO: 1
miR-30a-5p: FE=t it rrrrred

3’ -CGACGUUUGUAGG—--CUGACUU-5' SEQ ID NO: 6

57 —uGuladchulclGotalutygh,  a, 5-3' SEQ ID NO: 65
M30-025: FEETTEErTT FEETTT

37 ~ACAUUUGUAGG---CUGACCU-5' - (Amino C6) SEQ ID NO: 95

57 —uGduladchulclUGeialiuiEgh, a, &3/ SEQ ID NO: 65
M30-040: FEEETErrrrer e

3’ ~ACAUUUGUAGGA-GCUGACCU-5’ - (Amino C6) SEQ ID NO: 96

57 —uGukaAcAuCcUGoGaCuBga,  a, G-37 SEQ ID NO: 65
M30-044: FEEETEErr et

3’ -ACAUUUGUAGGACGCUGACCU-5’ - (Amino C6) SEQ ID NO: 97
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N N \
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Calculated Free Energy Requirements for Target Recognition of Mimic
Guide Strands to SARS Viral Transcript

Free energy (AG)* [kcal/mol]

SEQ ID NO: Guide Strand 24077 19385 6114 Net Avg.
12 miR-29a-3p -21.2 -28.7 -21.8 -71.7 -23.9
13 miR-29b-3p -23.1 -27.2 -22.2 -72.5 -24.2
102 G003-29 -22.9 -29.7 -21.8 -74.4 -24.8
103 G004-29 -24.9 -27.5 -21.3 -73.7 -24.6
112 G022-29 -28.9 -28.2 -22.4 -79.5 -26.5
115 G025-29 -28.9 -28.8 -221 -79.8 -26.6

119 G029-29 -25.1 -28.1 -24.4 -77.6 -25.9
117 G027-29 -25.1 -28.1 -24.1 -77.3 -25.8
105 G006-29 -25.3 -30.0 -20.3 -75.6 -25.2
110 G020-29 -25.5 -30.6 -23.1 -79.2 -26.4
109 G019-29 -29.3 -31.4 -21.1 -81.8 -27.3
100 G001-29 -29.3 -30.7 -21.4 -81.4 -27.1

*Free energy (AG) with cognate target sites at nucleotide positions
24077 (SEQ ID NO:476), 19385 (SEQ.ID NO:481), and 6114 (SEQ ID 495)
in the SARS genome were calculated using RNAhybrid 2.2.

FIG. 24A

Free energy (AG)* [kcal/mol]

SEQ ID NO: Guide Strand 10840 19401 26687 Net Avg.
86 G129-30 -18.4 -17.9 -22.0 -58.3 -194
88 G132-30 -16.1 -19.1 -23.5 -58.7 -19.6

*Free energy (AG) with cognate target sites at nucleotide positions
10840 (SEQ ID NO: 826), 19401 (SEQ ID NO: 827), and 26687(SEQ ID
NO: 828) in the SARS genome were calculated using RNAhybrid 2.2.

FIG. 24B
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86
88
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Calculated Free Energy Requirements for Target Recognition of Mimic
Guide Strands to SARS-CoV-2 Viral Transcript

Free energy (AG)* [kcal/mol]

Guide Strand 28648 19455 11350 Net Avg.
miR-29a-3p 236  -275 -25.6 -76.7 -25.6
miR-29b-3p 244 -264 -26.0 -76.8 -25.6

G003-29 -23.7 -28.9 -27.8 -80.4 -26.8
G004-29 -29.4  -275 -26.6 -83.5 -27.8
G022-29 -23.7  -29.0 -27.3 -80.0 -26.7
G025-29 -27.8 -28.9 -27.4 -84.1 -28.0
G029-29 -27.0 -26.8 -26.8 -80.6 -26.9
G027-29 -29.0 -27.8 -28.4 -85.2 -28.4
G006-29 -28.7 -30.0 -28.4 -87.1 -29.0
G020-29 -28.3  -303 -28.6 -87.2 -29.1
G019-29 -27.1 322 -30.2 -89.5 -29.8
G001-29 -23.3 -31.5 -29.1 -83.9 -28.0

*Free energy (AG) with cognate target sites at nucleotide positions
28648 (SEQ ID NO:500), 19455 (SEQ ID NO:513), and 11350 (SEQ 1D
NO:518) in the SARS-CoV-2 genome were calculated using RNAhybrid
2.2.

FIG. 25A

Free energy {AG)* [kcal/mol]

Guide Strand 10415 20344 26714 Net Avg.
G129-30 -17.7 204 -16.7 -54.8 -18.3
G132-30 -17.3  -204 -18.9 -56.6 -18.9

*Free energy (AG) with cognate target sites at nucleotide positions
10415 (SEQ ID NO: 829), 20344 (SEQ ID NO: 830), and 26714 (SEQ ID
NO: 831) in the SARS-CoV2 genome were calculated using RNAhybrid
2.2.

FIG. 25B
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Calculated Free Energy Requirements for Target Recognition of Mimic
Guide Strands to HCV Genotype 1 Transcript

Free energy (AG)* [kcal/mol]

SEQID NO: Guide Strand 3020 2791 240 Net Avg.
12 miR-29a-3p -18.7 -18.3 -15.3 -52.3 -17.4
13 miR-29b-3p -19.0 -21.5 -16.2 -56.7 -18.9

102 G003-29 -18.6 -19.7 -16.0 -54.3 -18.1
103 G004-29 -19.0 -24.7 -17.3 -61.0 -20.3
112 G022-29 -19.0 -24.8 -15.2 -59.0 -19.7
115 G025-29 -19.8 -24.0 -17.5 -61.3 -20.4
119 G029-29 -19.0 -21.7 -17.5 -58.2 -19.4
117 G027-29 -19.0 -23.9 -17.9 -60.8 -20.3
105 G006-29 -18.6 -22.5 -17.1 -58.2 -19.4
110 G020-29 -18.6 -23.5 -17.5 -59.6 -19.9
109 G019-29 -20.0 -21.0 -19.9 -60.9 -20.3
100 G001-29 -18.9 -21.3 -14.9 -55.1 -18.4

*Free energy (AG) with cognate target sites at nucleotide positions
3020 (SEQ. ID NO:587), 2791 (SEQ.ID NO:588), and 240 (SEQ ID NO:589)
in HCV Genotype 1 genome were calculated using RNAhybrid 2.2.

FIG. 26
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