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MINIATURE GUIDANCE AND NAVIGATION CONTROL (miniGNC) ANTIBODY-LIKE PROTEINS AND
METHODS OF MAKING AND USING THEREOF

CROSS REFERENCE TO RELATED APPLICATIONS

This application claims the benefit of the filing date of U.S. Provisional Application Ser.
No. 62/991,042 filed March 17, 2020 under 35 U.S.C. 119(e), the entire disclosures of which are
incorporated by reference herein.

TECHNICAL FIELD

The present application generally relates to the technical field of multi-specific antibody
for cancerimmunotherapy and more particularly relates to making and using miniature Guidance
and Navigation Control (miniGNC) antibodies with multiple binding activities against surface
molecules of both immune cells and tumor cells.

BACKGROUND

Therapeutic antibodies have become a mainstay in treatment of several diseases,
including but not limited to cancer, infection, and autoimmunity. While monoclonal,
monospecific antibodies provide a straightforward mechanism to treat disease, e.g., via
inhibition or activation of specific signalling pathways, multi-specific antibodies allow more
complex therapeutic mechanisms to be explored. By targeting multiple distinct antigens, or
multiple epitopes within a single antigen, biological responses such as cell colocalization and
activation can be elicited, which enables, for example, the redirection of T cells and other
immune cells to the site of specific antigen-expressing tumor cells. In this way, bispecific and
multi-specific antibodies have become important platforms in the field of immunooncology.

Due to the advantages of multi-specific antibody platforms, many such frameworks have
been developed. One such platform is known as Guidance and Navigation Control (GNC). The
GNC proteins include the proteins linking multiple functionally independent binding moieties into
a single entity that is capable of bringing both effector cells and target cells together (see
Applicant’s  applications, WQ0/2019/005641, W02019191120, and PCT/US20/59230,
incorporated herein in its entirety). In general, these platforms are restricted to at least two
specificities, preventing the exploration of complex therapeutic mechanisms that require binding
to more than two antigens. For antibody platforms with more than two specificities, the
increased number of binding domains usually necessitates formation of large molecules which
often have undesirable physical and biological properties. The increase in molecular weight can
reduce developability, as larger and more complex molecules are more likely to have problems
with aggregation and solubility. Furthermore, the ability of large macromolecules to penetrate
into solid tumors may be hindered compared to proteins of smaller size. Thus, there is a need
for multi-specific antibody platforms with more than two specificities that are not significantly
larger than monoclonal IgG antibodies.

SUMMARY
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The following summary is illustrative only and is not intended to be in any way limiting.
In addition to the illustrative aspects, embodiments, and features described above, further
aspects, embodiments, and features will become apparent by reference to the drawings and the
following detailed description.

The application provides proteins with binding specificities such as multi-specific protein
like antibodies including multi-specific antibodies, and the fragments of these binding proteins
including without limitation scFv domain, Fab region, Fc domain, VH, VL, light chains, heavy
chains, variable regions, and complementary determining region (CDR). The application further
provides method of making and using the antibody-like proteins disclosed herein.

In one aspect, the application provides multi-specific antibody-like proteins. In one
embodiment, the multi-specific antibody-like protein having a N-terminus and a C-terminus,
including, a first monomer, including, from the N-terminus to the C-terminus, a first binding
monomer, a CH1 domain, a first hinge, a first CH2 domain, and a first CH3 domain, wherein the
first monomer may comprise optionally a first binding domain (D1) linked to the N-terminus, a
fourth binding domain (D4) linked to the C-terminus, or both, a second monomer, including, from
the N-terminus to the C-terminus, a second binding monomer, a CL domain, a second hinge, a
second CH2 domain, and a second CH3 domain, wherein the second monomer may comprise
optionally a second binding domain (D2) linked to the N-terminus, a fifth binding domain (D5)
linked to the C-terminus, or both, wherein the first binding monomer and a second binding
monomer are configured to form a dimer, wherein the first monomer and the second monomer
are covalently paired through at least one disulfide bond between the CH1 domain and the CL
domain and at least one disulfide bond between the first hinge and the second hinge, and
wherein the multi-specific antibody-like protein is at least bi-specific.

In one embodiment, the multi-specific antibody-like protein may be tri-specific, tetra-
specific, or penta-specific. In one embodiment, the multi-specific antibody-like protein may be
monoclonal antibodies. In one embodiment, the multi-specific antibody-like protein may be
purified monoclonal antibody. In one embodiment, the multi-specific antibody-like protein may
be humanized antibodies.

In one embodiment, the multi-specific antibody-like protein may further comprise a
disulfide bond between the first CH3 domain and a second CH3 domain.

In one embodiment, the multi-specific antibody-like protein may further comprise a
second disulfide bond between the first hinge and the second hinge.

In one embodiment, connecting linkers are used between various domains. In one
embodiment, the connecting linker may comprise a (GxSy)n linker, wherein n, x, and y each
independently is an integer from 1 to 10. In one embodiment, D1, D2, D4 or D5 are liked to N-
or C-terminus through a linker. In one embodiment, the linker may comprise a (GxSy)n linker. n,
x, and y each independently may be an integer from 1 to 10. In one embodiment, nis 1, 2, 3, 4,
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5,6,7,8,9and 10. In one embodiment, xis 1,2, 3,4,5,6,7,8,9and 10. In one embodiment, y
is1,2,3,4,5,6,7,8,9and 10.

In one embodiment, the first CH3 domain is configured to form a hole structure, wherein
the second CH3 domain is configured to form a knob structure, and wherein the first CH2 and
CH3 domains and the second CH2 and CH3 domains are configured to heterodimerize to form a
complementary Fc domain.

In one embodiment, the first CH3 domain may comprise at least one ‘hole’ mutation at
T366S, L368A or Y407V and the second CH3 domain may comprise a ‘knob’ mutation at T366W.

In one embodiment, the Fc domain may comprise mutations at H435R/Y436F.

In one embodiment, the Fc domain is engineered to eliminate effector cell functions
selected from ADCC, ADCP, or CDC.

In one embodiment, the Fc domain may comprise at least one mutation at L234A, L235A,
G237A, K322A (Eu numbering). In one embodiment, the Fc region comprise mutations at
L234A/1235A/G237A/K322A. In one embodiment, the Fc region comprise mutations at
L234A/L235A/K322A (Eu numbering). In one embodiment, the Fc domain comprise null
mutation. In one embodiment, the 1gG4 Fc domain comprises the mutation $228P (Eu
numbering). In one embodiment, the IgG4 Fc domain comprises the mutations
S228P/F234A/L234A (Eu numbering).

In one embodiment, the heavy chain constant sequence may be derived from IgG1 or
IgG4.

In one embodiment, the Fc domain may include an amino acid sequence having at least
50%, 60%, 70%, 75%, 80%, 85%, 90%, 95%, 97%, 98%, 99%, or 100% identity to SEQ ID NO. 313
or 314,

In one embodiment, the first binding monomer may comprise a VH domain, a second
binding monomer may comprise a VL domain, and the VH, CH1, VL, CL domains form a Fab region
as a third binding domain (D3). In one embodiment, the Fab region may comprise a disulfide
bond between VH-44C and VL 100C.

In one embodiment, the first binding monomer and the second binding monomer form a
NKG2D receptor as a third binding domain (D3).

In one embodiment, the D1, D2, D4, and D5 is independently a scFv domain, a VHH
domain, a receptor, or a ligand.

In one embodiment, the scFv domain may have a VH domain linked to a VL domain. In
one embodiment, the scFv domain have may have VH-VL orientation. In one embodiment, the
scFv domain have a VL-VH orientation.

In one embodiment, the scFv domain may comprise a disulphide bond between VL and
VH. In one embodiment, the disulfide bond is between VL100 and VH44 of the scFv domain. In
one embodiment, the scFv domain may comprise the mutation R19S in the VH.

In one embodiment, the VHH domain may comprise the mutation R19S in the VH or VHH.
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In one embodiment, at least one, two, or three of D1, D2, D4, and D5 may be scFv. In one
embodiment, all of D1, D2, D4, and D5 may be scFv.

In one embodiment, at least one, two, or three of D1, D2, D4, and D5 may be a VHH
domain. In one embodiment, all of D1, D2, D4, and D5 may be VHH domains.

In one embodiment, at least one, two, or three of D1, D2, D4, and D5 may be a receptor.
In one embodiment, all of D1, D2, D4, and D5 may be receptors.

In one embodiment, at least one, two, or three of D1, D2, D4, and D5 may be a ligand. In
one embodiment, all of D1, D2, D4, and D5 may be ligands.

In one embodiment, the D1, D2, D3, D4, and D5 each independently may have a binding
specificity against an antigen selected from a T cell activating receptor, an immune cell binding
receptor, an immune checkpoint molecule, a co-stimulation factor, a receptor of a leukocyte, a
tumor antigen, a tumor associated antigen (TAA), a receptor of a tissue cell, a receptor of a cancer
cell, or a combination thereof.

In one embodiment, the binding domain for T cell activating receptor is adjacent to the
binding domain for the tumor associated antigen (TAA).

In one embodiment, T cell activating receptor may comprise CD3.

In one embodiment, an immune checkpoint receptor may comprise PD-L1, PD-1, TIGIT,
TIM-3, LAG-3, CTLA4, BTLA, VISTA, PD-L2, CD160, LOX-1, siglec-15, CD47, HVEM SIRPa CSF1R,
CD73, Siglec-15, CD470r a combination thereof.

In one embodiment, a co-stimulating receptor may comprise 4-1BB, CD28, OX40, GITR,
CD40L, CDA40, ICOS, LIGHT, CD27, CD30, or a combination thereof.

In one embodiment, a tumor associated antigen may comprise EGFR, HER2, HER3,
EGRFVIII, CD19, BCMA, CD20, CD33, CD123, CD22, CD30, ROR1, CEA, LMP1, LMP2A, Mesothelin,
PSMA, EpCAM, glypican-3, gpA33, GD2, TROP2, NKG2D ligand, CD39, CLDN18.2, DLL3, HLA-G,
FcRH5, GPRC5D, LIV-1, MUC1, CD138, CD70, uPAR, CD38 or a combination thereof.

In one embodiment, the D1, D2, D3, D4, and D5 each independently may have a binding
specificity against an antigen selected, EGFR, HER2, HER3, EGFRvlIl, ROR1, CD3, CD28, CEA, LMP1,
LMP2A, Mesothelin, PSMA, EpCAM, glypican-3, gpA33, GD2, TROP2, NKG2D, NKG2D ligand,
BCMA, CD19, CD20, CD33, CD123, CD22, CD30, PD-L1, PD1, OX40, 4-1BB, GITR, TIGIT, TIM-3, LAG-
3, CTLA4, CD40, CD40L, VISTA, ICOS, BTLA, LIGHT, HVEM, CSF1R, CD73, CD39, CLDN18.2, DLL3,
HLA-G, FcRH5, GPRC5D, LIV-1, MUC1, CD138, CD70, CD16, uPAR, Siglec-15, CD47, CD38, , NKp46,
PD-L2, CD160, LOX-1, SIRPa. CD27 and the Fc domain may comprise a human IgG Fc domain.

In one embodiment, D1 may have a binding specificity to CD3, CD20, CEA, HER2, EGFR or
NKG2D ligand. In one embodiment, D2 may have a binding specificity to HER3, EGFR, CD3, or
CD19. In one embodiment, D3 may have a binding specificity to HER3, EGFR, CD3, or NKG2D
ligands. In one embodiment, D4 may have a binding specificity to 4-1BB, or EGFR. In one
embodiment, D5 may have a binding specificity to PD-L1 or HER3.
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In one embodiment, D1 may have a binding specificity to CD3, D2 may have a binding
specificity to HER3, D3 may have a binding specificity to EGFR, D4 may have a binding specificity
to 4-1BB, and D5 may have a binding specificity to PD-L1.

In one embodiment, D1 may have a binding specificity to EGFR, D2 may have a binding
specificity to HER3, D3 may have a binding specificity to CD3, D4 may have a binding specificity
to 4-1BB, and D5 may have a binding specificity to PD-L1.

In one embodiment, D1 may have a binding specificity to EGFR, D2 may have a binding
specificity to CD3, D3 may have a binding specificity to HER3, D4 may have a binding specificity
to 4-1BB, and D5 may have a binding specificity to PD-L1.

In one embodiment, D1 may have a binding specificity to CD3 or EGFR, D2 may have a
binding specificity to CD19, D3 may have a binding specificity to CD3 or EGFR, D4 may have a
binding specificity to 4-1BB, and D5 may have a binding specificity to PD-L1.

In one embodiment, D1 and D4 each may have a binding specificity to EGFR, D2 and D5
each may have a binding specificity to HER3, and D3 may have a binding specificity to CD3.

In one embodiment, D1 may have a binding specificity to CD20, D2 may have a binding
specificity to CD19, D3 may have a binding specificity to CD3, D4 may have a binding specificity
to 4-1BB, and D5 may have a binding specificity to PD-L1.

In one embodiment, D1 may have a binding specificity to NKG2D ligand, D2 may have a
binding specificity to CD19, D3 may have a binding specificity to CD3, D4 may have a binding
specificity to 4-1BB, and D5 may have a binding specificity to PD-L1.

In one embodiment, D1 may have a binding specificity to CD3, and D3 may comprise a
NKG2D receptor. In one embodiment, the protein may further comprise D2 having a binding
specificity to CD19. In one embodiment, the protein may further comprise D5 having a binding
specificity to PD-L1. In one embodiment, the protein may further comprise D4 having a binding
specificity to 4-1BB.

In one embodiment, the multi-specific antibody-like protein is bi-specific. In one
embodiment, D2 may have a binding specificity to HER3, D3 may have a binding specificity to
CD3. In one embodiment, D1 may have a binding specificity to HER2, D3 may have a binding
specificity to CD3. In one embodiment, D1 may have a binding specificity to EGFR, D3 may have
a binding specificity to CD3. In one embodiment, D3 may have a binding specificity to CD3, D5
may have a binding specificity to HER3. In one embodiment, D3 may have a binding specificity
to CD3, D4 may have a binding specificity to EGFR.

In one embodiment, the bi-specific antibody-like protein may include an amino acid
sequence having at least 50%, 60%, 70%, 75%, 80%, 85%, 90%, 95%, 97%, 98%, 99%, or 100%
identity to SEQ ID NO. 1and 3;5and 7; 9and 11; 13 and 15; 53 and 55; 57 and 59; 113 and 115;
117 and 119; 121 and 123; 125 and 127; 157 and 159; 297 and 299; or 199 and 201.

In one embodiment, the multi-specific antibody-like protein is tri-specific. In one
embodiment, D1 may have a binding specificity to EGFR, D2 may have a binding specificity to
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HER3, D3 may have a binding specificity to CD3. In one embodiment, D1 may have a binding
specificity to CEA, D2 may have a binding specificity to EGFR, D3 may have a binding specificity
to CD3. In one embodiment, D3 may have a binding specificity to CD3, D4 may have a binding
specificity to EGFR, D5 may have a binding specificity to HER3. In one embodiment, the antibody
is a tri-specific antibody having the binding specificity to EGFR, HER3, and CD3. In one
embodiment, the tri-specific antibody-like protein may include an amino acid sequence having
at least 50%, 60%, 70%, 75%, 80%, 85%, 90%, 95%, 97%, 98%, 99%, or 100% identity to SEQ ID
NO. 41 and 43; 45 and 47; 49 and 51; 101 and 103; 105 and 107; 109 and 111; 195 and 197; 137
and 139; or 161 and 163.

In one embodiment, the multi-specific antibody-like protein is tetra-specific. In one
embodiment, D1 may have a binding specificity to EGFR, D2 may have a binding specificity to
HER3, D3 may have a binding specificity to CD3, D4 may have a binding specificity to 4-1BB. In
one embodiment, D1 may have a binding specificity to EGFR, D2 may have a binding specificity
to HER3, D3 may have a binding specificity to CD3, D5 may have a binding specificity to PD-L1.
the antibody is a tetra-specific antibody having the binding specificity to EGFR, HER3, CD3, and
4-1BB. the antibody is a tetra-specific antibody having the binding specificity to EGFR, HER3, CD3,
and PD-L1. In one embodiment, the tetra-specific antibody-like protein may include an amino
acid sequence having at least 50%, 60%, 70%, 75%, 80%, 85%, 90%, 95%, 97%, 98%, 99%, or 100%
identity to SEQ ID NO. 33 and 35; 37 and 39; 141 and 143; 145 and 147; or 165 and 167.

In one embodiment, the antibody is penta-specific. In one embodiment, the antibody-
like protein may have the binding specificity to EGFR, HER3, CD3, 4-1BB and PD-L1. In one
embodiment, the penta-specific antibody-like protein may include an amino acid sequence
having at least 50%, 60%, 70%, 75%, 80%, 85%, 90%, 95%, 97%, 98%, 99%, or 100% identity to
SEQID NO. 17 and 19; 21 and 23; 25 and 27; 29 and 31; 69 and 71; 73 and 75; 77 and 79; 81 and
83; 85 and 87; 89 and 91; 93 and 95; 97 and 99; 129 and 131; 133 and 135; 149 and 151; 169 and
171; 173 and 175; or 177 and 179.

In a second aspect, the application provides novel sequences for complimentary
determining regions (CDRs). In one embodiment, the application provides proteins, antibody-
like proteins or antibodies comprising the CDRs as disclosed herein.

In one embodiment, the CDRs may have an affinity to CEA. In one embodiment, the CDRs
may have an equilibrium dissociation constant (KD) to CEA, wherein the KD is not more than 0.1
nM, 2nM, 5nM, 10 nM, 20nM, 30nM or 50nM. In one embodiment, the CDR may include an
amino acid sequence having at least 80% sequence identity to SEQ ID NO. 301, 302, 303, 304,
305, or 306.

In one embodiment, the application provides a protein having an affinity to CEA. In one
embodiment, the protein may have a CDR H1 having an amino acid sequence having at least 80%
sequence identity to SEQ ID NO.301. In one embodiment, the protein may have a CDR H2 having
an amino acid sequence having at least 80% sequence identity to SEQ ID NO.302. In one
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embodiment, the protein may have a CDR H3 having an amino acid sequence having at least 80%
sequence identity to SEQ ID NO.303. In one embodiment, the protein may have a CDR L1 having
an amino acid sequence having at least 80% sequence identity to SEQ ID NO.314. In one
embodiment, the protein may have a CDR L2 having an amino acid sequence having at least 80%
sequence identity to SEQ ID NO.305. In one embodiment, the protein may have a CDR L3 having
an amino acid sequence having at least 80% sequence identity to SEQ ID NO.306. In one
embodiment, the protein may include an amino acid sequence having at least 50%, 60%, 70%,
75%, 80%, 85%, 90%, 95%, 97%, 98%, 99%, or 100% sequence identity to an amino acid sequence
selected from SEQ ID NO. 279, 280, 281 or 282. In one embodiment, the protein may include an
amino acid sequence having at least 50%, 60%, 70%, 75%, 80%, 85%, 90%, 95%, 97%, 98%, 99%,
or 100% sequence identity to an amino acid sequence selected from SEQ ID NO. 279, 280, 281 or
282.

In one embodiment, the application provides a multi-specific antibody-like protein having
a variable region, wherein the variable region may comprise an amino acid sequence selected
from SEQ ID NO. 301, 302, 303, 304, 305, or 306.

In one embodiment, the CDRs may have an affinity to CD3. In one embodiment, the CDR
may have an equilibrium dissociation constant (KD) to CD3, wherein the KD is not more than
10 nM, 20nM, 30nM or 50nM, 100nM, 200nM, 300nM, 400nM or 500nM. In one embodiment,
the CDR may include an amino acid sequence having at least 80% sequence identity to SEQ ID
NO. 307, 308, 309, 310, 311 or 312.

In one embodiment, the protein having an affinity to CD3 includes CDR H1 having an
amino acid sequence having at least 80% sequence identity to SEQ ID NO.307. In one
embodiment, the protein having an affinity to CD3 includes CDR H2 having an amino acid
sequence having at least 80% sequence identity to SEQ ID NO.308. In one embodiment, the
protein having an affinity to CD3 includes CDR H3 having an amino acid sequence having at least
80% sequence identity to SEQ ID NO.309. In one embodiment, the protein having an affinity to
CD3 includes CDR L1 having an amino acid sequence having at least 80% sequence identity to
SEQ ID NO.310. In one embodiment, the protein having an affinity to CD3 includes CDR L2 having
an amino acid sequence having at least 80% sequence identity to SEQ ID NO.311. In one
embodiment, the protein having an affinity to CD3 includes CDR L3 having an amino acid
sequence having at least 80% sequence identity to SEQ ID NO.312.

In one embodiment, the protein may comprise an amino acid sequence having at least
50%, 60%, 70%, 75%, 80%, 85%, 90%, 95%, 97%, 98%, 99%, or 100% sequence identity to an
amino acid sequence selected from SEQ ID NO. 227-230, 231-234, 235-238, 239-242 and 291-
294. In one embodiment, the multi-specific antibody-like protein may comprise an amino acid
sequence having at least 50%, 60%, 70%, 75%, 80%, 85%, 90%, 95%, 97%, 98%, 99%, or 100%
sequence identity to an amino acid sequence selected from SEQ ID NO. 227-230, 231-234, 235-
238, 239-242 and 291-294.
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In one embodiment, the multi-specific antibody-like protein may have a variable region
wherein the variable region may comprise an amino acid sequence selected from SEQ ID 307,
308, 309, 310, 311 or 312.

In a further aspect, the application provides isolated nucleic acid sequences encoding the
multi-specific antibody-like proteins, fragments, domains, regions as disclosed herein.

In a further aspect, the application provides expression vectors including the isolated
nucleic acid sequences as disclosed herein.

In a further aspect, the application provides host cells including the isolated nucleic acid
sequences as disclosed herein. In one embodiment, the host cell includes the expression vector
as disclosed herein. In one embodiment, the host cell may be a prokaryotic cell or a eukaryotic
cell.

In a further aspect, the application provides methods for producing the multi-specific
antibody like proteins as disclosed herein. In one embodiment, the method includes the steps of
culturing a host cell such that the DNA sequence encoding the multi-specific antibody-like protein
is expressed, and purifying said multi-specific antibody. In one embodiment, the method
includes the steps of culturing a host cell under conditions wherein said multi-specific antibody-
like proteins are produced and recovering said antibody-like protein.

In a further aspect, the application provides immunoconjugates. In one embodiment, the
immunoconjugate may include the multi-specific antibody-like proteins linked to a cytotoxic
agent, an imaging agent, or both.

In a further aspect, the application provides pharmaceutical compositions. In one
embodiment, the pharmaceutical composition may include the multi-specific antibody-like
protein and a pharmaceutically acceptable carrier. In one embodiment, the pharmaceutical
composition may further include radioisotope, radionuclide, a toxin, a therapeutic agent, a
chemotherapeutic agent or a combination thereof. In one embodiment, the pharmaceutical
composition may include the immunoconjugate as disclosed thereof and a pharmaceutically
acceptable carrier.

In a further aspect, the application provides methods for treating or preventing a cancer,
an autoimmune disease, or an infectious disease in a subject. In one embodiment, the method
may include the steps of administering to the subject a pharmaceutical composition including a
purified multi-specific antibody-like protein, an immunoconjugate, or a pharmaceutical
composition as disclosed herein. In one embodiment, the method may further include co-
administering an effective amount of a therapeutic agent. In one embodiment, the therapeutic
agent may comprise an antibody, a chemotherapy agent, an enzyme, or a combination thereof.

In one embodiment, the subject is a human. In one embodiment, the subject is a
mammal. In one embodiment, the subject is a chimpanzee. In one embodiment, the subject is a
pet animal.



WO 2021/188736 PCT/US2021/022847

In a further aspect, the application provides a solution including an effective concentration of the
multi-specific antibody-like protein, immunoconjugate, or pharmaceutical composition as
disclosed herein. In one embodiment, the solution is blood plasma in a subject.
BRIEF DESCRIPTION OF THE DRAWINGS

The foregoing and other features of this disclosure will become more fully apparent from
the following description and appended claims, taken in conjunction with the accompanying
drawings. Understanding that these drawings depict only several embodiments arranged in
accordance with the disclosure and are, therefore, not to be considered limiting of its scope, the
disclosure will be described with additional specificity and detail through use of the
accompanying drawings, in which:
Figure 1 depicts the heterodimeric configuration of miniGNC molecules with five binding domains
(D1-D5), of which the two monomers are encoded by Chain A (N-D1-D3/VH-CH1-CH2-CH3-D4-C)
and Chain B (N-D2-D3/VL-CL-CH2-CH3-D5-C);
Figure 2 shows the dimerization of engineered miniGNC Chain A and Chain B with knockout
mutations (KO) on either VH or Fc: (2A) by Protein-A purification to fractionate the mixture into
the homodimer (a), the desired heterodimer (b), and the Chain B monomer (c); and (2B) by SDS-
PAGE analysis of Protein-A fractionated homodimer (a), heterodimer (b), Chain B monomer (c),
and Chain A monomer (d), at the expected sizes under non-reducing and reducing conditions;
Figure 3 shows the comparative potency of multi-specific miniGNC molecules mediated TDCC on
BXPC3 tumor cells by using penta-miniGNC (SI-75P6), tetra-miniGNC (SI-75E2), tri-miniGNC (SI-
75X3), bi-miniGNC (SI-75X2), and mono-miniGNC (SI-7502) molecules;
Figure 4 shows the comparative potency of miniGNC molecules mediated TDCC on BXPC3 tumor
cell line with EC50 values in the range of 0.1 to 5.5 pM;
FIGURE 5 shows the survival curves of TDCC assays measuring comparative potency of (A) multi-
specific miniGNC molecules with stapled domains, including penta-miniGNC (SI-68P1), tetra-
miniGNC (SI-68E2 and SI-68E1), and tri-miniGNC (SI-68x2), for killing pancreatic cancer cells
(HPAFII) in TDCC assay, and (B) SI-68X1 against MCF-7 breast cancer cells; and
Figure 6 shows the functionality of multi-specific miniGNC molecules possessing a dimeric NKG2D
receptor, including tri-specific (SI-49R25), tetra-specific (SI-49P_X), penta-specific (SI-49PM1 and
SI-49P8) in killing breast cancer cells (MDA-MB-231) in TDCC assay.

DETAILED DESCRIPTION
In the following detailed description, reference is made to the accompanying drawings,
which form a part hereof. In the drawings, similar symbols typically identify similar components,
unless context dictates otherwise. The illustrative embodiments described in the detailed
description, drawings, and claims are not meant to be limiting. Other embodiments may be
utilized, and other changes may be made, without departing from the spirit or scope of the
subject matter presented herein. It will be readily understood that the aspects of the present
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disclosure, as generally described herein, and illustrated in the Figures, can be arranged,
substituted, combined, separated, and designed in a wide variety of different configurations, all
of which are explicitly contemplated herein.

The disclosure provides, among others, isolated antibodies, methods of making such
antibodies, bispecific or multi-specific molecules, antibody-drug conjugates and/or immuno-
conjugates composed from such antibodies or antigen binding fragments, pharmaceutical
compositions containing the antibodies, bispecific or multi-specific molecules, antibody-drug
conjugates and/or immuno-conjugates, the methods for making the molecules and compositions,
and the methods for treating cancer using the molecules and compositions disclosed herein.

The present application discloses multi-specific Guidance and Navigation Control (GNC)
antibodies in miniature configurations (miniGNC). A miniGNC platform molecule is an assembled
heterodimer of two polypeptide chains characterized by the formation of a Fab-Hinge-Fc region
core structure with one, two, three, or four additional binding domains (from D1 to D5), as
elucidated in Figure 1. The two polypeptides may be configured, for Chain A (or Chain 1): N-D1-
D3(VH)-CH1-Hinge-CH2-CH3-D4-C; and for Chain B (or chain 2): N-D2-D3(VL)-CL-Hinge-CH2-CH3-
D5-C. The Fc domains of the two chains are engineered to contain complementary mutations,
also known as “knobs-into-holes”, to enhance the formation of the heterodimer. A miniGNC
platform molecule may have variable components. For example, the VH and VL of the Fab region
may be replaced by a non-Fab dimer with or without binding specificity. An additional binding
domain may be an antibody fragment, such as scFv or VHH, or a non-antibody structure, such as
a ligand or a receptor. A miniGNC platform antibody may be bivalent, trivalent, tetravalent, or
pentavalent with up to five distinct specificities, and retains the approximate size of a normal
bivalent IgG antibody (tri-miniGNC Ab at 150 kD) or slightly larger (tetra-miniGNC Ab at 175 kD,
and penta-miniGNC Ab at 200 kD).

The present application relates to methods of making and using miniGNC antibodies, in
particular, penta-specific miniGNC antibodies (penta-miniGNC Ab). In general, GNC proteins,
such as GNC antibodies, are characterized by comprising two moieties for engaging immune cells,
such as activating T cells, while targeting tumor cells. Similar to GNC antibodies, miniGNC
antibodies retain multiple antigen binding domains for engaging immune cells, such as anti-CD3
for T cell activation, anti-4-1BB for co-stimulation, and anti-PD-L1 for inhibiting immune
checkpoint. To improve the efficacy of antibody therapy for treating cancer, miniGNC antibodies
are designed to be structurally stable and compact while retaining the characteristic feature of
two moieties in GNC antibodies. This improvement allows an additional binding specificity to a
second tumor associated antigen on the same or different tumor cell. As compared to GNC
antibodies, miniGNC contains an Fc domain that allows for FcRn-mediated recycling and half-life
extension, as well as facile protein A-based purification. The Fc receptor-mediated immunity may
be incorporated if desired. An Fc-containing miniGNC antibody is quite compact, which allows
for better developability and increased tumor penetration. GNC antibodies are usually larger

10



WO 2021/188736 PCT/US2021/022847

than an IgG antibody due to increased number of antigen binding domains (AgBD), which
provides spatial flexibility for binding to both a T cell and a tumor cell. On the other hand,
miniGNC antibodies retains the same approximate size as human IgG antibodies calculated at
approximately 110-130 kD for bi-specific;120-160 for tri-specific; 130-190 kD for tetra-specific;
140-220 kD for penta-specific; as compared to 150 kD for human IgG. The incorporation of one
or two scFvs onto each chain may reduce chain-pairing complications and improve stability while
navigating through tumor microenvironment. With these characteristic features, GNC and
miniGNC antibodies may be alterative of an efficacious antibody therapy for treating the same
cancer, since the moiety for targeting tumor associated antigens remains the same, including but
not limited to, EGFR, HER2, HER3, EGRFVIII, CD19, BCMA, CD20, CD33, CD123, CD22, CD30, ROR1, CEA,
LMP1, LMP2A, Mesothelin, PSMA, EpCAM, glypican-3, gpA33, GD2, TROP2, NKG2D ligand, CD39,
CLDN18.2, DLL3, HLA-G, FcRH5, GPRC5D, LIV-1, MUC1, CD138, CD70, uPAR, CD38.

The term “antibody” is used in the broadest sense and specifically covers single
monoclonal antibodies (including agonist and antagonist antibodies), antibody compositions
with polyepitopic specificity, as well as antibody fragments (e.g., Fab, F(ab'),, and Fv), so long as
they exhibit the desired biological activity. In some embodiments, the antibody may be
monoclonal, polyclonal, chimeric, single chain, bispecific or bi-effective, human and humanized
antibodies as well as active fragments thereof. Examples of active fragments of molecules that
bind to known antigens include Fab, F(ab'),, scFv and Fv fragments, including the products of
aFab immunoglobulin expression library and epitope-binding fragments of any of the antibodies
and fragments mentioned above. In some embodiments, antibody may include immunoglobulin
molecules and immunologically active portions of immunoglobulin molecules, i.e. molecules that
contain a binding site that immunospecifically bind an antigen. The immunoglobulin can be of
any type (IgG, 1gM, IgD, IgE, I1gA and IgY) or class (IgG1, IgG2, 1gG3, IgG4, IgAl and IgA2) or
subclasses of immunoglobulin molecule. In one embodiment, the antibody may be whole
antibodies and any antigen-binding fragment derived from the whole antibodies. A typical
antibody refers to heterotetrameric protein comprising typically of two heavy (H) chains and two
light (L) chains. Each heavy chain is comprised of a heavy chain variable domain (abbreviated as
VH) and a heavy chain constant domain. Each light chain is comprised of a light chain variable
domain (abbreviated as VL) and a light chain constant domain. The VH and VL regions can be
further subdivided into domains of hypervariable complementarity determining regions (CDR),
and more conserved regions called framework regions (FR). Each variable domain (either VH or
VL) is typically composed of three CDRs and four FRs, arranged in the following order: FR1, CDR1,
FR2, CDR2, FR3, CDR3, FR4 from amino-terminus to carboxy-terminus. Within the variable regions
of the light and heavy chains there are binding regions that interacts with the antigen.

The term “monoclonal antibody” as used herein refers to an antibody obtained from a
population of substantially homogeneous antibodies, i.e., the individual antibodies comprising
the population are identical except for possible naturally occurring mutations that may be
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present in minor amounts. Monoclonal antibodies are highly specific, being directed against a
single antigenic site. Furthermore, in contrast to conventional (polyclonal) antibody preparations
which typically include different antibodies directed against different determinants (epitopes),
each monoclonal antibody is directed against a single determinant on the antigen. In addition to
their specificity, the monoclonal antibodies are advantageous in that they are synthesized by the
hybridoma culture, uncontaminated by other immunoglobulins. The modifier “monoclonal”
indicates the character of the antibody as being obtained from a substantially homogeneous
population of antibodies and is not to be construed as requiring production of the antibody by
any particular method. For example, the monoclonal antibodies to be used in accordance with
the present disclosure may be made by the hybridoma method first described by Kohler &
Milstein, Nature, 256:495 (1975), or may be made by recombinant DNA methods (see, e.g., U.S.
Pat. No. 4,816,567).

The monoclonal antibodies may include “chimeric” antibodies (immunoglobulins) in
which a portion of the heavy and/or light chain is identical with or homologous to corresponding
sequences in antibodies derived from a particular species or belonging to a particular antibody
class or subclass, while the remainder of the chain(s) is identical with or homologous to
corresponding sequences in antibodies derived from another species or belonging to another
antibody class or subclass, as well as fragments of such antibodies, so long as they exhibit the
desired biological activity (U.S. Pat. No. 4,816,567; and Morrison et al., Proc. Natl. Acad. Sci. USA,
81:6851-6855 [1984]).

Monoclonal antibodies can be produced using various methods including mouse
hybridoma or phage display (see Siegel. Transfus. Clin. Biol. 9:15-22 (2002) for a review) or from
molecular cloning of antibodies directly from primary B cells (see Tiller. New Biotechnol. 28:453-
7 (2011)). In the present disclosure antibodies were created by methods of immunizing rabbits,
mice, or llama in combination with subsequent strategies like hybridoma or display. Rabbits are
known to create antibodies of high affinity, diversity and specificity (Weber et al. Exp. Mol. Med.
49:e305). Besides immunization of rabbits followed by B cell culture, other common strategies
for antibody generation and discovery include immunization of other animals (e.g., mice, llamas)
followed by hybridoma and/or display on phage, yeast, or mammalian cells; or display using
synthetic variable gene libraries. This general method of antibody discovery is similar to that
described in Seeber et al. PLOS One. 9:e86184 (2014).

The term “antigen- or epitope-binding portion or fragment” refers to fragments of an
antibody that are capable of binding to an antigen. These fragments may be capable of the
antigen-binding function and additional functions of the intact antibody. Examples of binding
fragments include, but are not limited to a single-chain Fv fragment (scFv) consisting of the VL
and VH domains of a single arm of an antibody connected in a single polypeptide chain by a
synthetic linker or a Fab fragment which is a monovalent fragment consisting of the VL, constant
light (CL), VH and constant heavy 1 (CH1) domains. Antibody fragments can be even smaller sub-
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fragments and can consist of domains as small as a single CDR domain, in particular the CDR3
regions from either the VL and/or VH domains (for example see Beiboer et al., J. Mol. Biol.
296:833-49 (2000)). Antibody fragments are produced using conventional methods known to
those skilled in the art. The antibody fragments can be screened for utility using the same
techniques employed with intact antibodies.

The “antigen-or epitope-binding fragments” can be derived from an antibody of the
present disclosure by a number of art-known techniques. For example, purified monoclonal
antibodies can be cleaved with an enzyme, such as pepsin, and subjected to HPLC gel filtration.
The appropriate fraction containing Fab fragments can then be collected and concentrated by
membrane filtration and the like. For further description of general techniques for the isolation
of active fragments of antibodies, see for example, Khaw, B. A. et al. J. Nucl. Med. 23:1011-1019
(1982); Rousseaux et al. Methods Enzymology, 121:663-69, Academic Press, 1986.

Papain digestion of antibodies produces two identical antigen binding fragments, called

“Fab” fragments, each with a single antigen binding site, and a residual “Fc” fragment, whose
name reflects its ability to crystallize readily. Pepsin treatment yields an F(ab’); fragment that has
two antigen combining sites and is still capable of cross-linking antigen.
The Fab fragment may contain the constant domain of the light chain and the first constant
domain (CH1) of the heavy chain. Fab’ fragments differ from Fab fragments by the addition of a
few residues at the carboxy terminus of the heavy chain CH1 domain including one or more
cysteines from the antibody hinge region. Fab’-SH is the designation herein for Fab’ in which the
cysteine residue(s) of the constant domains bear a free thiol group. F(ab’); antibody fragments
originally were produced as pairs of Fab’ fragments which have hinge cysteines between them.
Other, chemical couplings of antibody fragments are also known.

“Fv” is the minimum antibody fragment which contains a complete antigen recognition
and binding site. This region consists of a dimer of one heavy and one light chain variable domain
in tight, non-covalent association. It is in this configuration that the three CDRs of each variable
domain interact to define an antigen binding site on the surface of the VH-VL dimer. Collectively,
the six CDRs confer antigen binding specificity to the antibody. However, even a single variable
domain (or half of an Fv comprising only three CDRs specific for an antigen) has the ability to
recognize and bind antigen, although at a lower affinity than the entire binding site.

The “light chains” of antibodies (immunoglobulins) from any vertebrate species can be
assigned to one of two clearly distinct types, called kappa (k) and lambda (A), based on the amino
acid sequences of their constant domains.

Depending on the amino acid sequence of the constant domain of their heavy chains,
immunoglobulins can be assigned to different classes. There are five major classes of
immunoglobulins: IgA, 1gD, IgE, 1gG and IgM, and several of these may be further divided into
subclasses (isotypes), e.g., 1gG-1, 1gG-2, 1gG-3, and 1gG-4; IgA-1 and IgA-2. The heavy chain
constant domains that correspond to the different classes of immunoglobulins are called a, delta,
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epsilon, y, and p, respectively. The subunit structures and three-dimensional configurations of
different classes of immunoglobulins are well known.

A “humanized antibody” refers to a type of engineered antibody having its CDRs derived
from a non-human donor immunoglobulin, the remaining immunoglobulin-derived parts of the
molecule being derived from one (or more) human immunoglobulin(s). In addition, framework
support residues may be altered to preserve binding affinity. Methods to obtain “humanized
antibodies” are well known to those skilled in the art. (see, e.g., Queen et al., Proc. Natl Acad Sci
USA, 86:10029-10032 (1989), Hodgson et al., Bio/Technology, 9:421 (1991)).

The terms “polypeptide”, “peptide”, and “protein”, as used herein, are interchangeable
and are defined to mean a biomolecule composed of amino acids linked by a peptide bond.

The terms “a”, “an” and “the” as used herein are defined to mean “one or more” and
include the plural unless the context is inappropriate.

By “isolated” is meant a biological molecule free from at least some of the components
with which it naturally occurs. "lsolated,” when used to describe the various polypeptides
disclosed herein, means a polypeptide that has been identified and separated and/or recovered
from a cell or cell culture from which it was expressed. Ordinarily, an isolated polypeptide will be
prepared by at least one purification step. An "isolated antibody," refers to an antibody which is
substantially free of other antibodies having different antigenic a binding specificity.

"Recombinant" means the antibodies are generated using recombinant nucleic acid
techniques in exogeneous host cells.

The term “antigen” refers to an entity or fragment thereof which can induce an immune
response in an organism, particularly an animal, more particularly a mammal including a human.
The term includes immunogens and regions thereof responsible for antigenicity or antigenic
determinants.

Also, as used herein, the term “immunogenic” refers to substances which elicit or
enhance the production of antibodies, T-cells or other reactive immune cells directed against an
immunogenic agent and contribute to an immune response in humans or animals. An immune
response occurs when an individual produces sufficient antibodies, T-cells and other reactive
immune cells against administered immunogenic compositions of the present disclosure to
moderate or alleviate the disorder to be treated.

"Specific binding" or "specifically binds to" or is "specific for" a particular antigen or an
epitope means binding that is measurably different from a non-specific interaction. Specific
binding can be measured, for example, by determining binding of a molecule compared to
binding of a control molecule, which generally is a molecule of similar structure that does not
have binding activity. For example, specific binding can be determined by competition with a
control molecule that is similar to the target.

The term “affinity” refers to a measure of the attraction between two polypeptides, such
as antibody/antigen, receptor/ligand, etc. The intrinsic attraction between two polypeptides can
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be expressed as the binding affinity equilibrium dissociation constant (KD) of a particular
interaction. A KD binding affinity constant can be measured, e.g., by Bio-Layer Interferometry,
where KD is the ratio of kdis (the dissociation rate constant) to kon (the association rate constant),
as KD = kdis/kon.

Specific binding for a particular antigen or an epitope can be exhibited, for example, by
an antibody having a KD for an antigen or epitope of at least about 10* M, at least about 10> M,
at least about 10® M, at least about 107 M, at least about 10® M, at least about 10° M,
alternatively at least about 10°1° M, at least about 101' M, at least about 101> M, or greater,
where KD refers to the equilibrium dissociation constant of a particular antibody-antigen
interaction. Typically, an antibody that specifically binds an antigen will have a KD that is 20-, 50-
, 100-, 500-, 1000-, 5,000-, 10,000- or more times greater for a control molecule relative to the
antigen or epitope.

Also, specific binding for a particular antigen or an epitope can be exhibited, for example,
by an antibody having a KA or Ka for an antigen or epitope of at least 20-, 50-, 100-, 500-, 1000-,
5,000-, 10,000- or more times greater for the epitope relative to a control, where KA or Ka refers
to an association rate of a particular antibody-antigen interaction.

“Homology” between two sequences is determined by sequence identity. If two
sequences which are to be compared with each other differ in length, sequence identity
preferably relates to the percentage of the nucleotide residues of the shorter sequence which are
identical with the nucleotide residues of the longer sequence. Sequence identity can be
determined conventionally with the use of computer programs. The deviations appearing in the
comparison between a given sequence and the above-described sequences of the disclosure may
be caused for instance by addition, deletion, substitution, insertion or recombination.

The present disclosure may be understood more readily by reference to the following
detailed description of specific embodiments and examples included herein. Although the
present disclosure has been described with reference to specific details of certain embodiments
thereof, it is not intended that such details should be regarded as limitations upon the scope of
the disclosure.

EXAMPLES
Example 1: Configuration of penta-specific miniGNC antibodies

The design of miniGNC antibodies relies on the co-expression and assembling of two
polypeptide chains of a heterodimer between Chain A and Chain B (Figure 1). While Chain A may
be a native heavy chain (HC), Chain B is a recombinant fusion peptide between the light chain
and the Fc domain of HC. At the core of this antibody structure, there is a Fab region (VH-CH1/VL-
CL) followed by the hinge and Fc region (CH2-CH3/CH2-CH3) of human IgG1. “Knobs-into-holes”
mutations or other complementary sets of mutations may be introduced into the CH3 domains
to destabilize homodimers and favor heterodimer formation (Ridgway JB, Presta LG, Carter P.,
Protein Eng 1996;9:617-21). The “hole” mutations in the CH3 domain of Chain A consist of
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T366S, L368A, and Y470V, while the “knob” mutation in the CH3 domain of Chain B is T366W.
The “knob” created by the T366W mutation on Chain B preferentially interacts with the “hole”
created by the three mutations on Chain A. This preferential pairing may further stabilize the
heterodimer while the non-covalent pairing of the Fab domain components (i.e. between VH-
CH1 on Chain A and VL-Ck on Chain B) creates a functional Fab region. In other words, a
functional D3 binding domain, such as a functional Fab region or a non-Fab receptor dimer, can
only be created in Chain A-Chain B heterodimers. As compared to GNC antibodies, miniGNC
antibodies also contain antibody fragments from native IgG (Fab, Fc) and other variable-sequence
based structures, such as scFv and VHH, but are engineered to preferentially configure a Fab
region-Hinge-Fc region structure after the formation of a heterodimer. The characteristic feature
of miniGNC antibodies is the compactness of this engineered structure.

One or more structurally diversified antigen binding domain may be added to the two N-
terminals and the two C-terminals of a miniGNC molecule as D1, D2 D4, or D5, thereby creating
up to five binding specificities. Each of these added binding domains may be variable-sequence-
based structures, such as scFv and VHH, or non-variable sequence-based structures, such as
ligand and receptor. As elucidated in Figure 1, D1 and D2 refer to the binding domains linked to
the N-terminals of Chain A and Chain B, respectively, whereas D4 and D5 refer to the binding
domains linked to the C-terminals of Chain A and Chain B, respectively. Thus, the two
polypeptides of a penta-specific miniGNC (penta-miniGNC) antibody may be configured as

Chain A: N-D1-D3(VH)-CH1-Hinge-CH2-CH3-D4-C; and

Chain B: N-D2-D3(VL)-CL-Hinge-CH2-CH3-D5-C;
where VL may be either VA or Vk and CL may be either CA or Ck as shown in Figure 1.

Depending on the number of binding domains and their binding specificities, the
structural configuration of the penta-miniGNC antibody in Figure 1 may be simplified by reducing
one or more binding domains and becoming tetra-, tri-, and bi-miniGNC. For incidence, Table 1
depicts the generation and characterization of a family of anti-CD3 miniGNC antibodies for
optimizing their efficacy of targeting EGFR and HER3. In this case, each binding domain exerts
one binding specificity. When two of its five binding domains target the same epitope of an
antigen, i.e. the same binding specificity, the penta-miniGNC antibody becomes a tetra-specific
penta-miniGNC antibody.

Example 2: Engineered core structure of miniGNC antibodies

To demonstrate that the configuration of miniGNC may be translated into stable and
functional heterodimeric protein, a simplified asymmetric format was designed for evaluating
the effect of configuration and mutations to the heterodimer formation of miniGNC molecules.
Briefly, a single scFv (D1) is fused to the N-terminus of Chain A, whereas the Chain B does not
have any added binding domain. In this way, the proportion of each species of dimerization
between Chain A and Chain B may be distinguished by SDS-PAGE and SEC, as the predicted sizes
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for a Chain A homodimer (not observed), a Chain B homodimer, and a Chain A and Chain B
heterodimer are 100 kDa, 150 kDa, and 125 kDa, respectively) (Figure 2).

To engineer a strategy for selectively purifying the heterodimeric miniGNC molecule from
a mixture, two amino acid residues in the CH3 domain (H435 and Y436) of the Chain B are
substituted. In particular, the histidine (H435) is critical for the Chain B to bind to protein-A resins
during the purification of therapeutic antibodies (Tustian et al., 2016), and the substitution of
this amino acid or a ProA knockout mutation (ProAKO) terminates the protein-A binding. This
strategy may allow separation of the heterodimer via selective elution from a protein-A column.
As the protein-A column retains the heterodimer through its parental heavy chain binding site,
the Chain B homodimer flows through as the Chain B lacks protein-A binding. The design of a
ProAKO on the Chain B minimizes any possible issue of altering immunogenicity by amino acid
substitutions of the protein-A binding site with residues taken from the homologous region in
the 1gG3 subclass. Although most of miniGNC molecules will predominantly incorporate the
structure and sequence of IgG1 subtype, 1gG3 has an overall similar structure to other IgG
subclasses with some specific structural perturbations in binding to protein-A, protein-G and
FcRn (neonatal Fc receptor). This difference is based on Fc sequence difference as revealed
earlier where the presence of R435 (H435 in other subtypes) in IgG3 ablates its Fc interaction
with protein-A. Hence, in representative miniGNC molecules, amino acids critical for protein-A
binding on miniGNC Chain B (H435 and F436) have been mutated to the IgG3 counterpart
sequences (R435 and Y436).

In the class of multi-specific miniGNC antibodies with an addition of scFv fused to the N
terminal of Chain B, the interaction to protein-A binding is still possible if the scFv comes from
VH3 family. VH3 encoded antibodies are known to interact with Staphylococcal Protein A (SPA)
and residues in FR1, CDR2 and FR3 have been identified to be involved in SPA binding (Roben, et
al., 1995), and structural data indicated that the replacement of a single involved region with the
corresponding region from the nonbinding immunoglobulin ablates protein-A binding by VH3
encoded antibodies. Substitution of the amino acid R19 in FR1 was identified to be critical in
binding to protein-A and was undertaken with the amino acid sequence (519) from equivalent
region in the VH4 family.

Four sets of miniGNC molecules (SEQ ID 1-16) with four different versions of chain B
mutations (SEQ ID 3,7,11 and 15) embracing different combinations of ProAKO: H435R/Y436F
(Fc) and R19S (VH) were purified and analyzed with analytical size exclusion chromatography.
Only protein containing Chain B with both sets of mutations allowed complete removal of Chain
B contaminants (Figure 2A). This VH3 protein A knockout mutation (R19S) together with Fc
ProteinA knockout mutations (H435R, F436Y) on Chain B was incorporated in most of the multi-
specific antibody formats and used to produce bi-, tri-, tetra- and penta-miniGNC molecules.

To demonstrate the feasibility of generating functional miniGNC proteins with alternative
antibody isotypes, an example miniGNC containing 1gG4 constant regions was generated. SI-
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75XM9 (SEQ ID 297-300) is analogous to SI-75X5 (SEQ ID 1-4) bispecific miniGNC, except that the
IgG1 CH1, hinge, and Fc were replaced with IgG4 CH1, hinge, and Fc. Notably, both proteins have
the same binding domains (anti-HER3 domain in D2 and anti-CD3* domain in D3) and contain the
same core structure and mutations (Knobs-into-Holes Fc mutation; R19S in anti-HER3 scFv; and
H435R/Y436F mutations in Fc). As shown in Table 8, SI-75XM9 had comparable titer to SI-77X5,
and had a significant 19% increase in the percent protein of interest (85.6% POI vs. 72.2% POI)
after protein A purification, as assessed by analytical SEC. The reduction in high molecular weight
species could be related to the shorter hinge length of IgG4 (12 amino acids instead of 15), which
could reduce the propensity for association of higher-order oligomers. Thus, generation of
miniGNC proteins with alternative antibody isotypes is not only possible, but can lead to more
favorable properties such as decreased aggregation.

Example 3: Configuration of multi-specific miniGNC antibodies
To generate and characterize the first group of multi-specific miniGNC antibodies, a trio

of moiety 1 binding domains, i.e. aCD3, aPD-L1, and c4-1BB, and two moiety 2 binding domains
against EGFR and HER3, respectively, were selected for comparison. As shown in Table 1, the
group was subdivided into penta-miniGNC, tetra-miniGNC, tri-miniGNC, and bi-miniGNC groups.
Of each subgroup, there was at least one miniGNC antibody having the CD3 binding from D3. The
penta-miniGNC group includes SI-75P6 (SEQ ID 17, 19, with o.EGFR from D3 position), SI-75P4
(SEQ ID 21, 23, with 41BBL, the ligand to 4-1BB receptor, at D4), SI-75P3 (SEQ ID 25, 27), and SI-
75P9 (SEQ ID 29, 31, with oHER3 from D3). The tetra-miniGNC group have two antibodies, SI-
75E1(SEQID 33,35) and SI-75E2 (SEQ ID 37, 39) comparing the effect in the presence and absence
of either ai4-1BB or atPD-L1 domain. The tri-miniGNC group have three antibodies, SI-75X3 (SEQ
ID 41, 43), SI-75X16 (SEQ ID 45, 47), and SI-75X18 (SEQ ID 49, 51) for comparing the two moiety
2 binding domains on either N- or C-terminus of the heterodimer. The bi-miniGNC group have
three antibodies, SI-75X1 (SEQ ID 53, 55), SI-75X2 (SEQ ID 57, 59), and SI-75X5 (SEQ ID 1, 3), each
of which has one moiety 1 binding domain and one moiety 2 binding domain.

The DNA encoding each member of the first group of miniGNC antibodies were cloned
into vector pTT5, which were expressed with acceptable titers using ExpiCHO expression systems
for 9 days. The miniGNC antibodies were purified with 5mL MabSelect protein-A columns
followed by Size Exclusion using a highload 16/600 200 pg preparative SEC column on either an
Akta Avant or Purifier system. SEC aggregates were analyzed using a waters HPLC linked to multi
angle light scattering (MALS, Wyatt systems) to identify correct molecular weight by dn/dc
calculated methods.

Example 4: Octet analysis of binding affinity
To assess the functionality of miniGNC antibodies, the binding affinity of each domain was
determined by using Biolayer Interferometry (Octet 384 system). Octet analysis was used to
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ensure that the selected miniGNC antibody retains the binding specificity and affinity to all their
cognate antigens. Each miniGNC antibody was loaded onto AHC sensors for 180 seconds at 10
ug/ml, followed by a 60-second baseline step, a 180-second association step with 100 nM of
commercially purchased human antigen, and a 360-second dissociation step. Samples for all
steps were in Octet buffer (PBS containing 0.1% Tween 20 and 1% BSA). Fits were performed
using a 1:1 binding model to extract affinity KD values. As shown in Table 1, the binding affinity
for each binding domain, as measured by its KD, varies within an acceptable range. For moiety 1
binding, the KD for aCD3 domain may vary between 17.4 and 36.2 nM, for aPD-L1 between 1 and
2.72 nM, and for a4-1BB between 7.51 and 37.3 nM; and for moiety 2 binding, the KD for aEGFR
varies between 5.56 and 11.1, and for aHER3 between 112.8 and 185 nM.

Example 5: Comparative potency of multi-specific miniGNC antibodies

The first group of multi-specific miniGNC antibodies was subjected to T-cell dependent
cellular cytotoxicity (TDCC) assay for measuring the potency for killing cancer cells. With an aCD3
binding domain in all molecules, this group of miniGNC antibodies was equipped to engage T
cells, redirect T-cell mediated cytolysis, and ultimately kill target cells.

A luminescence-based T-cell dependent cellular cytotoxicity (TDCC) assay was used to
measure the extent of antibody-induced cellular cytotoxicity by quantification of cell viability via
constitutive expression of luciferase. Luciferised BXPC3 human pancreatic cancer cell lines (ATCC,
Manassas, VA) were cultured at 37°C, 5% CO2 in RPMI (ATCC, Manassas, VA) medium with 10%
heat-inactivated fetal bovine serum (Invitrogen, Waltham, MA). Cell viability was monitored with
a Vi-CELL automated cell counter (Beckman Coulter, Pasadena, CA). Target cell surface
expression was measured by flow cytometry. Human pancreatic cancer cells, BXPC3 cells, were
co-cultured with human pan T-cells at an effector-to-target (E:T) ratio of 5:1 and antibodies were
added with a 5-fold dilution series (0 — 30 nM). Using a Multidrop bulk liquid dispenser (BIOTEK,
Winooski, VT), 500 cells per well of target cells (20 pL per well) and 25,00 cells per well of T-cells
(20 pL/ well) were plated sequentially into 384-well, white, flat-bottom, polystyrene TC-treated
microplates (Corning, Corning, NY). Antibody dilutions were added (10 uL/well) and plates were
incubated for 72 hrs at 37°C, 5% CO2 before luminescence-based cell viability quantification. 20
ul of Bright-Glo (Promega) was added to wells, and luminescence corresponding to viability of
tumor cells was determined using a CLARIOstar plate reader.

Data were fit to a sigmoidal function to calculate and list EC50 values in Table 1 for
comparison. Figure 3 shows the dose-dependent cell viability curves of miniGNC antibodies
selected from a penta-miniGNC (SI-75P6), a tetra-miniGNC (SI-75E2), a tri-miniGNC (SI-75X3), a
bi-miniGNC (S1-75X2), and a mono-miniGNC (SI-7502) molecule. While all multi-specific miniGNC
antibodies were capable of killing BXPC3 cells completely, both pent- and tetra-miniGNC
antibodies steadily displayed high potency in the range of EC50 in pM. In this regard, SI-75X1
was exceptionally potent. The data demonstrate the important roles of moiety 1 binding
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domains, in particular, the aPD-L1 domain as an immune checkpoint inhibitor when targeting
BXPC3 cancer cells.

Example 6: Configuration of CD3 binding domain in miniGNC antibodies

By definition, a miniGNC antibody is capable of interfacing with at least one immune
effector cell and one target cancer cell through the binding of its moiety 1 and 2 binding domains,
respectively. Using the general scheme of miniGNC antibody configuration (Figure 1), it is
possible that assigning two moiety 2 binding domains to D1 and D2 may lead to different efficacy
from assigning them to D1 and D4 or D2 and D5 because the relative position of the targets on
the cell surface is different, either on the top and bottom or on both sides. In this context, a
second group of penta-miniGNC antibodies were configured and listed in Table 2. This group of
minGNC antibodies share the same binding specificities to CD3, CD19, EGFR, 4-1BB, and PD-L1,
and the same binding domains at D2, D4, and D5. SI-68P13 (SEQ ID 69, 71) has o.CD3 D3 domain,
which is comparable to SI-75P3 of the first group except the difference in D2, i.e. aCD19 vs.
oHER3, and to SI-68P17 (SEQ ID 73, 75) of the second group except the switch of «CD3 domain
to D1. The rest of the second group of miniGNC antibodies share the same binding specificities
from D1 (aCD3) and D3 (atEGFR). SI-68P17 (with the binding specificity to CD19, 4-1BB and PD-
L1, respectively.

Anti-CD3 antibody plays a central role in T cell activation based immune therapy.
Humanized antibody is desirable for the development of a therapeutic antibody. CD3 domain
was incorporated into positions D1 and D3 to generate SI-68P17 (SEQ ID 73,75) and SI-68P13
(SEQ ID 69, 71) for testing positional effect. The anti-CD3 sequences in humanized framework 1
(CD3**), 2 (CD3***) 3 (CD****) and 4 (CD*****) were cloned into an expression cassette for
producing SI-68P15 (SEQ ID NO. 77, 79), SI-68P18 (SEQ ID 81, 83), SI-68P19 (SEQ ID 85, 87), and
SI-68P16 (SEQ ID 89, 91) (Table 2). Each expression cassette was transfected into 25 mL of
ExpiCHO and expressed for 8 days followed by protein-A affinity chromatography for harvesting
and purifying each penta-miniGNC antibody. The antibodies were produced with good titer
(Table 2). Octet was used to verify that the penta-miniGNC antibodies containing different CD3
domains, can bind to human CD3, respectively (Table 2). Each penta-miniGNC antibody was
loaded via AHC sensors at 10 pg/ml and bound to a serial dilution (highest 200 nM, 1:2.5
dilutions) or a single 100-nM concentration of His-tagged human CD3. The resulting global fit to
a 1:1 binding model demonstrated that the penta-GNC antibodies bind to CD3 with affinities in
the low nanomolar range (Table 2).

To evaluate the effect of CD3-mediated T cell directed cytotoxicity on cancer cells, BXPC3
tumor cell line was used as target. Serial dilutions (0 to 30 nM; 1 to 5 dilution factor) of antibodies
were added to a white 384-well plate containing luciferized target cells and activated T cells
(plated immediately before drug; effector:target = 5:1) in a total volume of 50 ul. After an
additional 72 hours, 20 ul of Bright-Glo (Promega) was added to wells, and luminescence
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corresponding to viability of luciferized tumor cells was determined using a CLARIOstar plate
reader. Data were fit to a sigmoidal function to calculate EC50 values, which were in the range
of 0.1 to 5.5 pM as shown by Figure 4 and listed in Table 2. The data demonstrate that there are
certain degrees of flexibility in anti-CD3 positioning, configuration, and binding affinity.

Example 7. multi-specific miniGNC antibodies having VHH as binding domains

To multi-specific antibody platforms, such as GNC and miniGNC antibodies that contain
multiple scFv domains, a potential issue is related to chain mispairing due to multiple VH and VL
domains in the same molecule. Different VH and VL domains have different propensities to
interact with each other. If binding domains of different specificity have superior interaction
energy, then the wrong pairings may form when the protein assembles. As a result, none of the
binding domains will bind their targeted antigens.

VHH refers to “antibodies” with single Ig domains, i.e. “heavy chain only”, also known as
a single-domain antibody (sdAb) or a nanobody. The first single-domain antibodies were
engineered from heavy-chain antibodies found in camelids, also known as VuH fragment (VHH).
VHH domains have been increasingly incorporated into antibody-based therapeutics due to
several favorable properties. VHH domains may have increased stability and solubility compared
to more traditionally used scFv domains. Whereas the VH/VL interface of traditional antibody
variable regions is hydrophobic, the transient exposure of these surfaces can result in significant
aggregation or precipitation. On the other hand, VHH domains have a naturally more hydrophilic
surface and therefore can have superior solubility and stability properties. An obvious benefit of
VHH domains over Fab or scFv domains is their small size. Where Fab domains are about 50 kDa
and scFv domains are about 25 kDa, VHH domains are a very compact 12-15 kDa. The penta-
miniGNC antibodies contain five binding domains (Figure 1). Incorporation of VHH domains
instead of scFv domains may significantly decrease molecular size, and increase tumor
penetration.

A third group of multi-specific miniGNC antibodies were created and configured to have
VHH binding domains against EGFR and HER3 (Gottlin et al., 2009; Eliseev et al., 2018) (Table 3).
Penta, Tri, and bi specific single domain variable regions (VHH) —incorporated miniGNC molecules
were constructed and purified with reasonable titer. Binding activity of each domain of multi-
specific miniGNCs : SI-75P5 (SEQ ID 93, 95), SI-75P8 (SEQ ID 97, 99), SI-75X4 (SEQ ID 101,103), SI-
75X17 (SEQID 105, 107), SI-75X19 (SEQ ID 109, 111),, SI-75X9 (SEQ ID 113-115), SI-75X11 (SEQ ID
117,119), SI-75X15 (SEQ ID 121,123)and SI-75X13 (SEQ ID 125, 127) were verified using Octet.
AHC sensors were used to capture the GNC antibody at a concentration of 10 ug/ml for 180
seconds. After a 60-second baseline step, a single concentration of antigen was used for a 180-
second association step. Antigens tested include 200 nM human EGFR (purified in-house), 100
nM human CD3 (Acro CDD-H52W1), 20 nM human PD-L1 (Acro PD1-H5229), 400 nM human 4-
1BB (purified in-house), 200 nM human HER3 (Acro ER3-H5223). After association, a 420-second
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dissociation step was used. The tabulated Kp values were calculated using a one-to-one binding
model in ForteBio Data Analysis software version 11. The data demonstrated that all domains
retained high affinity in the VHH-incorporated miniGNC platform.

T cell directed cytotoxicity on cancer cells, BXPC3 tumor Cell line was used as target. Serial
dilutions (0 to 30 nM; 1 to 5 dilution factor) of antibodies were added to a white 384-well plate
containing luciferized target cells and activated T cells (plated immediately before drug; effector:
target =5:1) in a total volume of 50 ul. Afteran additional 72 hours, 20 ul of Bright-Glo (Promega)
was added to wells, and luminescence corresponding to viability of luciferized tumor cells was
determined using a CLARIOstar plate reader. EC50 values are tabulated in Table 3.

Example 8. Engineered Fab (D3) domain for improved expression and protein guality.

A disulphide staple was optionally introduced in the VH-VL interface of the fab region
(Figure 5). The purpose of this engineering was improving heterodimer pairing and stabilize the
overall structure by the formation of a covalent disulphide bond (Weatherill et al., 2012) at the
core-fab interface. Cysteines pair was optionally introduced to form disulphide bond at V|A100
on Chain B and its corresponding VnuA44 on Chain A fab region.

A pair of penta-miniGNC antibodies (SI-38P11 and SI-76PM1) (SEQ ID NO. 129 and 131;
133 and 135) with identical binding specificities were created for analysing the effect of stapled
variable region in the Fab. The Chain A of the two antibodies comprises aCD20 scFv at D1, aCD3
VH at D3 (VH Fab-CH1-Fc), and a4-1BB at D4, whereas Chain B comprises aCD19 at D2, aCD3V,
at D3 (VKappa Fab CL-Fc) and aPD-L1 scFv at D5 (Table 4) according to the naming system in
Figure 1. SI-76PM1 was constructed with an additional disulphide in the D3 (VH/VL Fab-CH1/CL-
Fc) and SI-38P11 was constructed without any additional disulphide pairing in the VH/VL fab.

Penta-miniGNC antibody constructs with and without the disulphide staple at position D3
were expressed in ExpiCHO system. Construct with stapled D3 (SI-76PM1) was produced with
significantly higher titer than SI-38P11. Both proteins were purified with 5mL MabSelect protein
A columns followed by Size Exclusion using a hiload 16/600 200 pg preparative SEC column on
either an Akta Avant or Akta Pure Purifier system. SEC aggregates were analyzed using a waters
HPLC linked to multi angle light scattering (MALS, Wyatt systems) to identify correct molecular
weight by dn/dc calculated methods. With all of the analyses conducted as shown in Table 4, the
disulfide bonded, i.e. “D3 stapled Fab”, penta-miniGNC antibodies displayed 5% higher protein
of interest production. Both molecules exhibited comparable antigen binding kinetics (Table 4).

Example 9. Multi-specific miniGNC antibodies with stapled scFv binding domains

The core structure of multi-specific miniGNC molecules were engineered to acquire
several features in order to stabilize the heterodimer, including the covalently linked hinge and
non-covalent and preferential interaction of “knobs-into-holes” by the CH3 domains in Fc region.
While the stability and compactness are desirable, it remains unclear whether the closer
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proximity of D1 and D2 or D3 and D4 may affect their stability and independent function. To
maintain the stability and independence of each added binding domains, one option is to
introduce a disulfide bond at V100 and V144 in each scFv domain, i.e. to staple each scFv domain.
A disulfide bond between V. and Vi may be used for all scFv domains to stabilize the overall
structure. Alternatively, a disulphide bond may be introduced into at least one selected scFv
domain at any position.

Four miniGNC antibodies have their D1 and D2 targeting EGFR and HER3 were grouped
for measuring comparative potency of TDCC to the pancreatic cancer cells (HPAF-II), including tri-
miniGNC (SI-68X2, SEQ ID NO. 137,139), tetra-miniGNC (SI-68E1, SEQ ID NO, 141, 143, and SI-
68E2, SEQ ID NO. 145, 147), and penta-miniGNC (SI-68P1, SEQ ID NO. 149, 151) molecules. The
moiety 1 binding specificities to 4-1BB and PD-L1 were the variable, whereas CD3 was the
constant as D3 in the group interms of multispecificity. The expression construct encoding each
of these four miniGNC antibodies was modified such that all scFv domains carrying a disulfide
bond. The constructs were expressed individually in ExpiCHO system and each antibody was
purified with reasonable titer. The binding kinetics to respective antigens were verified using
Octet. AHC sensors were used to capture the miniGNC antibody at a concentration of 10 ug/ml|
for 180 seconds. After a 60-second baseline step, a single concentration of antigen was used for
a 180-second association step. Antigens tested included 200 nM human EGFR (purified in-
house), 100 nM human CD3 (Acro CDD-H52W1), 20 nM human PD-L1 (Acro PD1-H5229), 400 nM
human 4-1BB (purified in-house), 200 nM human HER3 (Acro ER3-H5223). After association, a
420-second dissociation step was used. The tabulated Kp values were calculated using a one-to-
one binding model in ForteBio Data Analysis software version 11. Analysed KD values for each
miniGNC molecule with all stapled scFv domains, as shown in Table 5, were compared with KDs
of monoclonal antibody controls for respective antigens as shown in Table 6. The binding kinetics
data shows comparable binding affinity of each stapled scFv domain with its respective mAb or
Fc-scFv control SI-1C3 (SEQ ID 181, 183) SI-1C7 (SEQ ID 185), SI-9C21 (SEQ ID 187, 189), SI-355F11
(SEQ ID 191), SI-3SF11 (SEQ ID 193), SI-20C14 (SEQ ID 287 and 289) (Table6), suggesting that
stapling one or more scFv domains seems to have little effect to the binding affinity.

To evaluate the effect of stapled scFv domains to the potency of the miniGNC antibody,
T cell directed cytotoxicity (TDCC) assay was used and the target cells were HPAF -Il, human a
human pancreatic cancer cell line (ATCC, Manassas, VA). The surface expression of the target
cells was validated by flow cytometry. Serial dilutions (0 to 30 nM; 1 to 5 dilution factor) of
antibodies were added to a white 384-well plate containing target cells and activated T cells
(plated immediately before drug; effector: target = 5:1) in a total volume of 50 ul. After an
additional 72 hours, 20 ul of Bright-Glo (Promega) was added to wells, and luminescence
corresponding to viability of luciferised tumor cells was determined using a CLARIOstar plate
reader. Data were fit to a sigmoidal function to calculate EC50 values. As shown in Figure 6 and
Table 5, the survival curves revealed that the potency of all four miniGNC antibodies was be
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within the dose range of pM and with a tendency of the penta-miniGNC antibody exerting higher
TDCC potency than that of tetra-miniGNC and tri-miniGNC antibodies. This observation again
shows little effect by using stapled scFv domains.

Example 10. miniGNC having NKG2D receptor dimer as a binding domain
An increased number of binding specificities allows the GNC antibodies to bind not only

T cells but also subsets of T cells, natural killer cells, and other types of immune cells, collectively
known as moiety 1 binding domains/specificities (see Applicant’s applications, W0O/2019/005641
and W02019191120, incorporated herein in its entirety). Some of moiety 1 binding specificities
may replace the cellular response to or recognition of targeted cells. For example, NKG2D is a
major recognition receptor for the detection and elimination of transformed and infected cells,
as its ligands are induced during cellular stress, either as a result of viral infection or genomic
stress, such as in cancer. In humans, NKG2D is expressed by NK cells, cells, and CD8+ T cells. The
addition of NKG2D as a binding domain/specificity to the class of miniGNC antibodies may
improve the cytotoxicity and efficacy of the antibody as a single multi-functional therapeutic
agent.

In NK cells, NKG2D serves as an activating receptor, which itself can trigger cytotoxicity,
whereas on CD8* T cells the function of NKG2D is to send co-stimulatory signals to activate
them. NKG2D forms a homodimer whose ectodomains serve for ligand binding. This feature
qualifies NKG2D as a non-variable-sequence-based binding domain in a miniGNC format and
other binding domains canbe added to «create a class of multi-specific NKG2D-
miniGNC protein. In one miniGNC format, individual NKG2D monomer was incorporated in the
D3 position on chain A and chain B which formed a dimeric NKG2D receptor on Fc
dimerization. Thus, NKG2D can act as a receptor for the multi-specific miniGNC molecule to bind
its ligand. In other miniGNC format, a NKG2D tandem repeat was designed by adding a (GxSy)n
spacer/linker between individual NKG2D monomers which homodimerizes and forms a
functional dimeric receptor. This NKG2D tandem dimeric structure can be positioned in D1, D2,
D4 or D5S.

As listed in Table 7, this class includes mono-NKG2D-miniGNC (SI-49R26, SEQ ID NO. 153,
155), bi-miniGNC (SI-49R27, SEQ ID NO. 157, 159), tri-miniGNC (SI-49R25, SEQ ID NO. 161, 163),
tetra-miniGNC (SI-49P_X, SEQ ID NO. 165, 167), and penta-mini-GNC molecules (SI49P8, SI-49P9,
SEQID. NO. 169, 171, 177, and 179). A control penta-miniGNC, SI-49PM1 (SEQ ID NO. 173, 175),
was created by switching the positions of D1 (CD3) and D3 of SI-49P8, and the Octet binding
affinity for either NKG2D or CD3 was not affected by this switch. While the binding affinity of
other moiety 1 binding domains remained stable in this class of NKG2D-miniGNC molecules, the
binding affinity of NKG2D was within 2-fold. Thus, the penta-miniGNC molecule possesses the
binding function of NKG2D receptor for binding to NKG2D ligand.
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To assess and compare the potency of TDCC of NKG2D-miniGNC molecules, tri-, tetra-,
and penta-miniGNC molecules, SI-49R25, SI-49P_X, and SI-49P8 and SI-49PM1 were used to
target MDA-MB-231 breast cancer cell line. Serial dilutions (0 to 30 nM; 1 to 5 dilution factor) of
the miniGNC protein were added to a white 384-well plate containing luciferised MDA-MB-231
cells 24 hours prior and grown at 37 °C. Activated T cells were plated immediately before
miniGNC molecules (effector: target = 15:1) in a total volume of 50 ul. After incubated for
additional 72 hours, 20 ul of Bright-Glo (Promega) was added to wells, and the luminescence
corresponding to viability of luciferised tumor cells was determined using a CLARIOstar plate
reader. Data were fit to a sigmoidal function to calculate EC50 values (Figure 7). Based on the
dose-viability curves, there were two groups, the tetra- and penta-miniGNC molecules were
more potent than the tri-miniGNC molecule, SI-49R25. As listed in Table 7, the difference might
result from the addition of aPD-L1. However, the EC50 value (59.3nM) of SI-49R25 should be
considered as relatively potent. To the breast cancer cell line MDA-MB-231, CD19, which is a
pan-B cell marker, is a non-participating tumor antigen. In this regard, SI-49R25 may be viewed
as having two binding specificities to CD3 and NKG2D ligand. Thus, the data indicates that the
incorporation of NKG2D receptor to different miniGNC antibody format contributes to the
potency of TDCC. In a broader sense, the miniGNC antibody molecules can accommodate
multiple binding specificities to modulate, cooperate, and direct an optimized immune response
to targeted cells, such as cancer.
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molecules when targeting EGFR and/or HER3-expressing pancreatic cancer cells (BXPC3).

TABLES
Table 1. The configuration, production, binding affinity, and potency of multi-specific minGNC

PCT/US2021/022847

Protein 1D D1 D2 D3 D4 D5 Titer EC50
/KD (nM) /KD (nM) /KD (nM) /KD (nM) /KD (nM) (ug/ml (pM)
Penta-miniGNC
SI-75P6 oCD3 oHER3 oEGFR a4-1BB aPDL-1
36.2 138 5.56 37.3 145 96.5 0.011
S|-75P4 oEGFR oHER3 oCD3 a4-1BBL aPDL-1
10.4 150 22.7 115 2.72 48.4 0.102
S|-75P3 oEGFR oHER3 oCD3 o4-1BB aPDL-1
8.91 158 17.4 7.51 1 39.4 1.300
SI-75P9 oEGFR oCD3 oHER3 o4-1BB aPDL-1
111 20.1 140 21.2 2.7 30 0.160
Tetra-miniGNC
SI-75E1 oEGFR oHER3 oCD3 o 4-1BB --
8.9 185 20.3 17.8 | - 30.2 5.800
SI-75E2 oEGFR oHER3 oCD3 - aPDL-1
8.24 114 22.1 - 136 | 1723 0.085
Tri-miniGNC
SI-75X3 oEGFR oaHER3 aCD3
8.47 146 18.2 -- -- 193.5 5417
SI-75X16 oEGFR oHER3 aCD3*
6.8 112.8 334 -- -- 183.5 95540
SI-75X18 aCD3* aEGFR aHER3
47.3 2.72 93.75 38.2 6090
Bi-miniGNC
SI-75X1 oEGFR aCD3
8.11 24 - - 2461 0.71
SI-75X2 oHER3 oCD3
162 27.8 - - 2377 4338
SI-75X5 oHER3 aCD3*
139.2 44.4 - - 192.9 9,095
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Table 2. The effect of the position and binding affinity of the CD3 binding domain on the potency
of penta-minGNC molecules when targeting EGFR-expressing pancreatic cancer cells (BXPC3).

brotein I D1 D2 D3 D4 D5 Titer EC50
/KD (nM}) /KD (nM) /KD (nM}) /KD (nM) /KD (nM) (ug/ml) (pM)

SI-68P13 «EGFR «CD19 aCD3 o4-1BB aPD-L1
5.64 4.33 25.9 14.8 1.04 35.1 0.09

SI-68P17 aCD3 «CD19 oEGFR o4-1BB oPD-L1
15.82 5.05 5.38 26.8 2.72 40 0.6

SI-68P15 aCD3** aCD19 oEGFR o4-1BB oPD-L1
22.4 2.85 2.42 17.1 0.4 58.1 0.16

SI-68P18 aCD3*** | 4CD19 «EGFR o4-1BB oPD-L1
14.46 1.35 8.18 7.51 1.00 26 0.19

SI-68P19 aCD3**** | 4CD19 oEGFR o4-1BB oPD-L1
16.74 3.44 4.43 21.2 0.7 28 0.12

SI-68P16 aCD3***** | 4CD19 «EGFR a4-1BB aPD-L1
60.6 2.55 241 23.3 0.5 72 5.5
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Table 3. The effect of VHH single binding domain(s) on the potency of multi-specific minGNC
molecules when targeting BXPC3 tumor cells

brotein 1p | PL D2 D3 D4 D5 Titer EC50
/KD (nM) /KD (nM) /KD (nM) | /KD (nM) /KD (nM) (ng/ml) (pM)
oEGFR VHH | oHER3 VHH | oCD3 «4-1BB aPD-L1
SI-75P5 200.5 443
235 4.68 26.1 23.3 3.25
«EGFR VHH | oHER3 VHH | aCD3* «EGFR aHER3
SI-75P8 295
6.22 0.786 44.1 6.22 0.786 967468000
oEGFR VHH | oHER3 VHH | oCD3 - -
SI-75X4 65.8
51.5 7.68 26.3 - - 5766
oEGFR VHH | oHER3 VHH | aCD3* - -
SI-75X17 330 -
14.8 4.58 68 - - No killing
- - aCD3* oEGFR VHH | oHER3 VHH
SI-75X19 2234
64.4 20.6 10.52 1873
- oHER3 VHH | aCD3* - -
SI-75X9 234 2584
- 3.86 84.2 - -
oEGFRVHH | -- aCD3* - -
SI-75X11 214 564
21.6 - 65.7 - -
- - aCD3* - oHER3 VHH
SI-75X15 161.3 27400
- 38.08 - 13.7
- - aCD3* «EGFRVHH | —
SI-75X13 165.6 4858
- 56 34-- -

Table 4. The effect of “stapled” CD3 binding domain at D3 position on the production of multi-

specific miniGNC molecules.

D1 D2 D3 (Stapled) | D4 .
D5 Titer %POI
; KD (nM KD (nM KD (nM KD (nM
Protein ID | /KD (nM) | /KD (nM) | /KD (nM) /KD (nM) /KD (nM) (pg/ml)
oaCD20 oaCD19 «CD3 o4-1BB oPD-L1
SI-38P11 7.33 1.89 5.23 (No) 14.8 1.1 80 69
SI-76PM1 6.09 3.30 3.22 (Yes) 22.43 1.47 129 75
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Table 5. Comparative potency of multi-specific miniGNC molecules with “stapled” scFv at all
positions when targeting tumor cells.

] D1 (Stapled) | D2 (Stapled) | D3 D4 (Stapled) | D5 (Stapled) Titer EC50
Protein | /kp (nm) /KD (nM) /KD (nM) | /KD (nM) /KD (nM) (ng/ml) {(pM)
ID oEGFR* «HER3 «CD3 04-1BB aPD-L1 HPAF-II
SI-68X2 <0.001 114.4 24.3 - - 88.9 6.6
SI-68E1 <0.001 138.8 26.2 12.7 - 114.8 3.6
SI-68E2 <0.001 120 28.4 - 04 67 L3
SI-68P1 <0.001 93.4 243 9.8 0.6 87.1 1.02

«CEA oEGFR* «CD3 MCF-7

SI-68X1 <0.001 <0.001 143 - - 69 4.2
aHER2 - oCD3

SI-68X3 NA NA 57 NA

Table 6. Characterization of the unstapled versions of each domain (D1-D5) in mAb or scFv format

to respective antigens.

Protein ID Unstapled Controls Domain Structure Titer (ug/ml) KD (nM)
SI-1C3 D1 = «EGFR* mAb 44.9 <0.001
SI-1C7 D2= «HER3 Fc-scFv 290.7 136.5
SI-9C21 D3 =aCD3 mAb 252.1 26.3
SI-35FS11 D4 = «4-1BB Fc-ScFv 7.67 14.9
SI-3FS11 D5 = aPD-L1 Fc-ScFv 18 0.94
SI-20C14 D1= aCEA mAb NA <0.001
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Table 7. The characterization of multi-specific minGNC molecules with NKG2D receptor dimer
incorporated in miniGNC format and potency of tri, tetra and penta molecules in killing MDA-

MB-231 tumor cells

Protein ID b1 b2 b3 D4 D> Titer (ug/ml) ECS0
/KD (nM) | /KD (nM) | /KD (nM) JKD (nM) | /KD (nM) HE (pM)
- - NKG2D - -
SI-49R26
- - 17.7- - - 28 n.a.
aCD3 -- NKG2D - -
SI-49R27
322 - 16 - - 38.6 n.a.
aCD3 oCD19 NKG2D - -
SI-49R25
34.50 7.62 12.80 - - 50 59330
aCD3 «CD19 NKG2D - aPD-L1
SI-49P_X
30.45 131 10.4 - 0.2 8.8 1195
aCD3 oCD19 NKG2D o4-1BB oPD-L1
SI-49P8
36.3 2.98 24.3 7.71 1.08 62.3 570.3
NKG2D oCD19 aCD3 o4-1BB oPD-L1
SI-49PM1
24.49 5.5 30.2 2.74 223 30.3 946.5
aCD3 «CD19 NKG2D 41BBL oPD-L1
SI-49P9
29.80 6.4 27.2 112 2.01 78.9 na.

Table 8. The characterization of bispecific miniGNC molecules with different IgG subtypes in the

Fc domain.
1gG Titer
Protein subtype D1 D2 D3 D4 D5 (ng/ml) %POI
SI-75X5 IgG1 - o«HER3 | «CD3* - - 192.9 72.2
SI-75XM9 IgG4 - o«HER3 | «CD3* - - 150.5 85.6
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Table 9. Annotation of binding domains for their binding specificity, domain structure, origin,
and sequence identification number (SEQ ID).

Binding Structure in L
Target Domain miniGNC Origin SEQ ID NO.
CD20 Ritu scFv Rituximab 259-262
EGFR EGFR scFv and Fab oEGFR H7 203-206
EGFR EGFR* scFv Panitumumab 207-210
HER3 MM-111 scFv and Fab MM-111 255-258
CD3 aCD3 scFv and Fab 284A10 219-222
CcD3 oCD3* scFv and Fab 283E3BSM 227-230
CD3 aCD3** scFv 284A10FR 1 231-234
CcD3 oCD3*** scFv 284A10 FR 2 235-238
CcD3 o CD3**** scFv 284A10 FR 3 239-242
CD3 CD3***** scFv 283E3FRS 291-294
PD-L1 oPD-L1 scFv PL221G5 243-246
4-1BB o4-1BB scFv 466F6 247-250
N.KGZD NKG2D Receptor 253-254
Ligand
4-1BB 41BBL Ligand 251-252
EGFR aEGFR VHH VHH VHH-122 263-264
HER3 aHER3 VHH VHH VHH BCD090-M2
265-266
CD19 huBU12 scFv SI-huBU12 -H4, 215-218
CEA aCEA-H1 scFv CEA-656E11 279-282
HER2 Tras scFv Trastuzumab 284-285
Human Ig§1 313
heavy chain
Human IgG4
light chain 314
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SEQUENCE LISTING
SEQ ID NO.

Sample Chain Fc ProA KO VH3 ProA

ID Protein | DNA (H435R/Y436F) | KO (R19S)

SI-75X5 A L 2 + +
B 3 4
A 5 6

SI-75X6 + -
B 7 8

SI-75X7 A 9 10 +
B 11 12
A 13 14

SI-75X8 - -
B 15 16

SI-75P6 A 7 18 + +
B 19 20
A 21 22

SI-75P4 + +
B 23 24

SI-75P3 A 25 26 + +
B 27 28

SI-75P9 A 29 30 + +
B 31 32
A 33 34

SI-75E1 B 35 36 + +
A 37 38

SI-75E2 B 39 20 + +

SI-75X3 A a1 42 + +
B 43 44

SI-75X16 A 45 46 + +
B 47 48
A 49 50

SI-75X18 B =1 = + +

SI-75X1 A >3 >4 + NA
B 55 56

SI-75X2 A >7 >8 + +
B 59 60
A 61 62

SI-7502 + NA
B 63 64

SI-7507 A 65 66 + NA
B 67 68
A 69 70

SI-68P13 + +
B 71 72
A 73 74

SI-68P17 + +
B 75 76
A 77 78

SI-68P15 + +
B 79 80

SI-68P18 A 81 82 + +
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B 83 84
A 85 86

$1-68P19 +
B 87 38
A 89 90

$1-68P16 +
B 91 92
A 93 94

SI-75p5 +
B 95 96
A 97 98

SI-75p8 +
B 99 | 100
A 01| 102

SI-75%X4 NA
B 103 | 104
A 105 | 106

SI-75X17 NA
B 107 | 108
A 109 | 110

$I-75X19 NA
B 11| 112
A 13| 114

$1-75X9 NA
B 115 | 116
A 117 | 118

SI-75X11 NA
B 119 | 120
A 121 122

$I-75X15 NA
B 123 | 124
A 125 | 126

SI-75X13 NA
B 127 | 128
A 129 130

SI-38P11 +
B 131 132

ol A 133| 134

76PM1 B 135 | 136 *
A 195 | 196

sI-68X1 ]
B 197 | 198
A 199 | 200

SI-68X3 -
B 01| 202
A 137 | 138

SI-68X2 ;
B 139 | 140
A 141 | 142

SI-68E1 ]
B 143 | 144
A 145 | 146

SI-68E2 ]
B 147 148
A 149 | 150

$1-68P1 ]
B 151 | 152
A 153 | 154

SI-49R26 NA
B 155 | 156
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A 157 158
SI-49R27 + NA
B 159 160
A 161 162
SI-49R25
B 163 164
A 165 166
SI-49P_X
B 167 168
A 169 170
SI-49P8
B 171 172
SI- A 173 174
+ +
49PM1 B 175 176
A 177 178
SI-49P9
B 179 180
Sl A 297 298
+ +
75XM9 B 299 300
Protein ID Format SEQ ID NO.
Protein Protein
SI-1C3 HC oEGFR mAb 181 182
SI-1C3 LC oEGFR mAb 183 184
SI-1C7 oHER3 Fc-scFv 185 186
SI-9C21 HC aCD3 mAb 187 188
SI-9C21 LC aCD3 mAb 189 190
SI-35FS11 o4-1BB Fc-scFv 191 192
SI-3FS11 oPD-L1 Fc-SCFv 193 194
SI-20C14 HC oCEA mAb 656E11 287 288
SI-20C14 LC oCEA mAb 656E11 289 290
Domains Variable SEQID
Chains Protein DNA
aEGFR VH 203 204
VL 205 206
oEGFR * VH 207 208
VL 209 210
oEGFR * Stapled VH 211 212
VL 213 214
aCD19 VH 215 216
VL 217 218
aCD3 VH 219 220
VL 221 222
aCD3 Stapled VH 223 224
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VL 225 226
aCD3 * VH 227 228
VL 229 230
aCD3 ** VH 231 232
VL 233 234
aCD3 *** VH 235 236
VL 237 238
aCD3 **** VH 239 240
VL 241 242
aPDL1 VH 243 244
VL 245 246
041BB VH 247 248
VL 249 250
41BBL NA 251 252
NKG2D dimer NA 253 254
aHER3 VH 255 256
VL 257 258
aCD20 VH 259 260
VL 261 262
EGFR VHH VHH 263 264
HER3 VHH VHH 265 266
aPDL1 Stapled VH 267 268
VL 269 270
a41BB stapled VH 271 272
VL 273 274
oHER3 stapled VH 275 276
VL 277 278
aCEA VH 279 280
VL 281 282
aHER?2 stapled VH 283 284
VL 285 286
aCD3 ***** VH 291 292
VL 293 294
NKG2D monomer NA 295 296
Antibody Kabat CDR AASEQID

CDR-H1 301

aCEA 656E11 CDR-H2 302

CDR-H3 303

CDR-L1 304
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CDR-L2 305
CDR-L3 306
CDR-H1 307
CDR-H2 308
aCD3 283E3 CDR-H3 309
(BSM/FRS) CDR-L1 310
CDR-L2 311
CDR-L3 312

>Sequence ID 1: SI-75X5 Chain A Amino Acid Sequence

QVQLQESGGRLVQPGEPLSLTCKTSGIDLS SNAIGWVRQAPGKGLEWIGVIFGSGNTYYASWAKGRFTISRSTSTVYLKMNSLRSE
DTAIYYCARGGYSSDIWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALT SGVHTFPAVLQOS
SGLYSLSSVVTVPSSSLGTQTYICNVNHKP SNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGP SVFLFPPKPKDTLMISRTPEVTCV
VVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPIEKTI SKAKGQPREPQV
YTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQOGNVESCSVMHEALHN
HYTQKSLSLSPG

>Sequence ID 2: SI-75X5 Chain A Nucleotide Sequence
CAAGTGCAGTTGCAAGAAAGTGGTGGTAGACTGGTTCAGCCTGGTGAACCCTTGTCACTGACGTGTAAAACAAGCGGCATTGATCT
GTCCTCTAACGCCATCGGATGGGTCCGACAGGCCCCAGGAAAAGGT CTGGAGTGGATCGGAGTTATCTTCGGGAGCGGCAATACAT
ACTACGCAAGCTGGGCAAAAGGGCGATTTACGATATCACGGAGCACCTCTACAGTTTATT TGAAAATGAACTCCCTCCGGTCCGAG
GATACCGCGATATATTACTGTGCCAGAGGGGGGTACTCCTCTGATATCTGGGGGCAGGGTACACTGGTTACAGTTTCATCCGCTAG
CACCAAAGGCCCCTCTGTGTTCCCTCTGGCCCCCTCCTCCAAGAGCACCTCTGGAGGCACTGCTGCCCTGGGCTGCCTGGTGAAGG
ACTACTTCCCAGAGCCTGTGACTGTGTCCTGGAACTCTGGAGCCCTGACCTCTGGAGTGCACACCTTCCCTGCTGTGCTGCAGAGC
TCTGGCCTCTACAGCCTGTCCTCTGTGGTCACTGTGCCCTCCTCCAGCCTGGGCACCCAGACCTACATCTGCAATGTGAACCACAA
GCCCTCCAACACCAAGGTGGACAAGAGAGT GGAGCCCAAGTCCTGTGACAAGACCCACACCTGCCCTCCCTGCCCAGCCCCAGAGG
CTGCTGGAGGCCCCTCTGTGTTCCTCTTCCCTCCCAAGCCCAAGGACACCCTGATGATCTCCAGGACCCCAGAAGTCACCTGTGTG
GTGGTGGATGTGTCCCATGAAGACCCAGAAGTGAAGTTCAACTGGTATGTGGATGGAGTGGAGGTGCACAATGCCAAGACCAAGCC
CAGAGAAGAGCAGTACAACTCCACCTACCGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACTGGCTGAATGGGAAGGAGTACA
AGTGTGCTGTGTCCAACAAGGCCCTGCCTGCCCCCATTGAGAAGACCATCTCCAAGGCCAAGGGCCAGCCCAGAGAGCCCCAGGTC
TACACCCTGCCTCCCTCCAGAGATGAGCTGACCAAGAACCAGGTGTCCCTGTCCTGTGCTGTGAAAGGCTTCTACCCCAGTGACAT
TGCTGTGGAGTGGGAGAGCAATGGCCAGCCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGGACTCTGATGGCTCCTTCTTCC
TGGTCTCCAAGCTGACTGTGGACAAGAGCCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGTCATGCATGAGGCCCTGCACAAC
CACTACACCCAGAAGAGCCTGAGCCTGAGCCCTGGA

>Sequence ID 3: SI-75X5 Chain B Amino Acid Sequence

QOSALTQPASVSGSPGOSITISCTGTS SDVGGYNFVSWYQOHPGKAPKLMIYDVSDRPSGVSDRFSGSKSGNTASLIISGLOADDEA
DYYCSSYGSSSTHVIFGGGTKVTVLGGGGSGGGGSGGEGSGGGGSQVOLOESGGGLVKPGGSLSLSCAASGETESSYWMSWVRQAP
GKGLEWVANINRDGSASYYVDSVKGRFTISRDDAKNSLYLOMNSLRAEDTAVYYCARDRGVGYFDLWGRGTLVTVSSGGGGSGGGG
SDPQLTQSPSSLSATVGORVTINCQOSSQSVAKNNNLAWFQOKPGKPPKLLIYSASTLAAGVPSRFSGSGSGTQFTLTITRVQSEDFE
ATYYCSARDSGNIQSFGGGTRVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEFYPREAKVOWKVDNALQSGNSQESVTEQDS
KDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPE
VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPTIEKTI SKAKGQPR
EPQVYTLPPSRDELTKNQVSLWCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVESCSVMHE
ALHNRFTQKSLSLSPG

>Sequence ID 4: SI-75X5 Chain B Nucleotide Sequence

CAGTCTGCCCTGACTCAGCCTGCCTCCGTGTCTGGGTCTCCTGGACAGTCGATCACCATCTCCTGCACTGGAACCAGCAGTGACGT
TGGTGGTTATAACTTTGTCTCCTGGTACCAACAACACCCAGGCAAAGCCCCCAAACTCATGATCTATGATGTCAGTGATCGGCCCT
CAGGGGTGTCTGATCGCTTCTCCGGCTCCAAGTCTGGCAACACGGCCTCCCTGATCATCTCTGGCCTCCAGGCTGACGACGAGGCT
GATTATTACTGCAGCTCATATGGGAGCAGCAGCACTCATGTGATTTTCGGCGGAGGGACCAAGGTGACCGTCCTAGGCGGTGGCGG
TAGTGGGGGAGGCGGTTCTGGCGGCGGAGGGTCCGGCGGTGGAGGATCACAGGTGCAATTGCAGGAGTCGGGGGGAGGCCTGGTCA
AGCCTGGAGGGTCCCTGAGCCTCTCCTGTGCAGCCTCTGGATTCACCTTTAGTAGTTATTGGATGAGCTGGGTCCGCCAGGCTCCA
GGGAAGGGGCTGGAGTGGGTGGCCAACATAAACCGCGATGGAAGTGCGAGTTACTATGTGGACT CTGTGAAGGGCCGATT CACCAT
CTCCAGAGACGACGCCAAGAACTCACTGTATCTGCAAATGAACAGCCTGAGAGCTGAGGACACGGCTGTGTATTACTGTGCGAGAG
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ATCGTGGGGTGGGCTACTTCGATCTCTGGGGCCGTGGCACCCTGGTCACCGTCTCGAGTGGCGGTGGAGGGTCCGGCGGTGGTGGA
TCAGATCCTCAATTGACCCAGTCCCCTAGTAGCCTTTCTGCAACCGTGGGCCAGAGGGTAACAATCAATTGCCAGTCAAGCCAGTC
CGTAGCGAAGAATAATAATTTGGCATGGTTCCAACAAAAACCGGGTAAACCTCCTAAACTCCTTATCTACTCAGCTTCAACCCTTG
CCGCGGGTGTGCCCAGCCGGTTCTCAGGCTCAGGTTCCGGGACTCAATTTACACTTACCATCACTCGCGTCCAAAGTGAGGATTTT
GCAACCTACTATTGTTCTGCACGGGATTCCGGGAACATACAGTCCTTTGGGGGTGGAACT CGGGTGGAGATAAAACGTACGGTGGC
TGCCCCCTCTGTGTTCATCTTCCCACCCAGTGATGAGCAGCTGAAGAGTGGCACAGCCTCTGTGGTGTGCCTGCTCAACAACTTCT
ACCCCAGAGAAGCCAAGGTGCAGTGGAAGGTGGACAATGCCCTGCAGAGT GGCAACAGCCAGGAGAGTGTGACAGAGCAGGACAGC
AAGGACAGCACCTACAGCCTGTCCTCCACCCTGACCCTGTCCAAGGCTGACTATGAGAAGCACAAGGTGTATGCCTGTGAGGTGAC
CCACCAGGGCCTGAGCAGCCCTGTGACCAAGAGCTTCAACCGAGGAGAGTGTGGAGGAGACAAGACCCACACCTGCCCTCCCTGCC
CAGCCCCAGAAGCTGCTGGAGGCCCCTCTGTGTTCCTCTTCCCTCCCAAGCCCAAGGACACCCTGATGATCTCCAGGACCCCAGAA
GTCACCTGTGTGGTGGTGGATGTGTCCCATGAAGACCCAGAAGTGAAGTTCAACTGGTATGTGGATGGAGTGGAAGTGCACAATGC
CAAGACCAAGCCCAGAGAAGAGCAGTACAACAGCACCTACCGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACTGGCTGAATG
GGAAGGAGTACAAGTGTGCTGTGTCCAACAAGGCCCTGCCTGCCCCCATTGAGAAGACCATCTCCAAGGCCAAGGGCCAGCCCAGA
GAGCCCCAGGTCTACACCCTGCCTCCCTCCAGAGATGAGCTGACCAAGAACCAGGTGTCCCTGTGGTGCCTGGTGAAAGGCTTCTA
CCCCAGTGACATTGCTGTGGAGTGGGAGAGCAAT GGCCAGCCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGGACTCTGATG
GCTCCTTCTTCCTGTACAGCAAGCTGACTGTGGACAAGAGCCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGTCATGCATGAG
GCCCTGCACAACCGCTTCACCCAGAAGAGCCTGAGCCTGAGCCCTGGA

>Sequence ID 5: SI-75X6 Chain A Amino Acid Sequence

QVQLQESGGRLVQPGEPLSLTCKTSGIDLS SNAIGWVRQAPGKGLEWIGVIFGSGNTYYASWAKGRFTISRSTSTVYLKMNSLRSE
DTAIYYCARGGYSSDIWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALT SGVHTFPAVLQS
SGLYSLSSVVTVPSSSLGTQTYICNVNHKP SNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGP SVFLFPPKPKDTLMISRTPEVTCV
VVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPIEKTI SKAKGQPREPQV
YTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVESCSVMHEALHN
HYTOKSLSLSPG

>Sequence ID 6: SI-75X6 Chain A Nucleotide Sequence
CAAGTGCAGTTGCAAGAAAGTGGTGGTAGACTGGTTCAGCCTGGTGAACCCTTGTCACTGACGTGTAAAACAAGCGGCATTGATCT
GTCCTCTAACGCCATCGGATGGGTCCGACAGGCCCCAGGAAAAGGT CTGGAGTGGATCGGAGTTATCTTCGGGAGCGGCAATACAT
ACTACGCAAGCTGGGCAAAAGGGCGATTTACGATATCACGGAGCACCTCTACAGTTTATTTGAAAATGAACTCCCTCCGGTCCGAG
GATACCGCGATATATTACTGTGCCAGAGGGGGGTACTCCTCTGATATCTGGGGGCAGGGTACACTGGTTACAGTTTCATCCGCTAG
CACCAAAGGCCCCTCTGTGTTCCCTCTGGCCCCCTCCTCCAAGAGCACCTCTGGAGGCACTGCTGCCCTGGGCTGCCTGGTGAAGG
ACTACTTCCCAGAGCCTGTGACTGTGTCCTGGAACTCTGGAGCCCTGACCTCTGGAGTGCACACCTTCCCTGCTGTGCTGCAGAGC
TCTGGCCTCTACAGCCTGTCCTCTGTGGTCACTGTGCCCTCCTCCAGCCTGGGCACCCAGACCTACATCTGCAATGTGAACCACAA
GCCCTCCAACACCAAGGTGGACAAGAGAGT GGAGCCCAAGTCCTGTGACAAGACCCACACCTGCCCTCCCTGCCCAGCCCCAGAGG
CTGCTGGAGGCCCCTCTGTGTTCCTCTTCCCTCCCAAGCCCAAGGACACCCTGATGATCTCCAGGACCCCAGAAGTCACCTGTGTG
GTGGTGGATGTGTCCCATGAAGACCCAGAAGTGAAGTTCAACTGGTATGTGGATGGAGTGGAGGTGCACAATGCCAAGACCAAGCC
CAGAGAAGAGCAGTACAACTCCACCTACCGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACTGGCTGAATGGGAAGGAGTACA
AGTGTGCTGTGTCCAACAAGGCCCTGCCTGCCCCCATTGAGAAGACCATCTCCAAGGCCAAGGGCCAGCCCAGAGAGCCCCAGGTC
TACACCCTGCCTCCCTCCAGAGATGAGCTGACCAAGAACCAGGTGTCCCTGTCCTGTGCTGTGAAAGGCTTCTACCCCAGTGACAT
TGCTGTGGAGTGGGAGAGCAATGGCCAGCCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGGACTCTGATGGCTCCTTCTTCC
TGGTCTCCAAGCTGACTGTGGACAAGAGCCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGTCATGCATGAGGCCCTGCACAAC
CACTACACCCAGAAGAGCCTGAGCCTGAGCCCTGGA

>Sequence ID 7: SI-75X6 Chain B Amino Acid Sequence

QSALTQPASVSGSPGOSITISCTGTS SDVGGYNFVSWYQOHPGKAPKLMIYDVSDRPSGVSDRFSGSKSGNTASLIISGLOADDEA
DYYCSSYGSSSTHVIFGGGTKVTVLGGGGSGGGGSGGGEGSGGGGSQVOLOESGGGLVKPGGSLRLSCAASGETESSYWMSWVRQAP
GKGLEWVANINRDGSASYYVDSVKGRFTISRDDAKNSLYLOMNSLRAEDTAVYYCARDRGVGYFDLWGRGTLVTVSSGGGGSGGGG
SDPQLTQSPSSLSATVGORVTINCQOSSQSVAKNNNLAWFQOKPGKPPKLLIYSASTLAAGVPSRFSGSGSGTQFTLTITRVQSEDFE
ATYYCSARDSGNIQSFGGGTRVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEFYPREAKVOWKVDNALQSGNSQESVTEQDS
KDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLS SPVTKSFNRGECGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPE
VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHOQDWLNGKEYKCAVSNKALPAPIEKTI SKAKGQPR
EPQVYTLPPSRDELTKNQVSLWCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVESCSVMHE
ALHNRFTQKSLSLSPG

>Sequence ID 8: SI-75X6 Chain B Nucleotide Sequence

CAGTCTGCCCTGACTCAGCCTGCCTCCGTGTCTGGGTCTCCTGGACAGTCGATCACCATCTCCTGCACTGGAACCAGCAGTGACGT
TGGTGGTTATAACTTTGTCTCCTGGTACCAACAACACCCAGGCAAAGCCCCCAAACTCATGATCTATGATGTCAGTGATCGGCCCT
CAGGGGTGTCTGATCGCTTCTCCGGCTCCAAGTCTGGCAACACGGCCTCCCTGATCATCTCTGGCCTCCAGGCTGACGACGAGGCT
GATTATTACTGCAGCTCATATGGGAGCAGCAGCACTCATGTGATTTTCGGCGGAGGGACCAAGGTGACCGTCCTAGGCGGTGGCGG
TAGTGGGGGAGGCGGTTCTGGCGGCGGAGGGTCCGGCGGTGGAGGATCACAGGTGCAATTGCAGGAGTCGGGGGGAGGCCTGGTCA
AGCCTGGAGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCACCTTTAGTAGTTATTGGATGAGCTGGGTCCGCCAGGCTCCA
GGGAAGGGGCTGGAGTGGGTGGCCAACATAAACCGCGATGGAAGTGCGAGTTACTATGTGGACT CTGTGAAGGGCCGATT CACCAT
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CTCCAGAGACGACGCCAAGAACTCACTGTATCTGCAAATGAACAGCCTGAGAGCTGAGGACACGGCTGTGTATTACTGTGCGAGAG
ATCGTGGGGTGGGCTACTTCGATCTCTGGGGCCGTGGCACCCTGGTCACCGTCTCCAGTGGCGGTGGAGGGTCCGGCGGTGGTGGA
TCAGATCCTCAATTGACCCAGTCCCCTAGTAGCCTTTCTGCAACCGTGGGCCAGAGGGTAACAATCAATTGCCAGTCAAGCCAGTC
CGTAGCGAAGAATAATAATTTGGCATGGTTCCAACAAAAACCGGGTAAACCTCCTAAACTCCTTATCTACTCAGCTTCAACCCTTG
CCGCGGGTGTGCCCAGCCGGTTCTCAGGCTCAGGTTCCGGGACTCAATTTACACTTACCATCACTCGCGTCCAAAGTGAGGATTTT
GCAACCTACTATTGTTCTGCACGGGATTCCGGGAACATACAGTCCTTTGGGGGTGGAACT CGGGTGGAGATAAAACGTACGGTGGC
TGCCCCCTCTGTGTTCATCTTCCCACCCAGTGATGAGCAGCTGAAGAGTGGCACAGCCTCTGTGGTGTGCCTGCTCAACAACTTCT
ACCCCAGAGAAGCCAAGGTGCAGTGGAAGGTGGACAATGCCCTGCAGAGTGGCAACAGCCAGGAGAGTGTGACAGAGCAGGACAGC
AAGGACAGCACCTACAGCCTGTCCTCCACCCTGACCCTGTCCAAGGCTGACTATGAGAAGCACAAGGTGTATGCCTGTGAGGTGAC
CCACCAGGGCCTGAGCAGCCCTGTGACCAAGAGCTTCAACCGAGGAGAGT GTGGAGGAGACAAGACCCACACCTGCCCTCCCTGCC
CAGCCCCAGAAGCTGCTGGAGGCCCCTCTGTGTTCCTCTTCCCTCCCAAGCCCAAGGACACCCTGATGATCTCCAGGACCCCAGAA
GTCACCTGTGTGGTGGTGGATGTGTCCCATGAAGACCCAGAAGTGAAGTTCAACTGGTATGTGGATGGAGTGGAAGTGCACAATGC
CAAGACCAAGCCCAGAGAAGAGCAGTACAACAGCACCTACCGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACTGGCTGAATG
GGAAGGAGTACAAGTGTGCTGTGTCCAACAAGGCCCTGCCTGCCCCCATTGAGAAGACCATCTCCAAGGCCAAGGGCCAGCCCAGA
GAGCCCCAGGTCTACACCCTGCCTCCCTCCAGAGATGAGCTGACCAAGAACCAGGTGTCCCTGTGGTGCCTGGTGAAAGGCTTCTA
CCCCAGTGACATTGCTGTGGAGTGGGAGAGCAATGGCCAGCCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGGACTCTGATG
GCTCCTTCTTCCTGTACAGCAAGCTGACTGTGGACAAGAGCCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGTCATGCATGAG
GCCCTGCACAACCGCTTCACCCAGAAGAGCCTGAGCCTGAGCCCTGGA

>Sequence ID 9: SI-75X7 Chain A Amino Acid Sequence
QVOLQESGGRLVQPGEPLSLTCKTSGIDLSSNAIGWVRQAPGKGLEWIGVIFGSGNTYYASWAKGRFTISRSTSTVYLKMNSLRSE
DTAIYYCARGGYSSDIWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLOS
SGLYSLSSVVTIVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCV
VVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCAVSNKALPAPIEKTI SKAKGQPREPQV
YTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQOGNVESCSVMHEALHN
HYTQKSLSLSPG

>Sequence ID 10: SI-75X7 Chain A Nucleotide Sequence
CAAGTGCAGTTGCAAGAAAGTGGTGGTAGACTGGTTCAGCCTGGTGAACCCTTGTCACTGACGTGTAAAACAAGCGGCATTGATCT
GTCCTCTAACGCCATCGGATGGGTCCGACAGGCCCCAGGAAAAGGT CTGGAGTGGATCGGAGTTATCTTCGGGAGCGGCAATACAT
ACTACGCAAGCTGGGCAAAAGGGCGATTTACGATATCACGGAGCACCTCTACAGTTTATTTGAAAATGAACTCCCTCCGGTCCGAG
GATACCGCGATATATTACTGTGCCAGAGGGGGGTACTCCTCTGATATCTGGGGGCAGGGTACACTGGTTACAGTTTCATCCGCTAG
CACCAAAGGCCCCTCTGTGTTCCCTCTGGCCCCCTCCTCCAAGAGCACCTCTGGAGGCACTGCTGCCCTGGGCTGCCTGGTGAAGG
ACTACTTCCCAGAGCCTGTGACTGTGTCCTGGAACTCTGGAGCCCTGACCTCTGGAGTGCACACCTTCCCTGCTGTGCTGCAGAGC
TCTGGCCTCTACAGCCTGTCCTCTGTGGTCACTGTGCCCTCCTCCAGCCTGGGCACCCAGACCTACATCTGCAATGTGAACCACAA
GCCCTCCAACACCAAGGTGGACAAGAGAGTGGAGCCCAAGTCCTGTGACAAGACCCACACCTGCCCTCCCTGCCCAGCCCCAGAGG
CTGCTGGAGGCCCCTCTGTGTTCCTCTTCCCTCCCAAGCCCAAGGACACCCTGATGATCTCCAGGACCCCAGAAGTCACCTGTGTG
GTGGTGGATGTGTCCCATGAAGACCCAGAAGTGAAGTTCAACTGGTATGTGGATGGAGTGGAGGTGCACAATGCCAAGACCAAGCC
CAGAGAAGAGCAGTACAACTCCACCTACCGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACTGGCTGAATGGGAAGGAGTACA
AGTGTGCTGTGTCCAACAAGGCCCTGCCTGCCCCCATTGAGAAGACCATCTCCAAGGCCAAGGGCCAGCCCAGAGAGCCCCAGGTC
TACACCCTGCCTCCCTCCAGAGATGAGCTGACCAAGAACCAGGTGTCCCTGTCCTGTGCTGTGAAAGGCTTCTACCCCAGTGACAT
TGCTGTGGAGTGGGAGAGCAATGGCCAGCCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGGACTCTGATGGCTCCTTCTTCC
TGGTCTCCAAGCTGACTGTGGACAAGAGCCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGTCATGCATGAGGCCCTGCACAAC
CACTACACCCAGAAGAGCCTGAGCCTGAGCCCTGGA

>Sequence ID 11: SI-75X7 Chain B Amino Acid Sequence
QSALTQPASVSGSPGQSITISCTGTSSDVGGYNFVSWYQQHPGKAPKLMIYDVSDRPSGVSDRESGSKSGNTASLIISGLQADDEA
DYYCSSYGSSSTHVIFGGGTKVTVLGGGGSGGGGSGGGGSGGGGSQVQLOESGGGLVKPGGSLSLSCAASGFTESSYWMSWVRQAP
GKGLEWVANINRDGSASYYVDSVKGRFTISRDDAKNSLYLOMNSLRAEDTAVYYCARDRGVGYFDLWGRGTLVTVSSGGGGSGGGG
SDPOLTQSPSSLSATVGORVTINCQOSSQSVAKNNNLAWFQOKPGKPPKLLIYSASTLAAGVP SRESGSGSGTQFTLTITRVOSEDFE
ATYYCSARDSGNIQSFGGGTRVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEFYPREAKVOWKVDNALQSGNSQESVTEQDS
KDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLS SPVTKSFNRGECGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPE
VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCAVSNKALPAPIEKTI SKAKGQPR
EPQVYTLPPSRDELTKNQVSLWCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVMHE
ALHNHYTQKSLSLSPG

>Sequence ID 12: SI-75X7 Chain B Amino Acid Sequence

CAGTCTGCCCTGACTCAGCCTGCCTCCGTGTCTGGGTCTCCTGGACAGTCGATCACCATCTCCTGCACTGGAACCAGCAGTGACGT
TGGTGGTTATAACTTTGTCTCCTGGTACCAACAACACCCAGGCAAAGCCCCCAAACTCATGATCTATGATGTCAGTGATCGGCCCT
CAGGGGTGTCTGATCGCTTCTCCGGCTCCAAGTCTGGCAACACGGCCTCCCTGATCATCTCTGGCCTCCAGGCTGACGACGAGGLT
GATTATTACTGCAGCTCATATGGGAGCAGCAGCACTCATGTGATTTTCGGCGGAGGGACCAAGGTGACCGTCCTAGGCGGTGGCGG
TAGTGGGGGAGGCGGTTCTGGCGGCGGAGGGTCCGGCGGTGGAGGATCACAGGTGCAATTGCAGGAGTCGGGGGGAGGCCTGGTCA
AGCCTGGAGGGTCCCTGAGCCTCTCCTGTGCAGCCTCTGGATTCACCTTTAGTAGTTATTGGATGAGCTGGGTCCGCCAGGCTCCA
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GGGAAGGGGCTGGAGTGGGTGGCCAACATAAACCGCGATGGAAGTGCGAGTTACTATGTGGACTCTGTGAAGGGCCGATTCACCAT
CTCCAGAGACGACGCCAAGAACTCACTGTATCTGCAAATGAACAGCCTGAGAGCTGAGGACACGGCTGTGTATTACTGTGCGAGAG
ATCGTGGGGTGGGCTACTTCGATCTCTGGGGCCGTGGCACCCTGGTCACCGTCTCCAGTGGCGGTGGAGGGTCCGGCGGTGGTGGA
TCAGATCCTCAATTGACCCAGTCCCCTAGTAGCCTTTCTGCAACCGTGGGCCAGAGGGTAACAATCAATTGCCAGTCAAGCCAGTC
CGTAGCGAAGAATAATAATTTGGCATGGTTCCAACAAAAACCGGGTAAACCTCCTAAACTCCTTATCTACTCAGCTTCAACCCTTG
CCGCGGGTGTGCCCAGCCGGTTCTCAGGCTCAGGTTCCGGGACTCAATTTACACTTACCATCACTCGCGTCCAAAGTGAGGATTTT
GCAACCTACTATTGTTCTGCACGGGATTCCGGGAACATACAGTCCTTTGGGGGTGGAACT CGGGTGGAGATAAAACGTACGGTGGC
TGCCCCCTCTGTGTTCATCTTCCCACCCAGTGATGAGCAGCTGAAGAGTGGCACAGCCTCTGTGGTGTGCCTGCTCAACAACTTCT
ACCCCAGAGAAGCCAAGGTGCAGTGGAAGGTGGACAATGCCCTGCAGAGTGGCAACAGCCAGGAGAGTGTGACAGAGCAGGACAGC
AAGGACAGCACCTACAGCCTGTCCTCCACCCTGACCCTGTCCAAGGCTGACTATGAGAAGCACAAGGTGTATGCCTGTGAGGTGALC
CCACCAGGGCCTGAGCAGCCCTGTGACCAAGAGCTTCAACCGAGGAGAGT GTGGAGGAGACAAGACCCACACCTGCCCTCCCTGCC
CAGCCCCAGAAGCTGCTGGAGGCCCCTCTGTGTTCCTCTTCCCTCCCAAGCCCAAGGACACCCTGATGATCTCCAGGACCCCAGAA
GTCACCTGTGTGGTGGTGGATGTGTCCCATGAAGACCCAGAAGTGAAGTTCAACTGGTATGTGGATGGAGTGGAAGTGCACAATGC
CAAGACCAAGCCCAGAGAAGAGCAGTACAACAGCACCTACCGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACTGGCTGAATG
GGAAGGAGTACAAGTGTGCTGTGTCCAACAAGGCCCTGCCTGCCCCCATTGAGAAGACCATCTCCAAGGCCAAGGGCCAGCCCAGA
GAGCCCCAGGTCTACACCCTGCCTCCCTCCAGAGATGAGCTGACCAAGAACCAGGTGTCCCTGTGGTGCCTGGTGAAAGGCTTCTA
CCCCAGTGACATTGCTGTGGAGTGGGAGAGCAATGGCCAGCCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGGACTCTGATG
GCTCCTTCTTCCTGTACAGCAAGCTGACTGTGGACAAGAGCCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGTCATGCATGAG
GCCCTGCACAACCACTACACCCAGAAGAGCCTGAGCCTGAGCCCTGGA

>Sequence ID 13: SI-75X8 Chain A Amino Acid Sequence

QVQOLQESGGRLVQPGEPLSLTCKTSGIDLS SNAIGWVRQAPGKGLEWIGVIFGSGNTYYASWAKGRFTISRSTSTVYLKMNSLRSE
DTAIYYCARGGYSSDIWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLOS
SGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGP SVFLFPPKPKDTLMISRTPEVTCV
VVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCAVSNKALPAPIEKTI SKAKGQPREPQV
YTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQOGNVESCSVMHEALHN
HYTQKSLSLSPG

>Sequence ID 14: SI-75X8 Chain A Nucleotide Acid Sequence
CAAGTGCAGTTGCAAGAAAGTGGTGGTAGACTGGTTCAGCCTGGTGAACCCTTGTCACTGACGTGTAAAACAAGCGGCATTGATCT
GTCCTCTAACGCCATCGGATGGGTCCGACAGGCCCCAGGAAAAGGT CTGGAGTGGATCGGAGTTATCTTCGGGAGCGGCAATACAT
ACTACGCAAGCTGGGCAAAAGGGCGATTTACGATATCACGGAGCACCTCTACAGTTTATTTGARAATGAACTCCCTCCGGTCCGAG
GATACCGCGATATATTACTGTGCCAGAGGGGGGTACTCCTCTGATATCTGGGGGCAGGGTACACTGGTTACAGTTTCATCCGCTAG
CACCAAAGGCCCCTCTGTGTTCCCTCTGGCCCCCTCCTCCAAGAGCACCTCTGGAGGCACTGCTGCCCTGGGCTGCCTGGTGAAGG
ACTACTTCCCAGAGCCTGTGACTGTGTCCTGGAACTCTGGAGCCCTGACCTCTGGAGTGCACACCTTCCCTGCTGTGCTGCAGAGC
TCTGGCCTCTACAGCCTGTCCTCTGTGGTCACTGTGCCCTCCTCCAGCCTGGGCACCCAGACCTACATCTGCAATGTGAACCACAA
GCCCTCCAACACCAAGGTGGACAAGAGAGTGGAGCCCAAGTCCTGTGACAAGACCCACACCTGCCCTCCCTGCCCAGCCCCAGAGG
CTGCTGGAGGCCCCTCTGTGTTCCTCTTCCCTCCCAAGCCCAAGGACACCCTGATGATCTCCAGGACCCCAGAAGTCACCTGTGTG
GTGGTGGATGTGTCCCATGAAGACCCAGAAGTGAAGTTCAACTGGTATGTGGAT GGAGTGGAGGTGCACAATGCCAAGACCAAGCC
CAGAGAAGAGCAGTACAACTCCACCTACCGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACTGGCTGAATGGGAAGGAGTACA
AGTGTGCTGTGTCCAACAAGGCCCTGCCTGCCCCCATTGAGAAGACCATCTCCAAGGCCAAGGGCCAGCCCAGAGAGCCCCAGGTC
TACACCCTGCCTCCCTCCAGAGATGAGCTGACCAAGAACCAGGTGTCCCTGTCCTGTGCTGTGAAAGGCTTCTACCCCAGTGACAT
TGCTGTGGAGTGGGAGAGCAATGGCCAGCCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGGACTCTGATGGCTCCTTCTTCC
TGGTCTCCAAGCTGACTGTGGACAAGAGCCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGTCATGCATGAGGCCCTGCACAAC
CACTACACCCAGAAGAGCCTGAGCCTGAGCCCTGGA

>Sequence ID 15: SI-75X8 Chain B Amino Acid Sequence

QOSALTQPASVSGSPGQSITISCTGTS SDVGGYNFVSWYQQOHPGKAPKLMIYDVSDRPSGVSDRFSGSKSGNTASLIISGLOADDEA
DYYCSSYGSSSTHVIFGGGTKVIVLGGGGSGGGGSGGGGSGGGGSQVQLOESGGGLVKPGGS LRLSCAASGFTEFSSYWMSWVRQAP
GKGLEWVANINRDGSASYYVDSVKGRFTISRDDAKNSLYLOMNSLRAEDTAVYYCARDRGVGYFDLWGRGTLVTVSSGGGGSGGGG
SDPQLTQSPSSLSATVGQRVTINCQSSQSVAKNNNLAWFQQKPGKPPKLLIYSASTLAAGVPSRESGSGSGTQFTLTITRVQSEDE
ATYYCSARDSGNIQSFGGGTRVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOQWKVDNALQSGNSQESVTEQDS
KDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLS SPVTKSFNRGECGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPE
VTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCAVSNKALPAPIEKTI SKAKGQPR
EPQVYTLPPSRDELTKNQVSLWCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVESCSVMHE
ALHNHYTQKSLSLSPG

>3equence ID 16: SI-75X8 Chain B Nucleotide Sequence

CAGTCTGCCCTGACTCAGCCTGCCTCCGTGTCTGGGTCTCCTGGACAGTCGATCACCATCTCCTGCACTGGAACCAGCAGTGACGT
TGGTGGTTATAACTTTGTCTCCTGGTACCAACAACACCCAGGCAAAGCCCCCAAACTCATGATCTATGATGTCAGTGATCGGCCCT
CAGGGGTGTCTGATCGCTTCTCCGGCTCCAAGTCTGGCAACACGGCCTCCCTGATCATCTCTGGCCTCCAGGCTGACGACGAGGCT
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GATTATTACTGCAGCTCATATGGGAGCAGCAGCACTCATGTGATTTTCGGCGGAGGGACCAAGGTGACCGTCCTAGGCGGTGGCGG
TAGTGGGGGAGGCGGTTCTGGCGGCGGAGGGTCCGGCGGTGCAGGATCACAGGTGCAATTGCAGGAGT CGGGGGGAGGCCTGGTCA
AGCCTGGAGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCACCTTTAGTAGTTATTGGATGAGCTGGGTCCGCCAGGCTCCA
GGGAAGGGGCTGGAGTGGGTGGCCAACATAAACCGCGATGGAAGTGCGAGTTACTATGTGGACTCTGTGAAGGGCCGATTCACCAT
CTCCAGAGACGACGCCAAGAACTCACTGTATCTGCAAATGAACAGCCTGAGAGCTGAGGACACGGCTGTGTATTACTGTGCGAGAG
ATCGTGGGGTGGGCTACTTCGATCTCTGGGGCCGTGGCACCCTGGTCACCGTCTCGAGTGGCGGTGGAGGGTCCGGCGGTGGTGGA
TCAGATCCTCAATTGACCCAGTCCCCTAGTAGCCTTTCTGCAACCGTGGGCCAGAGGGTAACAATCAATTGCCAGTCAAGCCAGTC
CGTAGCGAAGAATAATAATTTGGCATGGTTCCAACAAAAACCGGGTAAACCTCCTAAACTCCTTATCTACTCAGCTTCAACCCTTG
CCGCGGGTGTGCCCAGCCGGTTCTCAGGCTCAGGTTCCGGGACTCAATTTACACTTACCATCACTCGCGTCCAAAGTGAGGATTTT
GCAACCTACTATTGTTCTGCACGGGATTCCGGGAACATACAGTCCTTTGGGGGTGGAACTCGGGTGGAGATAAAACGTACGGTGGC
TGCCCCCTCTGTGTTCATCTTCCCACCCAGTGATGAGCAGCTGAAGAGTGGCACAGCCTCTGTGGTGTGCCTGCTCAACAACTTCT
ACCCCAGAGAAGCCAAGGTGCAGTGGAAGGTGGACAATGCCCTGCAGAGTGGCAACAGCCAGGAGAGTGTGACAGAGCAGGACAGC
AAGGACAGCACCTACAGCCTGTCCTCCACCCTGACCCTGTCCAAGGCTGACTATGAGAAGCACAAGGTGTATGCCTGTGAGGTGAL
CCACCAGGGCCTGAGCAGCCCTGTGACCAAGAGCTTCAACCGAGGAGAGT GTGGAGGAGACAAGACCCACACCTGCCCTCCCTGCC
CAGCCCCAGAAGCTGCTGGAGGCCCCTCTGTGTTCCTCTTCCCTCCCAAGCCCAAGGACACCCTGATGATCTCCAGGACCCCAGAA
GTCACCTGTGTGGTGGTGGATGTGTCCCATGAAGACCCAGAAGTGAAGTTCAACTGGTATGTGGATGGAGTGCGAAGTGCACAATGC
CAAGACCAAGCCCAGAGAAGAGCAGTACAACAGCACCTACCGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACTGGCTGAATG
GGAAGGAGTACAAGTGTGCTGTGTCCAACAAGGCCCTGCCTGCCCCCATTGAGAAGACCATCTCCAAGGCCAAGGGCCAGCCCAGA
GAGCCCCAGGTCTACACCCTGCCTCCCTCCAGAGATGAGCTGACCAAGAACCAGGTGTCCCTGTGGTGCCTGGTGAAAGGCTTCTA
CCCCAGTGACATTGCTGTGGAGTGGGAGAGCAATGGCCAGCCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGGACTCTGATG
GCTCCTTCTTCCTGTACAGCAAGCTGACTGTGGACAAGAGCCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGTCATGCATGAG
GCCCTGCACAACCACTACACCCAGAAGAGCCTGAGCCTGAGCCCTGGA

>Sequence ID 17: SI-75P6 Chain A Amino Acid Sequence

DVVMTQSPSTLSASVGDRVTINCQASESIS SWLAWYQQKPGKAPKLLIYEASKLASGVPSRFSGSGSGTEFTLTISSLOPDDFATY
YCOGYFYFISRTYVNSFGGGTKVEIKGGGGSGGGGSGGGGSGGGGSEVQLVESGGGLVQPGGSLRLSCAASGFTISTNAMSWVRQA
PGKGLEWIGVITGRDITYYASWAKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARDGGSSAITSNNIWGQGTLVTVSSGGGGSG
GGGSQVQLQQSGPGLVKPSETLSITCTVSGESLTNYGVHWIRQAPGKGLEWLGVIWSGGNTDYNTPFT SRETITKDNSKNQVYFKL
RSVRADDTAIYYCARALTYYDYEFAYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSG
VHTFPAVLQSSGLYSLSSVVTIVPSSSLGTQTYICNVNHKP SNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGP SVFLFPPKPKDT LM
ISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCAVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSRDELTKNQVSLSCAVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVES
CSVMHEALHNHYTQKSLSLSPGGGGGSGGGGSDVVMTQSPSSVSASVGDRVTITCOQASONIRTYLSWYQOKPGKAPKLLI YAAANL
ASGVPSRFSGSGSGTDFTLTISDLEPGDAATYYCQOSTYLGTDYVGGAFGGGTKLTVLGGGGSGGGGSGGGGSGGGGSEVQLVESGG
GLVQPGGSLRLSCTASGFTISSYHMOWVRQAPGKGLEYIGTISSGGNVYYASSARGRFTISRPSSKNTVDLOMNSLRAEDTAVYYC
ARDSGYSDPMWGQGTLVTVSS

>Sequence ID 18: SI-75P6 Chain A Nucleotide Sequence

GACGTCGTGATGACCCAGTCTCCTTCCACCCTGTCTGCATCTGTAGGAGACAGAGT CACCATCAATTGCCAAGCCAGTGAGAGCAT
TAGCAGTTGGTTAGCCTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAGCTCCTGATCTATGAAGCATCCAAACTGGCATCTGGGE
TCCCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGAATTTACTCTCACCATCAGCAGCCTGCAGCCTGATGATTTTGCAACTTAT
TACTGCCAAGGCTATTTTTATTTTATTAGTCGTACTTATGTAAATTCTTTCGGCGGAGGGACCAAGGTGGAGATCAAAGGCGGT GG
CGGTAGTGGGGGAGGCGGTTCTGGCGGCGGAGGGTCCGGCGGTGGAGGAT CAGAGGTGCAGCTGGTGGAGTCTGGGGGAGGCTTGG
TCCAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCACCATCAGTACCAATGCAATGAGCTGGGTCCGCCAGGCT
CCAGGGAAGGGGCTGGAGTGGATCGGAGTCATTACTGGTCGTGATATCACATACTACGCGAGCTGGGCGAAAGGCAGATT CACCAT
CTCCAGAGACAATTCCAAGAACACGCTGTATCTTCAAATGAACAGCCTGAGAGCCGAGGACACGGCTGTGTATTACTGTGCGAGAG
ACGGTGGTTCTTCTGCTATTACTAGTAACAACATTTGGGGCCAGGGAACCCTGGTCACCGTCTCGAGTGGCGGTGGAGGGTCCGGL
GGTGGTGGATCACAAGTACAGTTGCAGCAATCCGGTCCCGGTCTCGTCAAACCGAGTGAGACGCTTAGTATAACGTGTACTGTTTC
AGGCTTTAGCCTTACGAACTATGGAGTTCACTGGATTCGGCAGGCACCCGGCARAGGTTTGGAATGGCTGGGTGTTATTTGGTCAG
GTGGAAATACAGACTATAACACCCCCTTTACAAGTCGGTTCACAATTACGAAAGATAATTCCAAAAATCAAGTTTATTTCAAGTTG
AGATCCGTCCGCGCGGACGACACTGCGATCTACTATTGTGCGAGGGCACTGACCTACTACGATTACGAATTTGCGTATTGGGGGCA
AGGGACTCTTGTAACAGTCTCCAGTGCTAGCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGE
GCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGGC
GTGCACACCTTCCCGGCTGTCCTACAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCAC
CCAGACCTACATCTGCAACGTGAATCACAAGCCCAGCAACACCAAGGT GGACAAGAGAGTTGAGCCCAAATCTTGTGACAAAACTC
ACACATGCCCACCGTGCCCAGCACCTGAAGCCGCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATG
ATCTCCCGGACCCCTGAGGTCACATGCGTGGTGCTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGE
CGTGGAGGTGCATAATGCCAAGACARAAGCCGCGGGAGGAGCAGTACAACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGC
ACCAGGACTGGCTGAATGGCAAGGAGTACAAGTGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAA
GCCAAAGGGCAGCCCCGAGAACCACAGGTGTATACCCTGCCCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTCCTG
CGCCGTCAAAGGCTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTC
CCGTGCTGGACTCCGACGGCTCCTTCTTCCTCGTGAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCA
TGCTCCGTGATGCATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTGGCGGCGGCGGTTCAGGTGE
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TGGGGGATCCGACGTTGTGATGACGCAGTCTCCTAGTTCAGTATCAGCGTCTGTTGGGGATCGAGT CACGATTACATGCCAGGCGA
GCCAAAATATTAGGACGTATCTGTCTTGGTATCAACAAAAGCCTGGTAAGGCTCCAAAACTCCTCATTTACGCCGCTGCCAACTTG
GCTAGTGGAGTACCTTCACGCTTTAGTGGGTCAGGTTCTGGAACAGATTTTACGTTGACGATCTCCGATTTGGAACCAGGGGACGC
TGCCACGTATTATTGCCAGTCCACCTACCTCGGGACTGACTACGTTGGTGGGGCGTTTGGCGGAGGAACAAAACTCACTGTACTTG
GTGGTGGTGGTTCAGGCGGGGGGGGETTCCGGCGGAGGCGGTTCTGGGGGTGGAGGTTCCGAGGTTCAGTTGGTTGAAAGTGGGGGGE
GGACTCGTTCAGCCTGGAGGCTCTTTGCGACTTTCTTGTACCGCTTCTGGGTTCACTATAAGTTCATATCATATGCAATGGGTAAG
ACAGGCGCCTGGTAAGGGACTTGAATACATAGGAACAATAAGCTCTGGTGGTAACGTCTATTACGCCTCATCCGCGCGGGGGAGGT
TTACAATTTCCAGGCCTTCTAGCAAAAACACGGTAGATCTGCAAATGAACTCTCTTCGCGCTGAAGATACAGCAGTCTACTACTGC
GCCAGGGATTCAGGGTATTCTGACCCCATGTGGGGGCAGGGCACATTGGTTACCGTGTCCTCT

>Sequence ID 19: SI-75P6 Chain B Amino Acid Sequence

QOSALTQPASVSGSPGOSITISCTGTS SDVGGYNFVSWYQQOHPGKAPKLMIYDVSDRPSGVSDRFSGSKSGNTASLIISGLOADDEA
DYYCSSYGSSSTHVIFGGGTKVTVLGGGGSGGGGSGGGEGSGGGGSQVOLOESGGGLVKPGGSLSLSCAASGETESSYWMSWVRQAP
GKGLEWVANINRDGSASYYVDSVKGRFTISRDDAKNSLYLOMNSLRAEDTAVYYCARDRGVGYFDLWGRGTLVTVSSGGGGSGGGG
SEIVLTQSPSTLSVSPGERATFSCRASQSIGTNIHWYQQKPGKPPRLLIKYASESISGIPDRFSGSGSGTEFTLTISSVQSEDFAV
YYCQONNNWPTTFGPGTKLTVLRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQSGNSQESVTEQDSKDS
TYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTC
VVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCAVSNKALPAPIEKTISKAKGQPREPQ
VYTLPPSRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY SKLTVDKSRWQOGNVEFSCSVMHEALH
NRFTQKSLSLSPGGGGGSGGGGSDIOMTQSPSTLSASVGDRVTITCOASQSI SSHLNWYQOKPGKAPKLLIYKASTLASGVPSRES
GSGSGTEFTLTISSLOPDDFATYYCQQOGYSWGNVDNVEGGGTKVTVLGGGGSGGGGSGGGEGESGGGGSEVQLLESGGGLVQPGGSLS
LSCAASGEFSFSSGYDMCWVRQAPGKGLEWIACIAAGSAGITYDANWAKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARSAFSFE
DYAMDLWGQGTLVTVSS

>3equence ID 20: SI-75P6 Chain B Nucleotide Sequence
CAGTCTGCCCTGACTCAGCCTGCCTCCGTGTCTGGGTCTCCTGGACAGTCGATCACCATCTCCTGCACTGGAACCAGCAGTGACGT
TGGTGGTTATAACTTTGTCTCCTGGTACCAACAACACCCAGGCAAAGCCCCCAAACTCATGATCTATGATGTCAGTGATCGGCCCT
CAGGGGTGTCTGATCGCTTCTCCGGCTCCAAGTCTGGCAACACGGCCTCCCTGATCATCTCTGGCCTCCAGGCTGACGACGAGGCT
GATTATTACTGCAGCTCATATGGGAGCAGCAGCACTCATGTGATTTTCGGCGGAGGGACCAAGGTGACCGTCCTAGGCGGTGGCGE
TAGTGGGGGAGGCGGTTCTGGCGGCGGAGGGTCCGGCEGETGGAGGATCACAGGTGCAATTGCAGGAGTCGGGGGGAGGCCTGGTCA
AGCCTGGAGGGTCCCTGAGCCTCTCCTGTGCAGCCTCTGGATTCACCTTTAGTAGTTATTGGATGAGCTGGGTCCGCCAGGCTCCA
GGGAAGGGGCTGGAGTGGGTGGCCAACATAAACCGCGATGGAAGTGCGAGTTACTATGTGGACTCTGTGAAGGGCCGATT CACCAT
CTCCAGAGACGACGCCAAGAACTCACTGTATCTGCAAATGAACAGCCTGAGAGCTGAGGACACGGCTGTGTATTACTGTGCGAGAG
ATCGTGGGGTGGGCTACTTCGATCTCTGGGGCCGTGGCACCCTGGTCACCGTCTCGAGTGGCGGTGGAGGGTCCGGCGGTGGTGGA
TCAGAAATCGTCCTTACACAATCTCCTAGCACACTGAGTGTGAGCCCCGGCGAACGCGCGACTTTCTCTTGCAGGGCAAGTCAATC
CATAGGGACTAATATACATTGGTATCAACAAAAGCCAGGTAAACCACCCAGGCTTTTGATTAAGTATGCAAGTGAGTCTATTTCCG
GTATCCCTGACCGCTTCTCTGGATCAGGCAGTGGCACAGAGTTCACACTCACCATATCTAGTGTGCAATCAGAGGACTTCGCCGTG
TATTACTGCCAACAGAATAATAACTGGCCGACTACCTTCGGACCCGGTACAAAGCTGACCGTTTTACGTACGGTGGCTGCACCATC
TGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAAT CTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTATCCCAGAG
AGGCCAAAGTACAGTGGAAGGTGGATAACGCCCTCCAATCGGGTAACTCCCAGGAGAGTGTCACAGAGCAGGACAGCAAGGACAGC
ACCTACAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAGAAACACAAAGTCTACGCCTGCGAAGT CACCCATCAGGG
CCTGAGCTCGCCCGTCACARAGAGCTTCAACAGGGGAGAGTGTGGAGGCGACAAAACT CACACATGCCCACCGTGCCCAGCACCTG
AAGCCGCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACATGC
GTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAAGACAAA
GCCGCGGGAGGAGCAGTACAACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCAAGGAGT
ACAAGTGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCCCGAGAACCACAG
GTGTACACCCTGCCCCCAAGCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTGGTGCCTGGTCAAAGGCTTCTATCCCAGCGA
CATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGCTCCTTCT
TCCTCTATAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCAC
AACAGATTCACGCAGAAGAGCCTCTCCCTGTCTCCGGGTGGCGGTGGAGGGTCCGGCGGTGGTGGATCCGACATTCAGATGACACA
GTCACCGTCTACGCTCTCAGCCTCAGTAGGCGATAGGGTGACTATCACCTGCCAAGCCTCCCAATCTATAAGTTCACACCTCAACT
GGTATCAACAGAAACCCGGTAAAGCACCGAAGCTGCTCATCTACAAGGCATCAACTCTTGCCTCAGGTGTGCCTAGTCGCTTCTCC
GGGAGCGGCTCCGGTACTGAGTTTACTTTGACGATATCTTCCCTCCAACCCGACGACTTCGCCACATACTATTGTCAGCAGGGTTA
TAGTTGGGGAAATGTTGACAATGTGTTTGGAGGGGGAACGAAAGTGACTGTGTTGGGAGGGGGAGGAAGT GGCGGCGGCGGAAGCG
GAGGTGGTGGCTCCGGCGGGEGGTGGAAGCGAAGTGCAATTGCTCGAAAGTGGTGGCGGACTTGTGCAACCTGGTGGAAGCCTCTCA
CTCTCTTGCGCGGCGAGTGGTTTTAGCTTCAGTAGCGGCTACGATATGTGCTGGGTAAGACAGGCTCCTGGTAAAGGCCTTGAGTG
GATTGCGTGTATCGCCGCCGGGTCTGCTGGTATAACATACGATGCAAACTGGGCGAAAGGGCGCTTCACAATCTCCAGGGACAACT
CAAAAAATACATTGTACCTCCAGATGAATAGCCTGAGAGCCGAAGACACCGCAGTCTACTATTGCGCAAGGTCAGCATTTAGCTTC
GATTATGCAATGGATCTTTGGGGCCAGGGGACGCTCGTCACCGTCTCATCTTGA

>3equence ID 21: SI-75P4 Chain A Amino Acid Sequence
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EIVLTQSPSTLSVSPGERATFSCRASQSIGTNIHWYQQKPGKPPRLLIKYASESISGIPDRFSGSGSGTEFTLTISSVQSEDFAVY
YCQONNNWPTTEFGPGTKLTVLGGGGSGGGGSGGGGSGGGGSQVOLOQOSGPGLVKPSETLSITCTVSGESLTNYGVHWI RQAPGKGL
EWLGVIWSGGNTDYNTPFTSRFTITKDNSKNQVYFKLRSVRADDTAIYYCARALTYYDYEFAYWGQGTLVTVSSGGGGSGGGGSEV
QLVESGGGLVQPGGSLRLSCAASGEFTISTNAMSWVRQAPGKGLEWIGVITGRDITYYASWAKGRFTISRDNSKNTLYLOMNS LRAE
DTAVYYCARDGGSSAITSNNIWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFEP
AVLQESSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMI SRTP
EVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCAVSNKALPAPIEKTISKAKGQP
REPQVYTLPPSRDELTKNQVSLSCAVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVESCSVMH
EALHNHYTQKSLSLSPGGGGGSGGGGSREGPELSPDDPAGLLDLRQGMFAQLVAQNVLLIDGPLSWYSDPGLAGVSLTGGLSYKED
TKELVVAKAGVYYVFFQLELRRVVAGEGSGSVSLALHLOPLRSAAGAAALALTVDLPPASSEARNSAFGFQOGRLLHLSAGQORLGVH
LHTEARARHAWQLTQGATVLGLFRVTPEIPAGLGSTGSGSKPGSGEGSTKGREGPELSPDDPAGLLDLRQGMFAQLVAQNVLLIDG
PLSWYSDPGLAGVSLTGGLSYKEDTKELVVAKAGVYYVFFQLELRRVVAGEGSGSVSLALHLQPLRSAAGAAALALTVDLPPASSE
ARNSAFGFQGRLLHLSAGQRLGVHLHTEARARHAWQLTQGATVLGLFRVTPEIPAGLGGGGSGGGGSREGPELSPDDPAGLLDLRQ
GMFAQLVAQONVLLIDGPLSWYSDPGLAGVSLTGGLSYKEDTKELVVAKAGVYYVFFQLELRRVVAGEGSGSVSLALHLOQPLRSAAG
AAALALTVDLPPASSEARNSAFGFQGRLLHLSAGQRLGVHLHTEARARHAWQLTQGATVLGLFRVTPEIPAGL

>3equence ID 22: SI-75P4 Chain A Nucleotide Sequence
GAAATCGTCCTTACACAATCTCCTAGCACACTGAGTGTGAGCCCCGGCGAACGCGCGACTTTCTCTTGCAGGGCAAGTCAATCCAT
AGGGACTAATATACATTGGTATCAACAAAAGCCAGGTAAACCACCCAGGCTTTTGATTAAGTATGCAAGTGAGTCTATTTCCGGTA
TCCCTGACCGCTTCTCTGGATCAGGCAGTGGCACAGAGTTCACACTCACCATATCTAGTGTGCAATCAGAGGACTTCGCCGTGTAT
TACTGCCAACAGAATAATAACTGGCCGACTACCTTCGGACCCGGTACAAAGCTGACCGTTTTAGGCGGTGGCGGTAGTGGGGGAGG
CGGTTCTGGCGGCGGAGGGTCCGGCGGTGGAGGATCACAAGTACAGTTGCAGCAAT CCGGTCCCGGTCTCGTCAAACCGAGTGAGA
CGCTTAGTATAACGTGTACTGTTTCAGGCTTTAGCCTTACGAACTATGGAGTTCACTGGATTCGGCAGGCACCCGGCAAAGGTTTG
GAATGGCTGGGTGTTATTTGGT CAGGTGGAAATACAGACTATAACACCCCCTTTACAAGT CGGTTCACAATTACGAAAGATAATTC
CAAAAATCAAGTTTATTTCAAGTTGAGATCCGTCCGCGCGGACGACACTGCGATCTACTATTGTGCGAGGGCACTGACCTACTACG
ATTACGAATTTGCGTATTGGGGGCAAGGGACTCTTGTAACAGTCTCGAGCGGCGGTGGAGGGTCCGGCGGTGGTGGATCAGAGGTG
CAGCTGGTGGAGTCTGGGGGAGGCTTGGTCCAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCACCATCAGTAC
CAATGCAATGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGATCGGAGTCATTACTGGTCGTGATATCACATACTACG
CGAGCTGGGCGAAAGGCAGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTTCAAATGAACAGCCTGAGAGCCGAG
GACACGGCTGTGTATTACTGTGCGAGAGACGGTGGTTCTTCTGCTATTACTAGTAACAACATTTGGGGCCAGGGAACCCTGGTCAC
CGTGTCCTCAGCTAGCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTGG
GCTGCCTGGTCAAGGACTACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTCCCG
GCTGTCCTACAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACATCTG
CAACGTGAATCACAAGCCCAGCAACACCAAGGTGGACAAGAGAGTTGAGCCCAAATCTTGTGACAAAACT CACACATGCCCACCGT
GCCCAGCACCTGAAGCCGCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCT
GAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAA
TGCCAAGACAAAGCCGCGGGAGGAGCAGTACAACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGA
ATGGCAAGGAGTACAAGTGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCC
CGAGAACCACAGGTGTATACCCTGCCCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTCCTGCGCCGTCAAAGGCTT
CTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCG
ACGGCTCCTTCTTCCTCGTGAGCAAGCTCACCGTGGACAAGAGCAGGT GGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCAT
GAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTGGCGGCGGCGGTTCAGGTGGTGGGGGATCCCGAGA
GGGCCCCGAGCTGTCTCCTGATGACCCAGCAGGCCTCTTGGACTTGCGGCAGGGTATGTTCGCTCAACTTGTGGCTCAGAATGTTC
TGCTCATTGATGGACCACTCTCTTGGTATAGTGACCCCGGTCTGGCCGGGGTGAGTCTGACCGGCGGGCTCTCTTATAAAGAGGAT
ACTAAGGAACTGGTCGTAGCAAAAGCGGGCGTTTATTACGTTTTTTTTCAGCTGGAGCTCAGGCGCGTGGTGGCCGGCGAGGGCAG
TGGCTCTGTGTCCCTGGCCCTGCACTTACAGCCCTTGAGAAGCGCTGCAGGTGCTGCCGCACTGGCTTTAACTGTTGACCTCCCTC
CGGCCTCTTCTGAAGCTAGAAACAGCGCTTTCGGCTTCCAAGGGCGCCTGCTGCACCTGAGCGCAGGCCAGCGCTTAGGTGTGCAC
CTTCATACAGAGGCCAGGGCCCGACACGCTTGGCAGCTCACACAGGGTGCCACGGTTCTCGGACTTTTCCGCGTTACTCCCGAGAT
CCCCGCTGGCCTCGGAAGTACTGGTTCTGGGTCTAAACCCGGTTCCGGCGAAGGTAGTACTAAAGGACGAGAAGGGCCAGAGTTAA
GTCCAGATGACCCTGCTGGGCTTTTGGACCTGCGGCAGGGCATGTTCGCTCAACTGGT GGCTCAGAACGTGCTGCTGATCGATGGC
CCCCTGAGTTGGTACAGCGATCCCGGGCTGGCAGGCGTGTCACTTACAGGGGGCCTCTCTTACAAGGAAGACACCAAGGAGTTAGT
GGTCGCTAAGGCTGGCGTGTATTACGTGTTCTTCCAACTGGAGCTGAGAAGGGTTGTGGCAGGAGAGGGTAGCGGCAGCGTGTCTT
TAGCCCTTCACTTGCAGCCCCTGAGGTCTGCTGCAGGTGCAGCCGCTCTCGCGCTCACCGTGGATCTCCCCCCAGCCTCATCTGAA
GCTAGGAACAGTGCATTTGGCTTTCAGGGACGCTTGCTGCACCTCTCCGCTGGACAGAGGCTGGGCGTGCACCTTCACACAGAGGC
CCGTGCCAGGCATGCATGGCAGCTCACTCAGGGGGCAACAGTGCTGGGTCTCTTCCGCGTGACTCCTGAAATACCAGCTGGACTTG
GCGGTGGAGGCAGCGGCGGAGGAGGATCTCGTGAGGGGCCAGAACTGTCCCCCGATGACCCAGCCGGACTGCTCGATCTCAGACAG
GGCATGTTCGCTCAGCTTGTAGCCCAAAATGTCCTCCTGATTGACGGCCCTTTGAGCTGGTATAGTGATCCCGGCTTGGCCGGGGT
ATCTCTGACCGGAGGCCTCTCCTACAAGGAAGACACCAAAGAGCTGGTGGTGGCAAAAGCGGGGGTGTATTATGTGTTCTTTCAGC
TCGAGCTGCGGAGAGTTGTGGCCGGGGAAGGGTCTGGGAGCGTATCTCTTGCACTTCACCTGCAGCCCCTGCGCAGCGCCGCTGGA
GCCGCCGCCCTTGCTCTTACTGTGGATCTGCCTCCTGCTTCCTCAGAAGCACGCAACAGCGCCTTCGGCTTTCAAGGACGTCTCCT
GCACTTGTCCGCAGGACAGAGGTTGGGCGTCCATTTACACACTGAGGCACGGGCACGGCACGCTTGGCAGCTTACCCAGGGAGCCA
CCGTGCTGGGACTCTTTAGAGTGACACCCGAGATCCCCGCTGGCTTGTGA
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>3equence ID 23: SI-75P4 Chain B Amino Acid Sequence
QOSALTQPASVSGSPGOSITISCTGTSSDVGGYNEVSWYQOHPGKAPKLMIYDVSDRPSGVSDRESGSKSGNTASLIISGLOADDEA
DYYCSSYGSSSTHVIFGGGTKVTVLGGGGSGGGGSGGGGSGGGGSQVOLOESGGGLVKPGGSLSLSCAASGETESSYWMSWVRQAP
GKGLEWVANINRDGSASYYVDSVKGRFTISRDDAKNSLYLOMNSLRAEDTAVYYCARDRGVGYFDLWGRGTLVTVSSGGGGSGGGG
SDVVMTQSPSTLSASVGDRVTINCOASESI SSWLAWYQOKPGKAPKLLIYEASKLASGVPSRFSGSGSGTEFTLTISSLOPDDFAT
YYCOGYFYFISRTYVNSFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQOSGN SQESVTEQ
DSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLS SPVTKSENRGECGGDKTHTCPPCPAPEAAGGP SVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPTIEKTI SKAKGQ
PREPQVYTLPPSRDELTKNQVSLWCLVKGFYPSDIAVEWESNGOQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVM
HEALHNRFTQKSLSLSPGGGGGSGGGGSDIOMTQOSPSTLSASVGDRVTITCQASQOSISSHLNWYQOKPGKAPKLLIYKASTLASGY
PSRESGSGSGTEFTLTISSLOPDDFATYYCQOQOGYSWGNVDNVEGGGTKVTVLGGGGSGGGGSGGGGSGGGGSEVQLLESGGGLVQP
GGSLSLSCAASGFSFSSGYDMCWVROAPGKGLEWIACTIAAGSAGITYDANWAKGREFTI SRDNSKNTLYLOMNSLRAEDTAVYYCAR
SAFSFDYAMDLWGQGTLVTVSS

>3equence ID 24: SI-75P4 Chain B Nucleotide Sequence
CAGTCTGCCCTGACTCAGCCTGCCTCCGTGTCTGGGTCTCCTGGACAGTCGATCACCATCTCCTGCACTGGAACCAGCAGTGACGT
TGGTGGTTATAACTTTGTCTCCTGGTACCAACAACACCCAGGCAAAGCCCCCAAACTCATGATCTATGATGTCAGTGATCGGCCCT
CAGGGGTGTCTGATCGCTTCTCCGGCTCCAAGTCTGGCAACACGGCCTCCCTGATCATCTCTGGCCTCCAGGCTGACGACGAGGCT
GATTATTACTGCAGCTCATATGGGAGCAGCAGCACTCATGTGATTTTCGGCGGAGGGACCAAGGTGACCGTCCTAGGCGGTGGCGG
TAGTGGGGGAGGCGGTTCTGGCGGCGGAGGCTCCGGCEGETGGAGGATCACAGGTGCAATTGCAGGAGTCGGGGGGAGGCCTGGTCA
AGCCTGGAGGGTCCCTGAGCCTCTCCTGTGCAGCCTCTGGATTCACCTTTAGTAGTTATTGGATGAGCTGGGTCCGCCAGGCTCCA
GGGAAGGGGCTGGAGTGGGTGGCCAACATAAACCGCGATGGAAGTGCGAGTTACTATGTGGACTCTGTGAAGGGCCGATTCACCAT
CTCCAGAGACGACGCCAAGAACTCACTGTATCTGCAAATGAACAGCCTGAGAGCTGAGGACACGGCTGTGTATTACTGTGCGAGAG
ATCGTGGGGTGGGCTACTTCGATCTCTGGGGCCGTGGCACCCTGGTCACCGTCTCGAGCGGCGGTGGAGGGTCCGGCGGTGGTGGA
TCAGACGTCGTGATGACCCAGTCTCCTTCCACCCTGTCTGCATCTGTAGGAGACAGAGTCACCATCAATTGCCAAGCCAGTGAGAG
CATTAGCAGTTGGTTAGCCTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAGCTCCTGAT CTATGAAGCATCCAAACTGGCATCTG
GGGTCCCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGAATTCACTCTCACCATCAGCAGCCTGCAGCCTGATGATTTTGCAACT
TATTACTGCCAAGGCTATTTTTATTTTATTAGTCGTACTTATGTAAATTCTTTCGGCGGAGGGACCAAGGTGGAGATCAAACGTAC
GGTGGCTGCACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATA
ACTTCTATCCCAGAGAGGCCAAAGTACAGTGGAAGGTGGATAACGCCCTCCAATCGGGTAACTCCCAGGAGAGTGTCACAGAGCAG
GACAGCAAGGACAGCACCTACAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAGAAACACAAAGTCTACGCCTGCGA
AGTCACCCATCAGGGCCTGAGCTCGCCCGTCACAAAGAGCTTCAACAGGGGAGAGT GTGGAGGCGACAAAACTCACACATGCCCAC
CGTGCCCAGCACCTGAAGCCGCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGALCC
CCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCA
TAATGCCAAGACAAAGCCGCGGGAGGAGCAGTACAACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGC
TGAATGGCAAGGAGTACAAGTGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAG
CCCCGAGAACCACAGGTGTACACCCTGCCCCCAAGCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTGGTGCCTGGTCAAAGG
CTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACT
CCGACGGCTCCTTCTTCCTCTATAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATG
CATGAGGCTCTGCACAACAGATTCACGCAGAAGAGCCTCTCCCTGTCTCCGGGTGGCGGTGGAGGGTCCGGCGGTGGTGGATCCGA
CATTCAGATGACACAGTCACCGTCTACGCTCTCAGCCTCAGTAGGCGATAGGGTGACTAT CACCTGCCAAGCCTCCCAATCTATAA
GTTCACACCTCAACTGGTATCAACAGAAACCCGGTAAAGCACCGAAGCTGCTCATCTACAAGGCATCAACTCTTGCCTCAGGTGTG
CCTAGTCGCTTCTCCGGGAGCGGCTCCGGTACTGAGTTTACTTTGACGATATCTTCCCTCCAACCCGACGACTTCGCCACATACTA
TTGTCAGCAGGGTTATAGTTGGGGAAATGTTGACAATGTGTTTGGAGGGGGAACGAAAGTGACTGTGTTGGGAGGGGGAGGAAGTG
GCGGCGGCGGAAGCGGAGGTGGTGGCTCCGGCGEGGGTGGAAGCGAAGTGCAATTGCTCGAAAGTGGTGGCGGACTTGTGCAACCT
GGTGGAAGCCTCTCACTCTCTTGCGCGGCGAGTGGTTTTAGCTTCAGTAGCGGCTACGATATGTGCTGGGTAAGACAGGCTCCTGG
TAAAGGCCTTGAGTGGATTGCGTGTATCGCCGCCGGGTCTGCTGGTATAACATACGATGCAAACTGGGCGARAGGGCGCTTCACAA
TCTCCAGGGACAACTCAAAAAATACATTGTACCTCCAGATGAATAGCCTGAGAGCCGAAGACACCGCAGTCTACTATTGCGCAAGG
TCAGCATTTAGCTTCGATTATGCAATGGATCTTTGGGGCCAGGGGACGCTCGTCACCGTCTCATCTTGA

>Sequence ID 25: SI-75P3 Chain A Amino Acid Sequence

EIVLTQSPSTLSVSPGERATFSCRASQSIGTNIHWYQQKPGKPPRLLIKYASESISGIPDRFSGSGSGTEFTLTISSVQSEDFAVY
YCQONNNWPTTFGPGTKLTVLGGGGSGGGGSGGGGSGGGGSQVQOLOQSGPGLVKPSETLSITCTVSGESLTNYGVHWIRQAPGKGL
EWLGVIWSGGNTDYNTPEFTSREFTITKDNSKNQVYFKLRSVRADDTAIYYCARALTYYDYEFAYWGQGTLVTVSSGGGGSGGGGSEV
QLVESGGGLVQPGGSLRLSCAASGFTISTNAMSWVRQAPGKGLEWIGVITGRDITYYASWAKGRFTISRDNSKNTLYLOMNSLRAE
DTAVYYCARDGGSSAITSNNIWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTEFP
AVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMI SRTP
EVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPIEKT I SKAKGQP
REPQVYTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWOQGNVESCSVMH
EALHNHYTQKSLSLSPGGGGGSGGGGSDVVMTOSPSSVSASVGDRVTITCQASONIRTYLSWYQOKPGKAPKLLIYAARANLASGVP
SRFSGSGSGTDFTLTISDLEPGDAATYYCOSTYLGTDYVGGAFGGGTKLTVLGGGGSGGGGSGGGGSGGGGSEVOLVESGGGLVOP
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GGSLRLSCTASGFTISSYHMOWVRQAPGKGLEYIGTISSGGNVYYASSARGRFTISRPSSKNTVDLOMNS LRAEDTAVYYCARDSG
YSDPMWGQGTLVTVSS

>Sequence ID 26: SI-75P3 Chain A Nucleotide Sequence
GAAATCGTCCTTACACAATCTCCTAGCACACTGAGTGTGAGCCCCGGCGAACGCGCGACTTTCTCTTGCAGGGCAAGT CAATCCAT
AGGGACTAATATACATTGGTATCAACAAAAGCCAGGTAAACCACCCAGGCTTTTGATTAAGTATGCAAGTGAGTCTATTTCCGGTA
TCCCTGACCGCTTCTCTGGATCAGGCAGTGGCACAGAGTTCACACTCACCATATCTAGTGTGCAAT CAGAGGACTTCGCCGTGTAT
TACTGCCAACAGAATAATAACTGGCCGACTACCTTCGGACCCGGTACAAAGCTGACCGTTTTAGGCGGTGGCGGTAGTGGGGGAGS
CGGTTCTGGCGGCGGAGGGTCCGGCGGTGGAGGATCACAAGTACAGTTGCAGCAATCCGGTCCCGGTCTCGTCARACCGAGTGAGA
CGCTTAGTATAACGTGTACTGTTTCAGGCTTTAGCCTTACGAACTATGGAGTTCACTGGATTCGGCAGGCACCCGGCARAGGTTTG
GAATGGCTGGGTGTTATTTGGTCAGGTGGAAATACAGACTATAACACCCCCTTTACAAGTCGGTTCACAATTACGAAAGATAATTC
CAAAAATCAAGTTTATTTCAAGTTGAGATCCGTCCGCGCGGACGACACTGCGATCTACTATTGTGCGAGGGCACTGACCTACTACG
ATTACGAATTTGCGTATTGGGGGCAAGGGACTCTTGTAACAGTCTCGAGCGGCGGTGGAGGGTCCGGCGGTGGTGGATCAGAGGTG
CAGCTGGTGGAGTCTGGGGGAGGCTTGGTCCAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCACCATCAGTAC
CAATGCAATGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGATCGGAGTCATTACTGGTCGTGATATCACATACTACG
CGAGCTGGGCGAAAGGCAGATTCACCATCTCCAGAGACAATT CCAAGAACACGCTGTATCTTCAAATGAACAGCCTGAGAGCCGAG
GACACGGCTGTGTATTACTGTGCGAGAGACGGTGGTTCTTCTGCTATTACTAGTAACAACATTTGGGGCCAGGGAACCCTGGTCAC
CGTGTCCTCAGCTAGCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTGG
GCTGCCTGGTCAAGGACTACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTCCCG
GCTGTCCTACAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACATCTG
CAACGTGAATCACAAGCCCAGCAACACCAAGGTGGACAAGAGAGTTGAGCCCAAATCTTGTGACAAAACT CACACATGCCCACCGT
GCCCAGCACCTGAAGCCGCGGGGGGACCGETCAGTCTTCCTCTTCCCCCCARAACCCAAGGACACCCTCATGATCTCCCGGACCCCT
GAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAA
TGCCAAGACAAAGCCGCGGGAGGAGCAGTACAACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGA
ATGGCAAGGAGTACAAGTGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCC
CGAGAACCACAGGTGTATACCCTGCCCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTCCTGCGCCGTCAAAGGCTT
CTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCG
ACGGCTCCTTCTTCCTCGTGAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCAT
GAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTGGCGGCGGCGGTTCAGGTGGTGGGGGATCCGACGT
TGTGATGACGCAGTCTCCTAGTTCAGTATCAGCGTCTGTTGGGGAT CGAGTCACGATTACATGCCAGGCGAGCCAAAATATTAGGA
CGTATCTGTCTTGGTATCAACAAAAGCCTGGTAAGGCTCCAAAACTCCTCATTTACGCCGCTGCCAACTTGGCTAGTGGAGTACCT
TCACGCTTTAGTGGGTCAGGTTCTGGAACAGATTTTACGTTGACGATCTCCGATTTGGAACCAGGGGACGCTGCCACGTATTATTG
CCAGTCCACCTACCTCGGGACTGACTACGTTGGTGGGGCGTTTGGCGCAGGAACAAAACTCACTGTACTTGGTGGTGGTGGTTCAG
GCGGGGGGGGTTCCGGCGGAGGCGGTTCTGGGGGTGGAGGTTCCGAGGTTCAGTTGGTTGAAAGTGGGGGGGGACTCGTTCAGCCT
GGAGGCTCTTTGCGACTTTCTTGTACCGCTTCTGGGTTCACTATAAGTTCATATCATATGCAATGGGTAAGACAGGCGCCTGGTAA
GGGACTTGAATACATAGGAACAATAAGCTCTGGTGGTAACGTCTATTACGCCTCATCCGCGCGGGGGAGGTTTACAATTTCCAGGC
CTTCTAGCAAAAACACGGTAGATCTGCAAATGAACTCTCTTCGCGCTGAAGATACAGCAGTCTACTACTGCGCCAGGGATTCAGGG
TATTCTGACCCCATGTGGGGGCAGGGCACATTGGTTACCGTGTCCTCT

>3equence ID 27: SI-75P3 Chain B Amino Acid Sequence
QSALTQPASVSGSPGQSITISCTGTSSDVGGYNFVSWYQQHPGKAPKLMIYDVSDRPSGVSDREFSGSKSGNTASLIISGLOADDEA
DYYCSSYGSSSTHVIFGGGTKVTVLGGGGSGGGGSGGGGSGGGGSQVQLOESGGGLVKPGGSLSLSCAASGFTEFSSYWMSWVRQAP
GKGLEWVANINRDGSASYYVDSVKGRFTISRDDAKNSLYLOMNSLRAEDTAVYYCARDRGVGYFDLWGRGTLVTVSSGGGGSGGGG
SDVVMTQSPSTLSASVGDRVTINCQASESI SSWLAWYQQOKPGKAPKLLIYEASKLASGVPSRFSGSGSGTEFTLTISSLOPDDFAT
YYCOGYFYFISRTYVNSFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALOSGNSQESVTEQ
DSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPIEKTI SKAKGQ
PREPOVYTLPPSRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVM
HEALHNRFTQKSLSLSPGGGGGSGGGGSDIQMTQSPSTLSASVGDRVTITCQASQSIS SHLNWYQQKPGKAPKLLIYKASTLASGV
PSRFSGSGSGTEFTLTISSLOPDDFATYYCQQOGYSWGNVDNVEGGGTKVTVLGGGGSGGGGSGGGGSGGGGSEVQLLESGGGLVQP
GGSLSLSCAASGFSFSSGYDMCWVROQAPGKGLEWIACIAAGSAGITYDANWAKGRETI SRDNSKNTLYLOMNSLRAEDTAVYYCAR
SAFSFDYAMDLWGQGTLVTVSS

>Sequence ID 28: SI-75P3 Chain B Nucleotide Sequence

CAGTCTGCCCTGACTCAGCCTGCCTCCGTGTCTGGGTCTCCTGGACAGTCGATCACCATCTCCTGCACTGGAACCAGCAGTGACGT
TGGTGGTTATAACTTTGTCTCCTGGTACCAACAACACCCAGGCAAAGCCCCCAAACTCATGATCTATGATGTCAGTGATCGGCCCT
CAGGGGTGTCTGATCGCTTCTCCGGCTCCAAGTCTGGCAACACGGCCTCCCTGATCATCTCTGGCCTCCAGGCTGACGACGAGGCT
GATTATTACTGCAGCTCATATGGGAGCAGCAGCACTCATGTGATTTTCGGCGGAGGGACCAAGGTGACCGTCCTAGGCGGTGGCGG
TAGTGGGGGAGGCGGTTCTGGCGGCGGAGGGTCCGGCGGTGGAGGATCACAGGTGCAATTGCAGGAGTCGGGGGGAGGCCTGGTCA
AGCCTGGAGGGTCCCTGAGCCTCTCCTGTGCAGCCTCTGGATTCACCTTTAGTAGTTATTGGATGAGCTGGGTCCGCCAGGCTCCA
GGGAAGGGGCTGGAGTGGGTGGCCAACATAAACCGCGATGGAAGTGCGAGTTACTATGTGGACT CTGTGAAGGGCCGATTCACCAT
CTCCAGAGACGACGCCAAGAACTCACTGTATCTGCAAATGAACAGCCTGAGAGCTGAGGACACGGCTGTGTATTACTGTGCGAGAG
ATCGTGGGGTGGGCTACTTCGATCTCTGGGGCCGTGGCACCCTGGTCACCGTCTCGAGCGGCGGETGGAGGGTCCGGCGGETGGTGGA
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TCAGACGTCGTGATGACCCAGTCTCCTTCCACCCTGTCTGCATCTGTAGGAGACAGAGTCACCATCAATTGCCAAGCCAGTGAGAG
CATTAGCAGTTGGTTAGCCTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAGCTCCTGATCTATGAAGCATCCAAACTGGCATCTG
GGGTCCCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGAATTCACTCTCACCATCAGCAGCCTGCAGCCTGATGATTTTGCAACT
TATTACTGCCAAGGCTATTTTTATTTTATTAGTCGTACTTATGTAAATTCTTTCGGCGGAGGGACCAAGGTGGAGATCAAACGTAC
GGTGGCTGCACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATA
ACTTCTATCCCAGAGAGGCCAAAGTACAGTGGAAGGTGGATAACGCCCTCCAATCGGGTAACTCCCAGGAGAGTGTCACAGAGCAG
GACAGCAAGGACAGCACCTACAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAGAAACACAAAGT CTACGCCTGCGA
AGTCACCCATCAGGGCCTGAGCTCGCCCGTCACAAAGAGCTTCAACAGGGGAGAGTGTGGAGGCGACAAAACTCACACATGCCCAC
CGTGCCCAGCACCTGAAGCCGCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACC
CCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCA
TAATGCCAAGACAAAGCCGCGGGAGGAGCAGTACAACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGC
TGAATGGCAAGGAGTACAAGTGCGCGGTCTCCAACARAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAG
CCCCGAGAACCACAGGTGTACACCCTGCCCCCAAGCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTGGTGCCTGGTCAAAGG
CTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACT
CCGACGGCTCCTTCTTCCTCTATAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATG
CATGAGGCTCTGCACAACAGATTCACGCAGAAGAGCCTCTCCCTGTCTCCGGGTGGCGGTGCAGGGTCCGGCGGTGGTGGATCCGA
CATTCAGATGACACAGTCACCGTCTACGCTCTCAGCCTCAGTAGGCGATAGGGTGACTATCACCTGCCAAGCCTCCCAATCTATAA
GTTCACACCTCAACTGGTATCAACAGAAACCCGGTAAAGCACCGAAGCTGCTCATCTACAAGGCATCAACTCTTGCCTCAGGTGTG
CCTAGTCGCTTCTCCGGGAGCGGCTCCGGTACTGAGTTTACTTTGACGATATCTTCCCTCCAACCCGACGACTTCGCCACATACTA
TTGTCAGCAGGGTTATAGTTGGGGAAATGTTGACAATGTGTTTGGAGGGGGAACGARAAGTGACTGTGTTGGGAGGGGGAGGAAGTG
GCGGCGGCGGAAGCGGAGGTGGTGGCTCCGGCGGGGGTGGAAGCGAAGTGCAATTGCTCGAAAGTGGTGGCGGACTTGTGCAACCT
GGTGGAAGCCTCTCACTCTCTTGCGCGGCGAGTGGTTTTAGCTTCAGTAGCGGCTACGATATGTGCTGGGTAAGACAGGCTCCTGG
TAAAGGCCTTGAGTGGATTGCGTGTATCGCCGCCGGGTCTGCTGGTATAACATACGATGCAAACTGGGCGAAAGGGCGCTTCACAA
TCTCCAGGGACAACTCAAAAAATACATTGTACCTCCAGATGAATAGCCTGAGAGCCGAAGACACCGCAGTCTACTATTGCGCAAGG
TCAGCATTTAGCTTCGATTATGCAATGGATCTTTGGGGCCAGGGGACGCTCGTCACCGTCTCATCTTGA

>Sequence ID 29: SI-75P9 Chain A Amino Acid Sequence
EIVLTQSPSTLSVSPGERATFSCRASQSIGTNIHWYQQKPGKPPRLLIKYASESISGIPDRFSGSGSGTEFTLTISSVQSEDFAVY
YCQONNNWPTTFGPGTKLTVLGGGGSGGGGSGGGGSGGGGSQVQLOQSGPGLVKPSETLSITCTVSGEFSLTNYGVHWIRQAPGKGL
EWLGVIWSGGNTDYNTPFTSRFTITKDNSKNQVYFKLRSVRADDTAIYYCARALTYYDYEFAYWGQGTLVTVSSGGGGSGGGGSQV
QLOESGGGLVKPGGSLRLSCAASGFTFS SYWMSWVRQAPGKGLEWVANINRDGSASYYVDSVKGRFTI SRDDAKNSLYLOMNSLRA
EDTAVYYCARDRGVGYFDLWGRGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAV
LOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMI SRTPEV
TCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHOQDWLNGKEYKCAVSNKALPAPTIEKT ISKAKGQPRE
POQVYTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVESCSVMHEA
LHNHYTQKSLSLSPGGGGGSGGGGSDVVMTQSPSSVSASVGDRVTITCQASONIRTYLSWYQQKPGKAPKLLIYAAANLASGVPSR
FSGSGSGTDFTLTISDLEPGDAATYYCQSTYLGTDYVGGAFGGGTKLTVLGGGGSGGGGSGGGGSGGGGSEVQLVESGGGLVQPGG
SLRLSCTASGFTISSYHMOWVRQAPGKGLEYIGTISSGGNVYYASSARGRFTISRPSSKNTVDLOMNSLRAEDTAVYYCARDSGYS
DPMWGQGTLVTVSS

Sequence ID 30: SI-75P9 Chain A Nucleotide

GAAATCGTCCTTACACAATCTCCTAGCACACTGAGTGTGAGCCCCGGCGAACGCGCGACTTTCTCTTGCAGGGCAAGTCAAT CCAT
AGGGACTAATATACATTGGTATCAACAAAAGCCAGGTAAACCACCCAGGCTTTTGATTAAGTATGCAAGTGAGTCTATTTCCGGTA
TCCCTGACCGCTTCTCTGGATCAGGCAGTGGCACAGAGTTCACACTCACCATATCTAGTGTGCAAT CAGAGGACTTCGCCGTGTAT
TACTGCCAACAGAATAATAACTGGCCGACTACCTTCGGACCCGGTACAAAGCTGACCGTTTTAGGCGGTGGCGGTAGTGGGGGAGG
CGGTTCTGGCGGCGGAGGGTCCGGCGGTGGAGGATCACAAGTACAGTTGCAGCAAT CCGGTCCCGGTCTCGTCAAACCGAGTGAGA
CGCTTAGTATAACGTGTACTGTTTCAGGCTTTAGCCTTACGAACTATGGAGTTCACTGGATTCGGCAGGCACCCGGCAAAGGTTTG
GAATGGCTGGGTGTTATTTGGTCAGGTGGAAATACAGACTATAACACCCCCTTTACAAGTCGGTTCACAATTACGAAAGATAATTC
CAAAAATCAAGTTTATTTCAAGTTGAGATCCGTCCGCGCGGACGACACTGCGATCTACTATTGTGCGAGGGCACTGACCTACTACG
ATTACGAATTTGCGTATTGGGGGCAAGGGACTCTTGTAACAGTCTCGAGCGGCGGTGGAGGGTCCGGCGGTGGTGGATCACAGGTG
CAGCTGCAGGAGAGTGGAGGAGGCCTGGTGAAGCCTGGAGGCAGCCTGCGGCTGTCCTGTGCTGCCTCTGGCTTCACCTTCTCCTC
CTACTGGATGAGCTGGGTGCGCCAGGCCCCAGGCAAGGGCCTGGAGTGGGTGGCCAACAT CAACAGAGATGGCTCTGCCTCCTACT
ATGTGGACTCTGTGAAAGGCCGCTTCACCATCTCCAGAGATGATGCCAAGAACAGCCTGTACCTGCAGATGAACAGCCTGAGAGCT
GAGGACACAGCTGTGTACTACTGTGCCAGAGACCGAGGTGTGGGCTACTTTGACCTGTGGGGCAGAGGCACCCTGGTGACTGTGTC
CTCTGCTAGCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTGGGLCTGCC
TGGTCAAGGACTACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTCCCGGLCTGTC
CTACAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACATCTGCAACGT
GAATCACAAGCCCAGCAACACCAAGGTGGACAAGAGAGTTGAGCCCAAATCTTGTGACAAAACTCACACATGCCCACCGTGCCCAG
CACCTGAAGCCGCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTC
ACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAA
GACAAAGCCGCGGGAGGAGCAGTACAACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCA
AGGAGTACAAGTGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCCCGAGAA
CCACAGGTGTATACCCTGCCCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTCCTGCGCCGTCAAAGGCTTCTATCC
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CAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGCT
CCTTCTTCCTCGTGAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCATGAGGCT
CTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTGGCGGCGGCGGTTCAGGTGGTGGGGGATCCGACGTTGTGAT
GACGCAGTCTCCTAGTTCAGTATCAGCGTCTGTTGGGGATCGAGTCACGATTACATGCCAGGCGAGCCAAAATATTAGGACGTATC
TGTCTTGGTATCAACAAAAGCCTGGTAAGGCTCCAARACTCCTCATTTACGCCGCTGCCAACTTGGCTAGTGGAGTACCTTCACGC
TTTAGTGGGTCAGGTTCTGGAACAGATTTTACGTTGACGATCTCCGATTTGGAACCAGGGGACGCTGCCACGTATTATTGCCAGTC
CACCTACCTCGGGACTGACTACGTTGGTGGGGCGTTTGGCGGAGGAACAAAACT CACTGTACTTGGTGGTGGTGGTTCAGGCGGGG
GGGGTTCCGGCGGAGGCGGTTCTGGGGGTGCAGGTTCCGAGGTTCAGTTGGTTGAAAGTGGGGGGGGACTCGTTCAGCCTGGAGGC
TCTTTGCGACTTTCTTGTACCGCTTCTGGGTTCACTATAAGTTCATATCATATGCAATGGGTAAGACAGGCGCCTGGTAAGGGACT
TGAATACATAGGAACAATAAGCTCTGGTGGTAACGTCTATTACGCCTCATCCGCGCGGGGGAGGTTTACAATTTCCAGGCCTTCTA
GCAAAAACACGGTAGATCTGCAAATGAACTCTCTTCGCGCTGAAGATACAGCAGTCTACTACTGCGCCAGGGATTCAGGGTATTCT
GACCCCATGTGGGGGCAGGGCACATTGGTTACCGTGTCCTCTTGA

>Sequence ID 31: SI-75P9 Chain B Amino Acid Sequence

DVVMTQSPSTLSASVGDRVTINCQASESIS SWLAWYQQKPGKAPKLLIYEASKLASGVPSREFSGSGSGTEFTLTISSLOPDDFATY
YCOGYFYFISRTYVNSFGGGTKVEIKGGGGSGGGGSGGGGSGGGGSEVQLVESGGGLVQPGGSLRLSCAASGFTISTNAMSWVRQOA
PGKGLEWIGVITGRDITYYASWAKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARDGGSSAITSNNIWGQGTLVTVSSGGGGSG
GGGSQSALTQPASVSGSPGOSITISCTGTSSDVGGYNFVSWYQQHPGKAPKLMIYDVSDRPSGVSDREFSGSKSGNTASLITISGLOA
DDEADYYCSSYGSSSTHVIFGGGTKVTVLRTPKANPTVTLFPPSSEELQANKATLVCLISDFYPGAVTVAWKADGSPVKAGVETTK
PSKQSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECSGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMI SR
TPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPIEKTISKAKG
QPREPQVYTLPPSRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY SKLTVDKSRWQOGNVESCSV
MHEALHNRFTQKSLSLSPGGGGGSGGGGSDIOMTQSPSTLSASVGDRVTITCOASQSI SSHLNWYQOKPGKAPKLLIYKASTLASG
VPSRESGSGSGTEFTLTISSLOPDDFATYYCQQGYSWGNVDNVEGGGTKVTVLGGGGSGGGGSGGGGSGGGGSEVQLLESGGGLVQ
PGGSLSLSCAASGEFSFSSGYDMCWVRQAPGKGLEWIACIAAGSAGITYDANWAKGRFTISRDNSKNTLYLOMNS LRAEDTAVYYCA
RSAFSFDYAMDLWGQGTLVTVSS

>Sequence ID 32: SI-75P9 Chain B Nucleotide Sequence

GACGTCGTGATGACCCAGTCTCCTTCCACCCTGTCTGCATCTGTAGGAGACAGAGTCACCATCAATTGCCAAGCCAGTGAGAGCAT
TAGCAGTTGGTTAGCCTGGTAT CAGCAGAAACCAGGGAAAGCCCCTAAGCTCCTGATCTATGAAGCAT CCAAACTGGCATCTGGGG
TCCCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGAATTCACTCTCACCATCAGCAGCCTGCAGCCTGATGATTTTGCAACTTAT
TACTGCCAAGGCTATTTTTATTTTATTAGTCGTACTTATGTAAATTCTTTCGGCGGAGGGACCAAGGT GGAGATCAAAGGCGGTGG
CGGTAGTGGGGGAGGCGGTTCTGGCGGCGGAGGGTCCGGCGGTGCAGGAT CAGAGGTGCAGCTGGTGGAGTCTGGGGGAGGCTTGG
TCCAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCACCATCAGTACCAATGCAATGAGCTGGGTCCGCCAGGCT
CCAGGGAAGGGGCTGGAGTGGATCGGAGTCATTACTGGTCGTGATATCACATACTACGCGAGCTGGGCGAAAGGCAGATTCACCAT
CTCCAGAGACAATTCCAAGAACACGCTGTATCTTCAAATGAACAGCCTGAGAGCCGAGGACACGGCTGTGTATTACTGTGCGAGAG
ACGGTGGTTCTTCTGCTATTACTAGTAACAACATTTGGGGCCAGGGAACCCTGGTCACCGTGTCCTCAGGCGGTGGAGGGTCCGGL
GGTGGTGGATCACAGAGTGCCCTGACCCAGCCAGCCTCTGTCTCTGGCAGCCCAGGCCAGTCCATCACCATCTCCTGCACAGGCAC
CTCCAGTGATGTGGGAGGCTACAACTTTGTGTCCTGGTACCAGCAGCACCCAGGCAAGGCCCCCAAGCTCATGATCTATGATGTGT
CTGACAGACCCTCTGGAGTCTCTGACAGATTCTCTGGCTCCAAGAGTGGCAACACAGCCTCCCTCATCATCTCTGGCCTGCAGGCT
GATGATGAAGCTGACTACTACTGCTCCTCCTATGGCTCCTCCTCCACCCATGTCATCTTTGGAGGAGGCACCAAGGTCACTGTGCT
GCGTACGCCCAAGGCCAACCCCACCGTGACCCTGTTCCCCCCAAGCAGCGAGGAACTGCAGGCCAACAAGGCCACCCTCGTGTGCC
TGATCAGCGACTTCTACCCTGGCGCCGTGACCGTGGCCTGCGAAGGCCGATGGATCTCCCGTGAAGGCCGGCGTGGAAACCACCAAG
CCCAGCAAGCAGAGCAACAACAAATACGCCGCCAGCTCCTACCTGAGCCTGACCCCCGAGCAGTGGAAGTCCCACCGGTCCTACAG
CTGCCAGGTCACACACGAAGGCAGCACCGTGGAAAAGACAGTGGCCCCCACCGAGTGCAGCGGAGGCGACAARAACTCACACATGCC
CACCGTGCCCAGCACCTGAAGCCGCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGG
ACCCCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGT
GCATAATGCCAAGACAAAGCCGCGGGAGGAGCAGTACAACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACT
GGCTGAATGGCAAGGAGTACAAGTGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGG
CAGCCCCGAGAACCACAGGTGTACACCCTGCCCCCAAGCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTGGTGCCTGGTCAA
AGGCTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGG
ACTCCGACGGCTCCTTCTTCCTCTATAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTG
ATGCATGAGGCTCTGCACAACAGATTCACGCAGAAGAGCCTCTCCCTGTCTCCGGGTGGCGGTGGAGGGTCCGGCGGTGGTGGATC
CGACATTCAGATGACACAGTCACCGTCTACGCTCTCAGCCTCAGTAGGCGATAGGGTGACTATCACCTGCCAAGCCTCCCAATCTA
TAAGTTCACACCTCAACTGGTATCAACAGAAACCCGGTAAAGCACCGAAGCTGCTCATCTACAAGGCATCAACTCTTGCCTCAGGT
GTGCCTAGTCGCTTCTCCGGGAGCGGCTCCGGTACTGAGTTTACTTTGACGATATCTTCCCTCCAACCCGACGACTTCGCCACATA
CTATTGTCAGCAGGGTTATAGTTGGGGAAATGTTGACAATGTGTTTGCGAGGGGGAACGAAAGTGACTGTGTTGGGAGGGGGAGGAA
GTGGCGGCGGCGGAAGCGGAGGTGGTGGCTCCGGCGGGGGTGGAAGCGAAGTGCAATTGCTCGAAAGTGGTGGCGGACTTGTGCAA
CCTGGTGGAAGCCTCTCACTCTCTTGCGCGGCGAGTGGTTTTAGCTTCAGTAGCGGCTACGATATGTGCTGGGTAAGACAGGCTCC
TGGTAAAGGCCTTGAGTGGATTGCGTGTATCGCCGCCGGGTCTGCTGGTATAACATACGATGCAAACTGGGCGAARAGGGCGCTTCA
CAATCTCCAGGGACAACTCAAAAAATACATTGTACCTCCAGATGAATAGCCTGAGAGCCGAAGACACCGCAGTCTACTATTGCGCA
AGGTCAGCATTTAGCTTCGATTATGCAATGGATCTTTGGGGCCAGGGGACGCTCGTCACCGTCTCATCT

46



WO 2021/188736 PCT/US2021/022847

>3equence ID 33: SI-75El Chain A Amino Acid Sequence

EIVLTQSPSTLSVSPGERATFSCRASQSIGTNIHWYQQKPGKPPRLLIKYASESISGIPDRFSGSGSGTEFTLTISSVQSEDFAVY
YCOQONNNWPTTEFGPGTKLTVLGGGGSGGGGSGGGGSGGGGSQVOLOOSGPGLVKPSETLSITCTVSGESLTNYGVHWIRQAPGKGL
EWLGVIWSGGNTDYNTPFTSREFTITKDNSKNQVYFKLRSVRADDTAIYYCARALTYYDYEFAYWGQGTLVTVSSGGGGSGGGGSEV
QLVESGGGLVQPGGSLRLSCAASGFTISTNAMSWVRQAPGKGLEWIGVITGRDITYYASWAKGRFTISRDNSKNTLYLOMNSLRAE
DTAVYYCARDGGSSAITSNNIWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTEFP
AVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMI SRTP
EVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPIEKTISKAKGQP
REPQVYTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVEFSCSVMH
EALHNHYTQKSLSLSPGGGGGSGGGGSDVVMTQSPSSVSASVGDRVTITCOQASONIRTYLSWYQQKPGKAPKLLIYAAANLASGVP
SRFSGSGSGTDFTLTISDLEPGDAATYYCQSTYLGTDYVGGAFGGGTKLTVLGGGGSGGGGSGGGGSGGGGSEVQLVESGGGLVQP
GGSLRLSCTASGFTISSYHMOWVROQAPGKGLEYIGTISSGGNVYYASSARGRFTISRPSSKNTVDLOMNSLRAEDTAVYYCARDSG
YSDPMWGQGTLVTVSS

>3equence ID 34: SI-75El Chain A Nucleotide Sequence

GAAATCGTCCTTACACAATCTCCTAGCACACTGAGTGTGAGCCCCGGCGAACGCGCGACTTTCTCTTGCAGGGCAAGTCAATCCAT
AGGGACTAATATACATTGGTATCAACAAAAGCCAGGTAAACCACCCAGGCTTTTGATTAAGTATGCAAGTGAGTCTATTTCCGGTA
TCCCTGACCGCTTCTCTGGATCAGGCAGTGGCACAGAGTTCACACTCACCATATCTAGTGTGCAAT CAGAGGACTTCGCCGTGTAT
TACTGCCAACAGAATAATAACTGGCCGACTACCTTCGGACCCGGTACAAAGCTGACCGTTTTAGGCGGTGGCGGTAGTGGGGGAGG
CGGTTCTGGCGGCGGAGGGTCCGGCGGTGGAGGATCACAAGTACAGTTGCAGCAATCCGGTCCCGGTCTCGTCAAACCGAGTGAGA
CGCTTAGTATAACGTGTACTGTTTCAGGCTTTAGCCTTACGAACTATGGAGTTCACTGGATTCGGCAGGCACCCGGCAAAGGTTTG
GAATGGCTGGGTGTTATTTGGTCAGGTGGAAATACAGACTATAACACCCCCTTTACAAGTCGGTTCACAATTACGAAAGATAATTC
CAAAAATCAAGTTTATTTCAAGTTGAGATCCGTCCGCGCGGACGACACTGCGATCTACTATTGTGCGAGGGCACTGACCTACTACG
ATTACGAATTTGCGTATTGGGGGCAAGGGACTCTTGTAACAGTCTCGAGCGGCGGTGGAGGGTCCGGCGGTGGTGGATCAGAGGTG
CAGCTGGTGGAGTCTGGGGGAGGCTTGGTCCAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCACCATCAGTAC
CAATGCAATGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGATCGGAGTCATTACTGGTCGTGATATCACATACTACG
CGAGCTGGGCGAAAGGCAGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTTCAAATGAACAGCCTGAGAGCCGAG
GACACGGCTGTGTATTACTGTGCGAGAGACGGTGGTTCTTCTGCTATTACTAGTAACAACATTTGGGGCCAGGGAACCCTGGTCAC
CGTGTCCTCAGCTAGCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTGG
GCTGCCTGGTCAAGGACTACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTCCCG
GCTGTCCTACAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACATCTG
CAACGTGAATCACAAGCCCAGCAACACCAAGGTGGACAAGAGAGTTGAGCCCAAATCTTGTGACAAAACTCACACATGCCCACCGT
GCCCAGCACCTGAAGCCGCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCT
GAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAA
TGCCAAGACAAAGCCGCGGGAGGAGCAGTACAACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGA
ATGGCAAGGAGTACAAGTGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCC
CGAGAACCACAGGTGTATACCCTGCCCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTCCTGCGCCGTCAAAGGCTT
CTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCG
ACGGCTCCTTCTTCCTCGTGAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCAT
GAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTGGCGGCGGCGGTTCAGGTGGTGGGGGATCCGACGT
TGTGATGACGCAGTCTCCTAGTTCAGTATCAGCGTCTGTTGGGGATCGAGTCACGATTACATGCCAGGCGAGCCAAAATATTAGGA
CGTATCTGTCTTGGTATCAACAAAAGCCTGGTAAGGCTCCAAAACTCCTCATTTACGCCGCTGCCAACTTGGCTAGTGGAGTACCT
TCACGCTTTAGTGGGTCAGGTTCTGGAACAGATTTTACGTTGACGATCTCCGATTTGGAACCAGGGGACGCTGCCACGTATTATTG
CCAGTCCACCTACCTCGGGACTGACTACGTTGGTGGGGCGTTTGGCGGAGGAACAAAACT CACTGTACTTGGTGGTGGTGGTTCAG
GCGGGGGGGGTTCCGGCGGAGGCGGTTCTGGCGGGTGGAGGTTCCCAGGTTCAGTTGGTTGAAAGTGGGGGGGGACTCGTTCAGCCT
GGAGGCTCTTTGCGACTTTCTTGTACCGCTTCTGGGTTCACTATAAGTTCATATCATATGCAATGGGTAAGACAGGCGCCTGGTAA
GGGACTTGAATACATAGGAACAATAAGCTCTGGTGGTAACGTCTATTACGCCTCATCCGCGCGGGGGAGGTTTACAATTTCCAGGC
CTTCTAGCAAAAACACGGTAGATCTGCAAATGAACTCTCTTCGCGCTGAAGATACAGCAGTCTACTACTGCGCCAGGGATTCAGGG
TATTCTGACCCCATGTGGGGGCAGGGCACATTGGTTACCGTGTCCTCTTGA

>Sequence ID 35: SI-75El Chain B Amino Acid Sequence

QOSALTQPASVSGSPGQSITISCTGTS SDVGGYNFVSWYQQOHPGKAPKLMIYDVSDRPSGVSDRFSGSKSGNTASLIISGLOADDEA
DYYCSSYGSSSTHVIFGGGTKVIVLGGGGSGGGGSGGGGSGGGGSQVOLOESGGGLVKPGGSLSLSCAASGFTEFSSYWMSWVRQAP
GKGLEWVANINRDGSASYYVDSVKGRFTISRDDAKNSLYLOMNSLRAEDTAVYYCARDRGVGYFDLWGRGTLVTVSSGGGGSGGGG
SDVVMTQSPSTLSASVGDRVTINCQASESI SSWLAWYQQKPGKAPKLLIYEASKLASGVPSREFSGSGSGTEFTLTISSLOPDDFAT
YYCQGYFYFISRTYVNSFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOQWKVDNALQSGNSQESVTEQ
DSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLS SPVTKSFNRGECGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRT
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PEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCAVSNKALPAPIEKTI SKAKGQ
PREPQVYTLPPSRDELTKNQVSLWCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVM
HEALHNRFTQKSLSLSPG

>Sequence ID 36: SI-75El Chain B Nucleotide Sequence

CAGTCTGCCCTGACTCAGCCTGCCTCCGTGTCTGGGTCTCCTGGACAGTCGATCACCATCTCCTGCACTGGAACCAGCAGTGACGT
TGGTGGTTATAACTTTGTCTCCTGGTACCAACAACACCCAGGCAAAGCCCCCAAACTCATGATCTATGATGTCAGTGATCGGCCCT
CAGGGGTGTCTGATCGCTTCTCCGGCTCCAAGTCTGGCAACACGGCCTCCCTGATCATCTCTGGCCTCCAGGCTGACGACGAGGCT
GATTATTACTGCAGCTCATATGGGAGCAGCAGCACTCATGTGATTTTCGGCGGAGGGACCAAGGTGACCGTCCTAGGCGGTGGCGG
TAGTGGGGGAGGCGGTTCTGGCGGCGGAGGGTCCGGCGGTGCAGGATCACAGGTGCAATTGCAGGAGT CGGGGGGAGGCCTGGTCA
AGCCTGGAGGGTCCCTGAGCCTCTCCTGTGCAGCCTCTGGATTCACCTTTAGTAGTTATTGGATGAGCTGGGTCCGCCAGGCTCCA
GGGAAGGGGCTGGAGTGGGTGGCCAACATAAACCGCGATGGAAGTGCGAGTTACTATGTGGACTCTGTGAAGGGCCGATTCACCAT
CTCCAGAGACGACGCCAAGAACTCACTGTATCTGCAAATGAACAGCCTGAGAGCTGAGGACACGGCTGTGTATTACTGTGCGAGAG
ATCGTGGGGTGGGCTACTTCGATCTCTGGGGCCGTGGCACCCTGGTCACCGTCTCGAGCGGCGGTGGAGGGTCCGGCGGTGGTGGA
TCAGACGTCGTGATGACCCAGTCTCCTTCCACCCTGTCTGCATCTGTAGGAGACAGAGTCACCATCAATTGCCAAGCCAGTGAGAG
CATTAGCAGTTGGTTAGCCTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAGCTCCTGATCTATGAAGCATCCAAACTGGCATCTG
GGGTCCCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGAATTCACTCTCACCATCAGCAGCCTGCAGCCTGATGATTTTGCAACT
TATTACTGCCAAGGCTATTTTTATTTTATTAGTCGTACTTATGTAAATTCTTTCGGCGGAGGGACCAAGGTGGAGATCAAACGTAC
GGTGGCTGCCCCCTCTGTGTTCATCTTCCCACCCAGTGATGAGCAGCTGAAGAGTGGCACAGCCTCTGTGGTGTGCCTGCTCAACA
ACTTCTACCCCAGAGAAGCCAAGGTGCAGTGGAAGGTGGACAATGCCCTGCAGAGTGGCAACAGCCAGGAGAGTGTGACAGAGCAG
GACAGCAAGGACAGCACCTACAGCCTGTCCTCCACCCTGACCCTGTCCAAGGCTGACTATGAGAAGCACAAGGTGTATGCCTGTGA
GGTGACCCACCAGGGCCTGAGCAGCCCTGTGACCAAGAGCTTCAACCGAGGAGAGT GTGGAGGAGACAAGACCCACACCTGCCCTC
CCTGCCCAGCCCCAGAAGCTGCTGGAGGCCCCTCTGTGTTCCTCTTCCCTCCCAAGCCCAAGGACACCCTGATGATCTCCAGGACC
CCAGAAGTCACCTGTGTGGTGGTGGATGTGTCCCATGAAGACCCAGAAGTGAAGTTCAACTGGTATGTGGATGGAGTGGAAGTGCA
CAATGCCAAGACCAAGCCCAGAGAAGAGCAGTACAACAGCACCTACCGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACTGGC
TGAATGGGAAGGAGTACAAGTGTGCTGTGTCCAACAAGGCCCTGCCTGCCCCCATTGAGAAGACCATCTCCAAGGCCAAGGGCCAG
CCCAGAGAGCCCCAGGTCTACACCCTGCCTCCCTCCAGAGATGAGCTGACCAAGAACCAGGTGTCCCTGTGGTGCCTGGTGAAAGG
CTTCTACCCCAGTGACATTGCTGTGGAGTGGGAGAGCAATGGCCAGCCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGGACT
CTGATGGCTCCTTCTTCCTGTACAGCAAGCTGACTGTGGACAAGAGCCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGTCATG
CATGAGGCCCTGCACAACCGCTTCACCCAGAAGAGCCTGAGCCTGAGCCCTGGATGA

>3equence ID 37: SI-75E2 Chain A Amino Acid Sequence

EIVLTQSPSTLSVSPGERATFSCRASQSIGTNIHWYQQKPGKPPRLLIKYASESISGIPDRFSGSGSGTEFTLTISSVQSEDFAVY
YCQONNNWPTTEFGPGTKLTVLGGGGSGGGGSGGGGSGGGGSQVOLOOSGPGLVKPSETLSITCTVSGESLTNYGVHWI RQAPGKGL
EWLGVIWSGGNTDYNTPFTSRFTITKDNSKNQVYFKLRSVRADDTAIYYCARALTYYDYEFAYWGQGTLVTVSSGGGGSGGGGSEV
QLVESGGGLVQPGGSLRLSCAASGFTISTNAMSWVRQAPGKGLEWIGVITGRDITYYASWAKGRFTISRDNSKNTLYLOMNSLRAE
DTAVYYCARDGGSSAITSNNIWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTEP
AVLESSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMI SRTP
EVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHOQDWLNGKEYKCAVSNKALPAPIEKTISKAKGQP
REPQVYTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVESCSVMH
EALHNHYTQKSLSLSPG

>Sequence ID 38: SI-75E2 Chain A Nucleotide Sequence

GAAATCGTCCTTACACAATCTCCTAGCACACTGAGTGTGAGCCCCGGCGAACGCGCGACTTTCTCTTGCAGGGCAAGT CAATCCAT
AGGGACTAATATACATTGGTATCAACAAAAGCCAGGTAAACCACCCAGGCTTTTGATTAAGTATGCAAGTGAGTCTATTTCCGGTA
TCCCTGACCGCTTCTCTGGATCAGGCAGTGGCACAGAGTTCACACTCACCATATCTAGTGTGCAAT CAGAGGACTTCGCCGTGTAT
TACTGCCAACAGAATAATAACTGGCCGACTACCTTCGGACCCGGTACAAAGCTGACCGTTTTAGGCGGTGGCGGTAGTGGGGGAGS
CGGTTCTGGCGGCGGAGGGTCCGGCGGTGGAGGATCACAAGTACAGTTGCAGCAATCCGGTCCCGGTCTCGTCARACCGAGTGAGA
CGCTTAGTATAACGTGTACTGTTTCAGGCTTTAGCCTTACGAACTATGGAGTTCACTGGATTCGGCAGGCACCCGGCAAAGGTTTG
GAATGGCTGGGTGTTATTTGGT CAGGTGGAAATACAGACTATAACACCCCCTTTACAAGTCGGTTCACAATTACGAAAGATAATTC
CAAAAATCAAGTTTATTTCAAGTTGAGATCCGTCCGCGCGGACGACACTGCGATCTACTATTGTGCGAGGGCACTGACCTACTACG
ATTACGAATTTGCGTATTGGGGGCAAGGGACTCTTGTAACAGTCTCGAGCGGCGGTGGAGGGTCCGGCGGTGGTGGATCAGAGGTG
CAGCTGGTGGAGTCTGGGGGAGGCTTGGTCCAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCACCATCAGTAC
CAATGCAATGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGATCGGAGTCATTACTGGTCGTGATATCACATACTACG
CGAGCTGGGCGAAAGGCAGATTCACCATCTCCAGAGACAATT CCAAGAACACGCTGTATCTTCAAATGAACAGCCTGAGAGCCGAG
GACACGGCTGTGTATTACTGTGCGAGAGACGGTGGTTCTTCTGCTATTACTAGTAACAACATTTGGGGCCAGGGAACCCTGGTCAC
CGTGTCCTCAGCTAGCACCAAAGGCCCCTCTGTGTTCCCTCTGGCCCCCTCCTCCAAGAGCACCTCTGGAGGCACTGCTGCCCTGG
GCTGCCTGGTGAAGGACTACTTCCCAGAGCCTGTGACTGTGTCCTGGAACTCTGGAGCCCTGACCTCTGGAGTGCACACCTTCCCT
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GCTGTGCTGCAGAGCTCTGGCCTCTACAGCCTGTCCTCTGTGGTCACTGTGCCCTCCTCCAGCCTGGGCACCCAGACCTACATCTG
CAATGTGAACCACAAGCCCTCCAACACCAAGGTGGACAAGAGAGTGGAGCCCAAGTCCTGTGACAAGACCCACACCTGCCCTCCCT
GCCCAGCCCCAGAGGCTGCTGGAGGCCCCTCTGTGTTCCTCTTCCCTCCCAAGCCCAAGGACACCCTGATGATCTCCAGGACCCCA
GAAGTCACCTGTGTGGTGGTGGATGTGTCCCATGAAGACCCAGAAGTGAAGTTCAACTGGTATGTGGATGGAGTGGAGGTGCACAA
TGCCAAGACCAAGCCCAGAGAAGAGCAGTACAACTCCACCTACCGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACTGGCTGA
ATGGGAAGGAGTACAAGTGTGCTGTGTCCAACAAGGCCCTGCCTGCCCCCATTGAGAAGACCATCTCCAAGGCCAAGGGCCAGCCC
AGAGAGCCCCAGGTCTACACCCTGCCTCCCTCCAGAGATGAGCTGACCAAGAACCAGGTGTCCCTGTCCTGTGCTGTGAAAGGCTT
CTACCCCAGTGACATTGCTGTGGAGTGGGAGAGCAATGGCCAGCCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGGACTCTG
ATGGCTCCTTCTTCCTGGTCTCCAAGCTGACTGTGGACAAGAGCCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGTCATGCAT
GAGGCCCTGCACAACCACTACACCCAGAAGAGCCTGAGCCTGAGCCCTGGATGA

>Sequence ID 39: SI-75E2 Chain B Amino Acid Sequence

QOSALTQPASVSGSPGOSITISCTGTS SDVGGYNFVSWYQQOHPGKAPKLMIYDVSDRPSGVSDRFSGSKSGNTASLIISGLOADDEA
DYYCSSYGSSSTHVIFGGGTKVTVLGGGGSGGGGSGGGEGSGGGGSQVOLOESGGGLVKPGGSLSLSCAASGETESSYWMSWVRQAP
GKGLEWVANINRDGSASYYVDSVKGRFTISRDDAKNSLYLOMNSLRAEDTAVYYCARDRGVGYFDLWGRGTLVTVSSGGGGSGGGG
SDVVMTQSPSTLSASVGDRVTINCQOASESI SSWLAWYQQKPGKAPKLLIYEASKLASGVPSRFSGSGSGTEFTLTISSLOPDDFAT
YYCOGYFYFISRTYVNSFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOQWKVDNALQOSGN SQESVTEQ
DSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLS SPVTKSFNRGECGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPIEKTI SKAKGQ
PREPQVYTLPPSRDELTKNQVSLWCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVM
HEALHNRFTQKSLSLSPGGGGGSGGGGSDIOMTQSPSTLSASVGDRVTITCQOASQSISSHLNWYQQKPGKAPKLLIYKASTLASGY
PSRFSGSGSGTEFTLTISSLOPDDFATYYCQQGY SWGNVDNVEGGGTKVTVLGGGGSGGGGSGGGGSGGEGSEVOLLESGGGLYVOP
GGSLSLSCAASGFSFSSGYDMCWVRQAPGKGLEWIACIAAGSAGITYDANWAKGRFTI SRDNSKNTLYLOMN SLRAEDTAVYYCAR
SAFSFDYAMDLWGQGTLVTVSS

>3equence ID 40: SI-75E2 Chain B Nucleotide Sequence
CAGTCTGCCCTGACTCAGCCTGCCTCCGTGTCTGGGTCTCCTGGACAGTCGATCACCATCTCCTGCACTGGAACCAGCAGTGACGT
TGGTGGTTATAACTTTGTCTCCTGGTACCAACAACACCCAGGCAAAGCCCCCAAACTCATGATCTATGATGTCAGTGATCGGCCCT
CAGGGGTGTCTGATCGCTTCTCCGGCTCCAAGTCTGGCAACACGGCCTCCCTGATCATCTCTGGCCTCCAGGCTGACGACGAGGCT
GATTATTACTGCAGCTCATATGGGAGCAGCAGCACTCATGTGATTTTCGGCGGAGGGACCAAGGTGACCGTCCTAGGCGGTGGCGE
TAGTGGGGGAGGCGGTTCTGGCGGCGGAGGGTCCGGCEGETGGAGGATCACAGGTGCAATTGCAGGAGTCGGGGGGAGGCCTGGTCA
AGCCTGGAGGGTCCCTGAGCCTCTCCTGTGCAGCCTCTGGATTCACCTTTAGTAGTTATTGGATGAGCTGGGTCCGCCAGGCTCCA
GGGAAGGGGCTGGAGTGGGTGGCCAACATAAACCGCGATGGAAGTGCGAGTTACTATGTGGACTCTGTGAAGGGCCGATT CACCAT
CTCCAGAGACGACGCCAAGAACTCACTGTATCTGCAAATGAACAGCCTGAGAGCTGAGGACACGGCTGTGTATTACTGTGCGAGAG
ATCGTGGGGTGGGCTACTTCGATCTCTGGGGCCGTGGCACCCTGGTCACCGTCTCGAGCGGCGGTGGAGGGTCCGGCGGTGGTGGA
TCAGACGTCGTGATGACCCAGTCTCCTTCCACCCTGTCTGCATCTGTAGGAGACAGAGTCACCATCAATTGCCAAGCCAGTGAGAG
CATTAGCAGTTGGTTAGCCTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAGCTCCTGATCTATGAAGCATCCAAACTGGCATCTG
GGGTCCCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGAATTCACTCTCACCATCAGCAGCCTGCAGCCTGATGATTTTGCAACT
TATTACTGCCAAGGCTATTTTTATTTTATTAGTCGTACTTATGTAAATTCTTTCGGCGGAGGGACCAAGGTGGAGATCAAACGTAC
GGTGGCTGCACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATA
ACTTCTATCCCAGAGAGGCCAAAGTACAGTGGAAGGTGGATAACGCCCTCCAATCGGGTAACTCCCAGGAGAGT GTCACAGAGCAG
GACAGCAAGGACAGCACCTACAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAGAAACACAAAGTCTACGCCTGCGA
AGTCACCCATCAGGGCCTGAGCTCGCCCGTCACAAAGAGCTTCAACAGGGGAGAGT GTGGAGGCGACAAAACTCACACATGCCCAC
CGTGCCCAGCACCTGAAGCCGCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACC
CCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCA
TAATGCCAAGACAAAGCCGCGGGAGGAGCAGTACAACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGC
TGAATGGCAAGGAGTACAAGTGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAG
CCCCGAGAACCACAGGTGTACACCCTGCCCCCAAGCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTGGTGCCTGGTCAAAGG
CTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACT
CCGACGGCTCCTTCTTCCTCTATAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATG
CATGAGGCTCTGCACAACAGATTCACGCAGAAGAGCCTCTCCCTGTCTCCGGGTGGCGGTGGAGGGTCCGGCGGTGGTGGATCCGA
CATTCAGATGACACAGTCACCGTCTACGCTCTCAGCCTCAGTAGGCGATAGGGTGACTATCACCTGCCAAGCCTCCCAATCTATAA
GTTCACACCTCAACTGGTATCAACAGAAACCCGGTAAAGCACCGAAGCTGCTCATCTACAAGGCATCAACTCTTGCCTCAGGTGTG
CCTAGTCGCTTCTCCGGGAGCGGCTCCGGTACTGAGTTTACTTTGACGATATCTTCCCTCCAACCCGACGACTTCGCCACATACTA
TTGTCAGCAGGGTTATAGTTGGGGAAATGTTGACAATGTGTTTGGAGGGGGAACGAAAGT GACTGTGTTGGGAGGGGGAGGAAGTG
GCGGCGGCGGAAGCGGAGGTGGTGGCTCCGGCGGEGGGTGGAAGCGAAGTGCAATTGCTCGAAAGTGGTGGCGGACTTGTGCAACCT
GGTGGAAGCCTCTCACTCTCTTGCGCGGCGAGTGGTTTTAGCTTCAGTAGCGGCTACGATATGTGCTGGGTAAGACAGGCTCCTGG
TAAAGGCCTTGAGTGGATTGCGTGTATCGCCGCCGGGTCTGCTGGTATAACATACGATGCAAACTGGGCGARAGGGCGCTTCACAA
TCTCCAGGGACAACTCAAAAAATACATTGTACCTCCAGATGAATAGCCTGAGAGCCGAAGACACCGCAGTCTACTATTGCGCAAGG
TCAGCATTTAGCTTCGATTATGCAATGGATCTTTGGGGCCAGGGGACGCTCGTCACCGTCTCATCTTGA

>Sequence ID 41: SI-75x3 Chain A Amino Acid Sequence
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EIVLTQSPSTLSVSPGERATFSCRASQSIGTNIHWYQQKPGKPPRLLIKYASESISGIPDRFSGSGSGTEFTLTISSVQSEDFAVY
YCQONNNWPTTEFGPGTKLTVLGGGGSGGGGSGGGGSGGGGSQVOLOQOSGPGLVKPSETLSITCTVSGESLTNYGVHWI RQAPGKGL
EWLGVIWSGGNTDYNTPFTSRFTITKDNSKNQVYFKLRSVRADDTAIYYCARALTYYDYEFAYWGQGTLVTVSSGGGGSGGGGSEV
QLVESGGGLVQPGGSLRLSCAASGEFTISTNAMSWVRQAPGKGLEWIGVITGRDITYYASWAKGRFTISRDNSKNTLYLOMNS LRAE
DTAVYYCARDGGSSAITSNNIWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFEP
AVLQESSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMI SRTP
EVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCAVSNKALPAPIEKTISKAKGQP
REPQVYTLPPSRDELTKNQVSLSCAVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVESCSVMH
EALHNHYTQKSLSLSPG

>Sequence ID 42: SI-75X3 Chain A Nucleotide Sequence

GAAATCGTCCTTACACAATCTCCTAGCACACTGAGTGTGAGCCCCGGCGAACGCGCGACTTTCTCTTGCAGGGCAAGTCAATCCAT
AGGGACTAATATACATTGGTATCAACAAAAGCCAGGTAAACCACCCAGGCTTTTGATTAAGTATGCAAGTGAGTCTATTTCCGGTA
TCCCTGACCGCTTCTCTGGATCAGGCAGTGGCACAGAGTTCACACTCACCATATCTAGTGTGCAAT CAGAGGACTTCGCCGTGTAT
TACTGCCAACAGAATAATAACTGGCCGACTACCTTCGGACCCGGTACAAAGCTGACCGTTTTAGGCGGTGGCGGTAGTGGGGGAGG
CGGTTCTGGCGGCGGAGGGTCCGGCGGTGGAGGATCACAAGTACAGTTGCAGCAATCCGGTCCCGGTCTCGTCAAACCGAGTGAGA
CGCTTAGTATAACGTGTACTGTTTCAGGCTTTAGCCTTACGAACTATGGAGTTCACTGGATTCGGCAGGCACCCGGCAAAGGTTTG
GAATGGCTGGGTGTTATTTGGT CAGGTGGAAATACAGACTATAACACCCCCTTTACAAGTCGGTTCACAATTACGAAAGATAATTC
CAAAAATCAAGTTTATTTCAAGTTGAGATCCGTCCGCGCGGACGACACTGCGATCTACTATTGTGCGAGGGCACTGACCTACTACG
ATTACGAATTTGCGTATTGGGGGCAAGGGACTCTTGTAACAGTCTCGAGCGGCGGTGGAGGGTCCGGCGGTGGTGGATCAGAGGTG
CAGCTGGTGGAGTCTGGGGGAGGCTTGGTCCAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCACCATCAGTAC
CAATGCAATGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGATCGGAGTCATTACTGGTCGTGATATCACATACTACG
CGAGCTGGGCGAAAGGCAGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTTCAAATGAACAGCCTGAGAGCCGAG
GACACGGCTGTGTATTACTGTGCGAGAGACGGTGGTTCTTCTGCTATTACTAGTAACAACATTTGGGGCCAGGGAACCCTGGTCAC
CGTGTCCTCAGCTAGCACCAAAGGCCCCTCTGTGTTCCCTCTGGCCCCCTCCTCCAAGAGCACCTCTGGAGGCACTGCTGCCCTGG
GCTGCCTGGTGAAGGACTACTTCCCAGAGCCTGTGACTGTGTCCTGGAACTCTGGAGCCCTGACCTCTGGAGTGCACACCTTCCCT
GCTGTGCTGCAGAGCTCTGGCCTCTACAGCCTGTCCTCTGTGGTCACTGTGCCCTCCTCCAGCCTGGGCACCCAGACCTACATCTG
CAATGTGAACCACAAGCCCTCCAACACCAAGGTGGACAAGAGAGTGGAGCCCAAGTCCTGTGACAAGACCCACACCTGCCCTCCCT
GCCCAGCCCCAGAGGCTGCTGGAGGCCCCTCTGTGTTCCTCTTCCCTCCCAAGCCCAAGGACACCCTGATGATCTCCAGGACCCCA
GAAGTCACCTGTGTGGTGGTGGATGTGTCCCATGAAGACCCAGAAGTGAAGTTCAACTGGTATGTGGATGGAGT GGAGGTGCACAA
TGCCAAGACCAAGCCCAGAGAAGAGCAGTACAACTCCACCTACCGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACTGGCTGA
ATGGGAAGGAGTACAAGTGTGCTGTGTCCAACAAGGCCCTGCCTGCCCCCATTGAGAAGACCATCTCCAAGGCCAAGGGCCAGCCC
AGAGAGCCCCAGGTCTACACCCTGCCTCCCTCCAGAGATGAGCTGACCAAGAACCAGGTGTCCCTGTCCTGTGCTGTGAAAGGCTT
CTACCCCAGTGACATTGCTGTGGAGTGGGAGAGCAATGGCCAGCCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGGACTCTG
ATGGCTCCTTCTTCCTGGTCTCCAAGCTGACTGTGGACAAGAGCCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGTCATGCAT
GAGGCCCTGCACAACCACTACACCCAGAAGAGCCTGAGCCTGAGCCCTGGATGA

>Sequence ID 43: SI-75X3 Chain B Amino Acid Sequence

QOSALTQPASVSGSPGQSITISCTGTSSDVGGYNEFVSWYQQHPGKAPKLMIYDVSDRPSGVSDRFSGSKSGNTASLIISGLOADDEA
DYYCSSYGSSSTHVIFGGGTKVIVLGGGGSGGGGSGGGEGSGGGGSQVOLOESGGGLVKPGGSLSLSCAASGFTEFSSYWMSWVRQAP
GKGLEWVANINRDGSASYYVDSVKGRFTISRDDAKNSLYLOMNSLRAEDTAVYYCARDRGVGYFDLWGRGTLVTVSSGGGGSGGGG
SDVVMTQSPSTLSASVGDRVTINCQOASESI SSWLAWYQQKPGKAPKLLIYEASKLASGVPSRFSGSGSGTEFTLTISSLOPDDFAT
YYCQGYFYFISRTYVNSFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOQWKVDNALQOSGNSQESVTEQ
DSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLS SPVTKSFNRGECGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPTEKTI SKAKGQ
PREPQVYTLPPSRDELTKNQVSLWCLVKGFYPSDIAVEWESNGOQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVM
HEALHNRFTQKSLSLSPG

>3equence ID 44: SI-75X3 Chain B Nucleotide Sequence

CAGTCTGCCCTGACTCAGCCTGCCTCCGTGTCTGGGTCTCCTGGACAGTCGATCACCATCTCCTGCACTGGAACCAGCAGTGACGT
TGGTGGTTATAACTTTGTCTCCTGGTACCAACAACACCCAGGCAAAGCCCCCAAACTCATGATCTATGATGTCAGTGATCGGCCCT
CAGGGGTGTCTGATCGCTTCTCCGGCTCCAAGTCTGGCAACACGGCCTCCCTGATCATCTCTGGCCTCCAGGCTGACGACGAGGCT
GATTATTACTGCAGCTCATATGGGAGCAGCAGCACTCATGTGATTTTCGGCGGAGGGACCAAGGTGACCGTCCTAGGCGGTGGCGG
TAGTGGGGGAGGCGGTTCTGGCGGCGGAGGGTCCGGCGGTGGAGGATCACAGGTGCAATTGCAGGAGTCGGGGGGAGGCCTGGTCA
AGCCTGGAGGGTCCCTGAGCCTCTCCTGTGCAGCCTCTGGATTCACCTTTAGTAGTTATTGGATGAGCTGGGTCCGCCAGGCTCCA
GGGAAGGGGCTGGAGTGGGTGGCCAACATAAACCGCGATGGAAGTGCGAGTTACTATGTGGACT CTGTGAAGGGCCGATTCACCAT
CTCCAGAGACGACGCCAAGAACTCACTGTATCTGCAAATGAACAGCCTGAGAGCTGAGGACACGGCTGTGTATTACTGTGCGAGAG
ATCGTGGGGTGGGCTACTTCGATCTCTGGGGCCGTGGCACCCTGGTCACCGTCTCGAGCGGCGGTGGAGGGTCCGGCGGTGGTGGA
TCAGACGTCGTGATGACCCAGTCTCCTTCCACCCTGTCTGCATCTGTAGGAGACAGAGTCACCATCAATTGCCAAGCCAGTGAGAG
CATTAGCAGTTGGTTAGCCTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAGCTCCTGATCTATGAAGCATCCAAACTGGCATCTG
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GGGTCCCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGAATTCACTCTCACCATCAGCAGCCTGCAGCCTGATGATTTTGCAACT
TATTACTGCCAAGGCTATTTTTATTTTATTAGTCGTACTTATGTAAATTCTTTCGGCGGAGGGACCAAGGTGGAGATCAAACGTAC
GGTGGCTGCCCCCTCTGTGTTCATCTTCCCACCCAGTGATGAGCAGCTGAAGAGTGGCACAGCCTCTGTGGTGTGCCTGCTCAACA
ACTTCTACCCCAGAGAAGCCAAGGTGCAGTGGAAGGTGGACAATGCCCTGCAGAGTGGCAACAGCCAGGAGAGTGTGACAGAGCAG
GACAGCAAGGACAGCACCTACAGCCTGTCCTCCACCCTGACCCTGTCCAAGGCTGACTATGAGAAGCACAAGGTGTATGCCTGTGA
GGTGACCCACCAGGGCCTGAGCAGCCCTGTGACCAAGAGCTTCAACCGAGGAGAGT GTGGAGGAGACAAGACCCACACCTGCCCTC
CCTGCCCAGCCCCAGAAGCTGCTGGAGGCCCCTCTGTGTTCCTCTTCCCTCCCAAGCCCAAGGACACCCTGATGATCTCCAGGACC
CCAGAAGTCACCTGTGTGGTGGTGGATGTGTCCCATGAAGACCCAGAAGTGAAGTTCAACTGGTATGTGGATGGAGTGGAAGTGCA
CAATGCCAAGACCAAGCCCAGAGAAGAGCAGTACAACAGCACCTACCGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACTGGC
TGAATGGGAAGGAGTACAAGTGTGCTGTGTCCAACAAGGCCCTGCCTGCCCCCATTGAGAAGACCATCTCCAAGGCCAAGGGCCAG
CCCAGAGAGCCCCAGGTCTACACCCTGCCTCCCTCCAGAGATGAGCTGACCAAGAACCAGGTGTCCCTGTGGTGCCTGGTGAAAGG
CTTCTACCCCAGTGACATTGCTGTGGAGTGGGAGAGCAATGGCCAGCCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGGACT
CTGATGGCTCCTTCTTCCTGTACAGCAAGCTGACTGTGGACAAGAGCCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGTCATG
CATGAGGCCCTGCACAACCGCTTCACCCAGAAGAGCCTGAGCCTGAGCCCTGGATGA

>3equence ID 45: SI-75X16 Chain A Amino Acid Sequence

EIVLTQSPSTLSVSPGERATFSCRASQSIGTNIHWYQQKPGKPPRLLIKYASESISGIPDRFSGSGSGTEFTLTISSVQSEDFAVY
YCQONNNWPTTEFGPGTKLTVLGGGGSGGGGSGGGGSGGGGSQVOLOQOSGPGLVKPSETLSITCTVSGESLTNYGVHWI RQAPGKGL
EWLGVIWSGGNTDYNTPFTSRFTITKDNSKNQVYFKLRSVRADDTAIYYCARALTYYDYEFAYWGQGTLVTVSSGGGGSGGGGSQV
QLOESGGRLVQPGEPLSLTCKTSGIDLS SNAIGWVRQAPGKGLEWIGVIFGSGNTYYASWAKGRFTISRSTSTVYLKMNSLRSEDT
ATYYCARGGYSSDIWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQOSSG
LYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVV
DVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPIEKTI SKAKGQPREPQVYT
LPPSRDELTKNQVSLSCAVKGEFYPSDIAVEWESNGOQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPG

>Sequence ID 46: SI-75X16 Chain A Nucleotide Sequence

GAGATCGTGCTGACCCAGTCTCCTTCCACACTGTCTGTGTCTCCCGGCGAGAGAGCCACCTTCAGCTGTAGAGCCTCTCAGTCCAT
CGGCACCAACATCCACTGGTATCAGCAGAAGCCCGGCAAGCCTCCTCGGCTGCTGATTAAGTACGCCTCCGAGTCCATCAGCGGCA
TCCCTGACAGATTCTCCGGCTCTGGCTCTGGCACCGAGTTTACCCTGACCATCTCCTCCGTGCAGT CCGAGGATTTCGCCGTGTAC
TACTGCCAGCAGAACAACAACTGGCCCACCACCTTTGGACCCGGCACCAAGCTGACAGTTCTTGGCGGCGGAGGATCTGGCGGAGG
TGGAAGCGGAGGCGGAGGAAGCGGTGGCGGCGGATCTCAAGTTCAGTTGCAGCAGTCTGGCCCTGGCCTGGTCAAGCCTTCTGAGA
CACTGTCCATCACCTGTACCGTGTCCGGCTTCTCCCTGACCAATTACGGCGTGCACTGGATCAGACAGGCCCCTGGCAAAGGACTG
GAATGGCTGGGAGTGATTTGGAGCGGCGGCAACACCGACTACAACACCCCTTTCACCAGCCGGTTCACCATCACCAAGGACAACTC
CAAGAACCAGGTGTACTTCAAGCTGCGGAGCGTGCGGGCTGATGACACCGCCATCTACTACTGTGCTCGGGCCCTGACCTACTACG
ACTACGAGTTTGCTTACTGGGGCCAGGGCACCCTGGTCACAGTCTCGAGCGGCGGTGGAGGGTCCGGCGGTGGTGGATCACAAGTG
CAGTTGCAAGAAAGTGGTGGTAGACTGGTTCAGCCTGGTGAACCCTTGTCACTGACGTGTAAAACAAGCGGCATTGATCTGTCCTC
TAACGCCATCGGATGGGTCCGACAGGCCCCAGGAAAAGGTCTGGAGTGGATCGGAGTTATCTTCGGGAGCGGCAATACATACTACG
CAAGCTGGGCAAAAGGGCGATTTACGATATCACGGAGCACCTCTACAGTTTATTTGAAAATGAACTCCCTCCGGTCCGAGGATACC
GCGATATATTACTGTGCCAGAGGGGGGTACTCCTCTGATATCTGGGGGCAGGGTACACTGGTTACAGTTTCATCCGCTAGCACCAA
AGGCCCCTCTGTGTTCCCTCTGGCCCCCTCCTCCAAGAGCACCTCTGGAGGCACTGCTGCCCTGGGCTGCCTGGTGAAGGACTACT
TCCCAGAGCCTGTGACTGTGTCCTGGAACTCTGGAGCCCTGACCTCTGGAGTGCACACCTTCCCTGCTGTGCTGCAGAGCTCTGGC
CTCTACAGCCTGTCCTCTGTGGTCACTGTGCCCTCCTCCAGCCTGGGCACCCAGACCTACATCTGCAATGTGAACCACAAGCCCTC
CAACACCAAGGTGGACAAGAGAGTGGAGCCCAAGTCCTGTGACAAGACCCACACCTGCCCTCCCTGCCCAGCCCCAGAGGCTGCTG
GAGGCCCCTCTGTGTTCCTCTTCCCTCCCAAGCCCAAGGACACCCTGATGAT CTCCAGGACCCCAGAAGTCACCTGTGTGGTGGTG
GATGTGTCCCATGAAGACCCAGAAGTGAAGTTCAACTGGTATGTGGATGGAGTGGAGGTGCACAATGCCAAGACCAAGCCCAGAGA
AGAGCAGTACAACTCCACCTACCGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACTGGCTGAATGGGAAGGAGTACAAGTGTG
CTGTGTCCAACAAGGCCCTGCCTGCCCCCATTGAGAAGACCATCTCCAAGGCCAAGGGCCAGCCCAGAGAGCCCCAGGTCTACACC
CTGCCTCCCTCCAGAGATGAGCTGACCAAGAACCAGGTGTCCCTGTCCTGTGCTGTGAAAGGCTTCTACCCCAGTGACATTGCTGT
GGAGTGGGAGAGCAATGGCCAGCCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGGACTCTGATGGCTCCTTCTTCCTGGTCT
CCAAGCTGACTGTGGACAAGAGCCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGTCATGCATGAGGCCCTGCACAACCACTAC
ACCCAGAAGAGCCTGAGCCTGAGCCCTGGATGA

>Sequence ID 47: SI-75X16 Chain B Amino Acid Sequence

51



WO 2021/188736 PCT/US2021/022847

QOSALTQPASVSGSPGQSITISCTGTS SDVGGYNFVSWYQQOHPGKAPKLMIYDVSDRPSGVSDRFSGSKSGNTASLIISGLOADDEA
DYYCSSYGSSSTHVIFGGGTKVTVLGGGGSGGGGSGGGGSGGGGSQVOLOESGGGLVKPGGSLSLSCAASGFTEFSSYWMSWVRQAP
GKGLEWVANINRDGSASYYVDSVKGRFTISRDDAKNSLYLOMNSLRAEDTAVYYCARDRGVGYFDLWGRGTLVTVSSGGGGSGGGG
SDPQLTQSPSSLSATVGQRVTINCQSSQSVAKNNNLAWFQQKPGKPPKLLIYSASTLAAGVPSRESGSGSGTQFTLTITRVQSEDE
ATYYCSARDSGNIQSFGGGTRVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOQWKVDNALQSGNSQESVTEQDS
KDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPE
VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPIEKTI SKAKGQPR
EPQVYTLPPSRDELTKNQVSLWCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVMHE
ALHNRFTQOKSLSLSPG

>Sequence ID 48: SI-75X16 Chain B Nucleotide Sequence

CAGTCTGCCCTGACTCAGCCTGCCTCCGTGTCTGGGTCTCCTGGACAGTCGATCACCATCTCCTGCACTGGAACCAGCAGTGACGT
TGGTGGTTATAACTTTGTCTCCTGGTACCAACAACACCCAGGCAAAGCCCCCAAACTCATGATCTATGATGT CAGTGATCGGCCCT
CAGGGGTGTCTGATCGCTTCTCCGGCTCCAAGTCTGGCAACACGGCCTCCCTGATCATCTCTGGCCTCCAGGCTGACGACGAGGCT
GATTATTACTGCAGCTCATATGGGAGCAGCAGCACTCATGTGATTTTCGGCGGAGGGACCAAGGTGACCGTCCTAGGCGGTGGCGG
TAGTGGGGGAGGCGGTTCTGGCGGCGGAGGGTCCGGCGGTGGAGGATCACAGGTGCAATTGCAGGAGT CGGGGGGAGGCCTGGTCA
AGCCTGGAGGGTCCCTGAGCCTCTCCTGTGCAGCCTCTGGATTCACCTTTAGTAGTTATTGGATGAGCTGGGTCCGCCAGGCTCCA
GGGAAGGGGCTGGAGTGGGTGGCCAACATAAACCGCGATGGAAGTGCGAGTTACTATGTGGACT CTGTGAAGGGCCGATTCACCAT
CTCCAGAGACGACGCCAAGAACTCACTGTATCTGCAAATGAACAGCCTGAGAGCTGAGGACACGGCTGTGTATTACTGTGCGAGAG
ATCGTGGGGTGGGCTACTTCGATCTCTGGGGCCGTGGCACCCTGGTCACCGTCTCGAGTGGCGGTGGAGGGTCCGGCGGTGGTGGA
TCAGATCCTCAATTGACCCAGTCCCCTAGTAGCCTTTCTGCAACCGTGGGCCAGAGGGTAACAATCAATTGCCAGTCAAGCCAGTC
CGTAGCGAAGAATAATAATTTGGCATGGTTCCAACAAAAACCGGGTAAACCTCCTAAACTCCTTATCTACTCAGCTTCAACCCTTG
CCGCGGGTGTGCCCAGCCGGTTCTCAGGCTCAGGTTCCGGGACTCAATTTACACTTACCATCACTCGCGTCCAAAGTGAGGATTTT
GCAACCTACTATTGTTCTGCACGGGATTCCGGGAACATACAGTCCTTTGGGGGTGGAACT CGGGTGGAGATAAAACGTACGGTGGC
TGCCCCCTCTGTGTTCATCTTCCCACCCAGTGATGAGCAGCTGAAGAGTGGCACAGCCTCTGTGGTGTGCCTGCTCAACAACTTCT
ACCCCAGAGAAGCCAAGGTGCAGTGGAAGGTGGACAATGCCCTGCAGAGTGGCAACAGCCAGGAGAGTGTGACAGAGCAGGACAGC
AAGGACAGCACCTACAGCCTGTCCTCCACCCTGACCCTGTCCAAGGCTGACTATGAGAAGCACAAGGTGTATGCCTGTGAGGTGAC
CCACCAGGGCCTGAGCAGCCCTGTGACCAAGAGCTTCAACCGAGGAGAGT GTGGAGGAGACAAGACCCACACCTGCCCTCCCTGCC
CAGCCCCAGAAGCTGCTGGAGGCCCCTCTGTGTTCCTCTTCCCTCCCAAGCCCAAGGACACCCTGATGATCTCCAGGACCCCAGAA
GTCACCTGTGTGGTGGTGGATGTGTCCCATGAAGACCCAGAAGTGAAGTTCAACTGGTATGTGGATGGAGTGGAAGTGCACAATGC
CAAGACCAAGCCCAGAGAAGAGCAGTACAACAGCACCTACCGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACTGGCTGAATG
GGAAGGAGTACAAGTGTGCTGTGTCCAACAAGGCCCTGCCTGCCCCCATTGAGAAGACCATCTCCAAGGCCAAGGGCCAGCCCAGA
GAGCCCCAGGTCTACACCCTGCCTCCCTCCAGAGATGAGCTGACCAAGAACCAGGTGTCCCTGTGGTGCCTGGTGAAAGGCTTCTA
CCCCAGTGACATTGCTGTGGAGTGGGAGAGCAATGGCCAGCCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGGACTCTGATG
GCTCCTTCTTCCTGTACAGCAAGCTGACTGTGGACAAGAGCCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGTCATGCATGAG
GCCCTGCACAACCGCTTCACCCAGAAGAGCCTGAGCCTGAGCCCTGGA

>Sequence ID 49: SI-75X18 Chain A Amino Acid Sequence

QVQLQESGGRLVQPGEPLSLTCKTSGIDLS SNAIGWVRQAPGKGLEWIGVIFGSGNTYYASWAKGRFTISRSTSTVYLKMNSLRSE
DTAIYYCARGGYSSDIWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALT SGVHTFPAVLOS
SGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGP SVFLFPPKPKDTLMISRTPEVTCV
VVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCAVSNKALPAPIEKTI SKAKGQPREPQV
YTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQOGNVESCSVMHEALHN
HYTQKSLSLSPGGGGGSGGGGSQVQOLOQOSGPGLVKPSETLSITCTVSGFSLTNYGVHWIRQAPGKGLEWLGVIWSGGNTDYNTPET
SREFTITKDNSKNQVYFKLRSVRADDTAIYYCARALTYYDYEFAYWGQGTLVTVSSGGGGSGGGGSGGGGSGGGGSEIVLTQSPSTL
SVSPGERATFSCRASQSIGTNIHWYQQKPGKPPRLLIKYASESISGIPDRFSGSGSGTEFTLTISSVQSEDFAVYYCQONNNWPTT
FGPGTKLTVL

>Sequence ID 50: SI-75X18 Chain A Nucleotide Seguence

CAAGTGCAGTTGCAAGAAAGTGGTGGTAGACTGGTTCAGCCTGGTGAACCCTTGTCACTGACGTGTAAAACAAGCGGCATTGATCT
GTCCTCTAACGCCATCGGATGGGTCCGACAGGCCCCAGGAAAAGGT CTGGAGTGGATCGGAGTTATCTTCGGGAGCGGCAATACAT
ACTACGCAAGCTGGGCAAAAGGGCGATTTACGATAT CACGGAGCACCTCTACAGTTTATTTGAAAATGAACTCCCTCCGGTCCGAG
GATACCGCGATATATTACTGTGCCAGAGGGGGGTACTCCTCTGATATCTGGGGGCAGGGTACACTGGTTACAGTTTCATCCGCTAG
CACCAAAGGCCCCTCTGTGTTCCCTCTGGCCCCCTCCTCCAAGAGCACCTCTGGAGGCACTGCTGCCCTGGGCTGCCTGGTGAAGG
ACTACTTCCCAGAGCCTGTGACTGTGTCCTGGAACTCTGGAGCCCTGACCTCTGGAGTGCACACCTTCCCTGCTGTGCTGCAGAGC
TCTGGCCTCTACAGCCTGTCCTCTGTGGTCACTGTGCCCTCCTCCAGCCTGGGCACCCAGACCTACATCTGCAATGTGAACCACAA
GCCCTCCAACACCAAGGTGGACAAGAGAGTGGAGCCCAAGTCCTGTGACAAGACCCACACCTGCCCTCCCTGCCCAGCCCCAGAGG
CTGCTGGAGGCCCCTCTGTGTTCCTCTTCCCTCCCAAGCCCAAGGACACCCTGATGATCTCCAGGACCCCAGAAGTCACCTGTGTG
GTGGTGGATGTGTCCCATGAAGACCCAGAAGTGAAGTTCAACTGGTATGTGGATGGAGTGGAGGTGCACAATGCCAAGACCAAGCC
CAGAGAAGAGCAGTACAACTCCACCTACCGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACTGGCTGAATGGGAAGGAGTACA
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AGTGTGCTGTGTCCAACAAGGCCCTGCCTGCCCCCATTGAGAAGACCATCTCCAAGGCCAAGGGCCAGCCCAGAGAGCCCCAGGTC
TACACCCTGCCTCCCTCCAGAGATGAGCTGACCAAGAACCAGGTGTCCCTGTCCTGTGCTGTGAAAGGCTTCTACCCCAGTGACAT
TGCTGTGGAGTGGGAGAGCAATGGCCAGCCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGGACTCTGATGGCTCCTTCTTCC
TGGTCTCCAAGCTGACTGTGGACAAGAGCCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGTCATGCATGAGGCCCTGCACAAC
CACTACACCCAGAAGAGCCTGAGCCTGAGCCCTGGAGGAGGAGGAGGCTCTGGAGGAGGAGGATCCCAAGTTCAGTTGCAGCAGTC
TGGCCCTGGCCTGGTCAAGCCTTCTGAGACACTGTCCATCACCTGTACCGTGTCCGGCTTCTCCCTGACCAATTACGGCGTGCACT
GGATCAGACAGGCCCCTGGCAAAGGACTGGAATGGCTGGGAGTGATTT GGAGCGGCGGCAACACCGACTACAACACCCCTTTCACC
AGCCGGTTCACCATCACCAAGGACAACTCCAAGAACCAGGTGTACTTCAAGCTGCGGAGCGTGCGGGCTGATGACACCGCCATCTA
CTACTGTGCTCGGGCCCTGACCTACTACGACTACGAGTTTGCTTACTGGGGCCAGGGCACCCTGGTCACAGTTTCTTCTGGTGGTG
GTGGTTCAGGCGGGGGGGGTTCCGGCGGAGGCGGTTCTGGGGGTGGAGGTTCCGAGATCGTGCTGACCCAGTCTCCTTCCACACTG
TCTGTGTCTCCCGGCGAGAGAGCCACCTTCAGCTGTAGAGCCTCTCAGTCCATCGGCACCAACATCCACTGGTATCAGCAGAAGCC
CGGCAAGCCTCCTCGGCTGCTGATTAAGTACGCCTCCGAGTCCATCAGCGGCATCCCTGACAGATTCTCCGGCTCTGGCTCTGGCA
CCGAGTTTACCCTGACCATCTCCTCCGTGCAGTCCGAGGATTTCGCCGTGTACTACTGCCAGCAGAACAACAACTGGCCCACCACC
TTTGGACCCGGCACCAAGCTGACCGTGCTGTGA

>3equence ID 51: SI-75X18 Chain B Amino Acid Sequence

DPQLTQSPSSLSATVGQRVTINCQSSQSVAKNNNLAWFQOKPGKPPKLLIYSASTLAAGVPSRESGSGSGTQFTLTITRVQSEDFA
TYYCSARDSGNIQSFGGGTRVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQSGNSQESVTEQDSK
DSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMI SRTPEV
TCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCAVSNKALPAPIEKTISKAKGQPRE
POVYTLPPSRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVMHEA
LHNRFTQKSLSLSPGGGGGSGGGGSQVQLOESGGGLVKPGGSLSLSCAASGEFTESSYWMSWVRQAPGKGLEWVANINRDGSASYYV
DSVKGRFTISRDDAKNSLYLOMNS LRAEDTAVYYCARDRGVGYFDLWGRGTLVTVSSGGGGSGGGGSGGGGSQSALTQPASVSGSP
GQOSITISCTGTSSDVGGYNFVSWYQQHPGKAPKLMIYDVSDRPSGVSDRESGSKSGNTASLIISGLOADDEADYYCSSYGSSSTHV
IFGGGTKVTVL

>3equence ID 52: SI-75X18 Chain B Nucleotide Sequence

GATCCTCAATTGACCCAGTCCCCTAGTAGCCTTTCTGCAACCGTGGGCCAGAGGGTAACAATCAATTGCCAGTCAAGCCAGTCCGT
AGCGAAGAATAATAATTTGGCATGGTTCCAACAAAAACCGGGTAAACCTCCTAAACTCCTTATCTACTCAGCTTCAACCCTTGCCG
CGGGTGTGCCCAGCCGGTTCTCAGGCTCAGGTTCCGGGACTCAATTTACACTTACCATCACTCGCGTCCAAAGTGAGGATTTTGCA
ACCTACTATTGTTCTGCACGGGATTCCGGGAACATACAGTCCTTTGGGGGTGGAACTCGGGTGGAGATAAAACGTACGGTGGCTGC
CCCCTCTGTGTTCATCTTCCCACCCAGTGATGAGCAGCTGAAGAGTGGCACAGCCTCTGTGGTGTGCCTGCTCAACAACTTCTACC
CCAGAGAAGCCAAGGTGCAGTGGAAGGTGGACAATGCCCTGCAGAGTGGCAACAGCCAGGAGAGTGTGACAGAGCAGGACAGCAAG
GACAGCACCTACAGCCTGTCCTCCACCCTGACCCTGTCCAAGGCTGACTATGAGAAGCACAAGGTGTATGCCTGTGAGGTGACCCA
CCAGGGCCTGAGCAGCCCTGTGACCAAGAGCTTCAACCGAGGAGAGTGTGGAGGAGACAAGACCCACACCTGCCCTCCCTGCCCAG
CCCCAGAAGCTGCTGGAGGCCCCTCTGTGTTCCTCTTCCCTCCCAAGCCCAAGGACACCCTGATGATCTCCAGGACCCCAGAAGTC
ACCTGTGTGGTGGTGGATGTGTCCCATGAAGACCCAGAAGTGAAGTTCAACTGGTATGTGGATGGAGTGGAAGTGCACAATGCCAA
GACCAAGCCCAGAGAAGAGCAGTACAACAGCACCTACCGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACTGGCTGAATGGGA
AGGAGTACAAGTGTGCTGTGTCCAACAAGGCCCTGCCTGCCCCCATTGAGAAGACCATCTCCAAGGCCAAGGGCCAGCCCAGAGAG
CCCCAGGTCTACACCCTGCCTCCCTCCAGAGATGAGCTGACCAAGAACCAGGTGTCCCTGTGGTGCCTGGTGAAAGGCTTCTACCC
CAGTGACATTGCTGTGGAGT GGGAGAGCAATGGCCAGCCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGGACTCTGATGGCT
CCTTCTTCCTGTACAGCAAGCTGACTGTGGACAAGAGCCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGTCATGCATGAGGCC
CTGCACAACCGCTTCACCCAGAAGAGCCTGAGCCTGAGCCCTGGAGGAGGAGGAGGCTCTGGAGGAGGAGGATCCCAGGTGCAGCT
GCAGGAGTCGGGGGGAGGCCTGGTCAAGCCTGGAGGGTCCCTGAGCCTCTCCTGTGCAGCCTCTGGATTCACCTTTAGTAGTTATT
GGATGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGGTGGCCAACATAAACCGCGATGGAAGTGCGAGTTACTATGTG
GACTCTGTGAAGGGCCGATTCACCATCTCCAGAGACGACGCCAAGAACTCACTGTATCTGCAAATGAACAGCCTGAGAGCTGAGGA
CACGGCTGTGTATTACTGTGCGAGAGATCGTGGGGTGGGCTACTTCGATCTCTGGGGCCGTGGCACCCTGGTCACCGTGTCTAGCG
GTGGAGGCGGTTCAGGCGGAGGTGGTTCCGGCGGTGGCGGCTCCCAGTCTGCCCTGACTCAGCCTGCCTCCGTGTCTGGGTCTCCT
GGACAGTCGATCACCATCTCCTGCACTGGAACCAGCAGTGACGTTGGTGGTTATAACTTTGTCTCCTGGTACCAACAACACCCAGG
CAAAGCCCCCAAACTCATGATCTATGATGTCAGTGATCGGCCCTCAGGGGTGTCTGATCGCTTCTCCGGCTCCAAGTCTGGCAACA
CGGCCTCCCTGATCATCTCTGGCCTCCAGGCTGACGACGAGGCTGATTATTACTGCAGCTCATATGGGAGCAGCAGCACTCATGTG
ATTTTCGGCGGAGGGACCAAGGTGACCGTCCTATAA

>Sequence ID 53: SI-75X1 Chain A Amino Acid Sequence

EIVLTQSPSTLSVSPGERATFSCRASQSIGTNIHWYQQKPGKPPRLLIKYASESISGIPDRFSGSGSGTEFTLTISSVQSEDFAVY
YCOONNNWPTTEFGPGTKLTVLGGGGSGGGGSGGGGSGGGGSQVOLOQSGPGLVKPSETLSITCTVSGEFSLTNYGVHWIRQAPGKGL
EWLGVIWSGGNTDYNTPFTSREFTITKDNSKNQVYFKLRSVRADDTAIYYCARALTYYDYEFAYWGQGTLVTVSSGGGGSGGGGSEV
QLVESGGGLVQPGGSLRLSCAASGFTISTNAMSWVRQAPGKGLEWIGVITGRDITYYASWAKGRFTISRDNSKNTLYLOMNSLRAE
DTAVYYCARDGGSSAITSNNIWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTEP
AVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMI SRTP
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EVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPIEKTISKAKGQP
REPQVYTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVESCSVMH
EALHNHYTQKSLSLSPG

>Sequence ID 54: SI-75X1 Chain A Nucleotide Sequence

GAAATCGTCCTTACACAATCTCCTAGCACACTGAGTGTGAGCCCCGGCGAACGCGCGACTTTCTCTTGCAGGGCAAGTCAATCCAT
AGGGACTAATATACATTGGTATCAACAAAAGCCAGGTAAACCACCCAGGCTTTTGATTAAGTATGCAAGTGAGTCTATTTCCGGTA
TCCCTGACCGCTTCTCTGGATCAGGCAGTGGCACAGAGTTCACACTCACCATATCTAGTGTGCAAT CAGAGGACTTCGCCGTGTAT
TACTGCCAACAGAATAATAACTGGCCGACTACCTTCGGACCCGGTACAAAGCTGACCGTTTTAGGCGGTGGCGGTAGTGGGGGAGG
CGGTTCTGGCGGCGGAGGGTCCGGCGGTGGAGGATCACAAGTACAGTTGCAGCAATCCGGTCCCGGTCTCGTCAAACCGAGTGAGA
CGCTTAGTATAACGTGTACTGTTTCAGGCTTTAGCCTTACGAACTATGGAGTTCACTGGATTCGGCAGGCACCCGGCAAAGGTTTG
GAATGGCTGGGTGTTATTTGGTCAGGTGGAAATACAGACTATAACACCCCCTTTACAAGTCGGTTCACAATTACGAAAGATAATTC
CAAAAATCAAGTTTATTTCAAGTTGAGATCCGTCCGCGCGGACGACACTGCGATCTACTATTGTGCGAGGGCACTGACCTACTACG
ATTACGAATTTGCGTATTGGGGGCAAGGGACTCTTGTAACAGTCTCGAGCGGCGGTGGAGGGTCCGGCGGTGGTGGATCAGAGGTG
CAGCTGGTGGAGTCTGGGGGAGGCTTGGTCCAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCACCATCAGTAC
CAATGCAATGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGATCGGAGTCATTACTGGTCGTGATATCACATACTACG
CGAGCTGGGCGAAAGGCAGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTTCAAATGAACAGCCTGAGAGCCGAG
GACACGGCTGTGTATTACTGTGCGAGAGACGGTGGTTCTTCTGCTATTACTAGTAACAACATTTGGGGCCAGGGAACCCTGGTCAC
CGTGTCCTCAGCTAGCACCAAAGGCCCCTCTGTGTTCCCTCTGGCCCCCTCCTCCAAGAGCACCTCTGGAGGCACTGCTGCCCTGG
GCTGCCTGGTGAAGGACTACTTCCCAGAGCCTGTGACTGTGTCCTGGAACTCTGGAGCCCTGACCTCTGGAGTGCACACCTTCCCT
GCTGTGCTGCAGAGCTCTGGCCTCTACAGCCTGTCCTCTGTGGTCACTGTGCCCTCCTCCAGCCTGGGCACCCAGACCTACATCTG
CAATGTGAACCACAAGCCCTCCAACACCAAGGTGGACAAGAGAGTGGAGCCCAAGTCCTGTGACAAGACCCACACCTGCCCTCCCT
GCCCAGCCCCAGAGGCTGCTGGAGGCCCCTCTGTGTTCCTCTTCCCTCCCAAGCCCAAGGACACCCTGATGATCTCCAGGACCCCA
GAAGTCACCTGTGTGGTGGTGGATGTGTCCCATGAAGACCCAGAAGTGAAGTTCAACTGGTATGTGGATGGAGT GGAGGTGCACAA
TGCCAAGACCAAGCCCAGAGAAGAGCAGTACAACTCCACCTACCGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACTGGCTGA
ATGGGAAGGAGTACAAGTGTGCTGTGTCCAACAAGGCCCTGCCTGCCCCCATTGAGAAGACCATCTCCAAGGCCAAGGGCCAGCCC
AGAGAGCCCCAGGTCTACACCCTGCCTCCCTCCAGAGATGAGCTGACCAAGAACCAGGTGTCCCTGTCCTGTGCTGTGAAAGGCTT
CTACCCCAGTGACATTGCTGTGGAGTGGGAGAGCAATGGCCAGCCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGGACTCTG
ATGGCTCCTTCTTCCTGGTCTCCAAGCTGACTGTGGACAAGAGCCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGTCATGCAT
GAGGCCCTGCACAACCACTACACCCAGAAGAGCCTGAGCCTGAGCCCTGGATGA

>Sequence ID 55: SI-75X1 Chain B Amino Acid Sequence

DVVMTQSPSTLSASVGDRVTINCQASESIS SWLAWYQQOKPGKAPKLLIYEASKLASGVPSRFSGSGSGTEFTLTISSLOPDDFATY
YCOGYFYFISRTYVNSFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQSGNSQESVTEQD
SKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTP
EVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCAVSNKALPAPIEKTISKAKGOP
REPQVYTLPPSRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY SKLTVDKSRWOQGNVFESCSVMH
EALHNRFTQKSLSLSPG

>Sequence ID 56: SI-75X1 Chain B Nucleotide Sequence

GACGTGGTCATGACACAGAGCCCTTCCACACTGTCTGCCTCCGTGGGCGATAGAGTGACCATCAACTGTCAGGCCTCCGAGTCCAT
CTCCTCTTGGCTGGCTTGGTATCAGCAGAAGCCTGGCAAGGCCCCTAAGCTGCTGATCTACGAGGCTTCCAAGCTGGCCTCTGGCG
TGCCCTCTAGATTTTCCGGCTCTGGCTCTGGCACCGAGTTTACCCTGACAATCTCCAGCCTGCAGCCTGACGACTTCGCCACCTAC
TACTGCCAAGGCTACTTCTACTTCATCTCCCGGACCTACGTGAACTCCTTCGGCGGAGGCACCAAGGTGGAGATCAAGCGTACGGT
GGCTGCCCCCTCTGTGTTCATCTTCCCACCCAGTGATGAGCAGCTGAAGAGTGGCACAGCCTCTGTGGTGTGCCTGCTCAACAACT
TCTACCCCAGAGAAGCCAAGGTGCAGTGGAAGGTGGACAATGCCCTGCAGAGTGGCAACAGCCAGGAGAGTGTGACAGAGCAGGAC
AGCAAGGACAGCACCTACAGCCTGTCCTCCACCCTGACCCTGTCCAAGGCTGACTATGAGAAGCACAAGGTGTATGCCTGTGAGGT
GACCCACCAGGGCCTGAGCAGCCCTGTGACCAAGAGCTTCAACCGAGGAGAGTGTGGAGGAGACAAGACCCACACCTGCCCTCCCT
GCCCAGCCCCAGAAGCTGCTGGAGGCCCCTCTGTGTTCCTCTTCCCTCCCAAGCCCAAGGACACCCTGATGATCTCCAGGACCCCA
GAAGTCACCTGTGTGGTGGTGGATGTGTCCCATGAAGACCCAGAAGTGAAGTTCAACTGGTATGTGGATGGAGT GGAAGTGCACAA
TGCCAAGACCAAGCCCAGAGAAGAGCAGTACAACAGCACCTACCGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACTGGCTGA
ATGGGAAGGAGTACAAGTGTGCTGTGTCCAACAAGGCCCTGCCTGCCCCCATTGAGAAGACCATCTCCAAGGCCAAGGGCCAGCCC
AGAGAGCCCCAGGTCTACACCCTGCCTCCCTCCAGAGATGAGCTGACCAAGAACCAGGTGTCCCTGTGGTGCCTGGTGAAAGGCTT
CTACCCCAGTGACATTGCTGTGGAGTGGGAGAGCAATGGCCAGCCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGGACTCTG
ATGGCTCCTTCTTCCTGTACAGCAAGCTGACTGTGGACAAGAGCCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGTCATGCAT
GAGGCCCTGCACAACCGCTTCACCCAGAAGAGCCTGAGCCTGAGCCCTGGATGA

>Sequence ID 57: SI-75X2 Chain A Amino Acid Sequence
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EVQLVESGGGLVQPGGSLRLSCAASGFTISTNAMSWVRQAPGKGLEWIGVITGRDITYYASWAKGRFTISRDNSKNTLYLOMNSLR
AEDTAVYYCARDGGSSAITSNNIWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHT
FPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMI SR
TPEVTCVVVDVSHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCAVSNKALPAPIEKTISKAKG
QPREPQVYTLPPSRDELTKNQVSLSCAVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVESCSV
MHEALHNHYTQKSLSLSPG

>3equence ID 58: SI-75X2 Chain A Nucleotide Sequence

GAGGTGCAGCTGGTTGAATCTGGCGGAGGATTGGTTCAGCCTGGCGGCTCTCTGAGACTGTCTTGTGCCGCTTCTGGCTTCACCAT
CTCCACCAACGCCATGTCCTGGGTCCGACAGGCTCCTGGCAAAGGCCTGGAATGGATCGGCGTGATCACCGGCAGAGATATTACCT
ACTACGCCTCCTGGGCCAAGGGCAGATTCACCATCAGCCGGGACAACTCCAAGAACACCCTGTACCTGCAGATGAACTCCCTGAGA
GCCGAGGACACCGCCGTGTACTACTGTGCTAGAGATGGCGGCAGCAGCGCCATCACCTCCAACAATATTTGGGGCCAGGGCACCCT
GGTCACTGTGTCCTCTGCTAGCACCAAAGGCCCCTCTGTGTTCCCTCTGGCCCCCTCCTCCAAGAGCACCTCTGGAGGCACTGCTG
CCCTGGGCTGCCTGGTGAAGGACTACTTCCCAGAGCCTGTGACTGTGTCCTGGAACTCTGGAGCCCTGACCTCTGGAGTGCACACC
TTCCCTGCTGTGCTGCAGAGCTCTGGCCTCTACAGCCTGTCCTCTGTGGTCACTGTGCCCTCCTCCAGCCTGGGCACCCAGACCTA
CATCTGCAATGTGAACCACAAGCCCTCCAACACCAAGGTGGACAAGAGAGTGGAGCCCAAGTCCTGTGACAAGACCCACACCTGCC
CTCCCTGCCCAGCCCCAGAGGCTGCTGGAGGCCCCTCTGTGTTCCTCTTCCCTCCCAAGCCCAAGGACACCCTGATGATCTCCAGG
ACCCCAGAAGTCACCTGTGTGGTGGTGGATGTGTCCCATGAAGACCCAGAAGTGAAGTTCAACTGGTATGTGGATGGAGT GGAGGT
GCACAATGCCAAGACCAAGCCCAGAGAAGAGCAGTACAACTCCACCTACCGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACT
GGCTGAATGGGAAGGAGTACAAGTGTGCTGTGTCCAACAAGGCCCTGCCTGCCCCCATTGAGAAGACCATCTCCAAGGCCAAGGGC
CAGCCCAGAGAGCCCCAGGTCTACACCCTGCCTCCCTCCAGAGATGAGCTGACCAAGAACCAGGTGTCCCTGTCCTGTGCTGTGAA
AGGCTTCTACCCCAGTGACATTGCTGTGGAGTGGGAGAGCAATGGCCAGCCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGG
ACTCTGATGGCTCCTTCTTCCTGGTCTCCAAGCTGACTGTGGACAAGAGCCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGTC
ATGCATGAGGCCCTGCACAACCACTACACCCAGAAGAGCCTGAGCCTGAGCCCTGGATGA

>3equence ID 59: SI-75X2 Chain B Amino Acid Sequence

OSALTQPASVSGSPGQSITISCTGTS SDVGGYNFVSWYQOHPGKAPKLMIYDVSDRPSGVSDRFSGSKSGNTASLIISGLOADDEA
DYYCSSYGSSSTHVIFGGGTKVTVLGGGGSGGGGSGGGGSGGGGSQVOLOESGGGLVKPGGSLSLSCAASGFTEFSSYWMSWVRQAP
GKGLEWVANINRDGSASYYVDSVKGRFTISRDDAKNSLYLOMNSLRAEDTAVYYCARDRGVGYFDLWGRGTLVTVSSGGGGSGGGG
SDVVMTQSPSTLSASVGDRVTINCQASESI SSWLAWYQQKPGKAPKLLIYEASKLASGVPSRESGSGSGTEFTLTISSLOPDDFAT
YYCQGYFYFISRTYVNSFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOQWKVDNALQSGNSQESVTEQ
DSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLS SPVTKSFNRGECGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCAVSNKALPAPIEKTI SKAKGQ
PREPQVYTLPPSRDELTKNQVSLWCLVKGFYPSDIAVEWESNGOQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVM
HEALHNRFTQKSLSLSPG

>3equence ID 60: SI-75X2 Chain B Nucleotide Sequence

CAGTCTGCCCTGACTCAGCCTGCCTCCGTGTCTGGGTCTCCTGGACAGTCGATCACCATCTCCTGCACTGGAACCAGCAGTGACGT
TGGTGGTTATAACTTTGTCTCCTGGTACCAACAACACCCAGGCAAAGCCCCCAAACTCATGATCTATGATGTCAGTGATCGGCCCT
CAGGGGTGTCTGATCGCTTCTCCGGCTCCAAGTCTGGCAACACGGCCTCCCTGATCATCTCTGGCCTCCAGGCTGACGACGAGGCT
GATTATTACTGCAGCTCATATGGGAGCAGCAGCACTCATGTGATTTTCGGCGGAGGGACCAAGGTGACCGTCCTAGGCGGTGGCGG
TAGTGGGGGAGGCGGTTCTGGCGGCGGAGGGTCCGGCGGTGGAGGATCACAGGTGCAATTGCAGGAGT CGGGGGGAGGCCTGGTCA
AGCCTGGAGGGTCCCTGAGCCTCTCCTGTGCAGCCTCTGGATTCACCTTTAGTAGTTATTGGATGAGCTGGGTCCGCCAGGCTCCA
GGGAAGGGGCTGGAGTGGGTGGCCAACATAAACCGCGATGGAAGTGCGAGTTACTATGTGGACTCTGTGAAGGGCCGATTCACCAT
CTCCAGAGACGACGCCAAGAACTCACTGTATCTGCAAATGAACAGCCTGAGAGCTGAGGACACGGCTGTGTATTACTGTGCGAGAG
ATCGTGGGGTGGGCTACTTCGATCTCTGGGGCCGTGGCACCCTGGTCACCGTCTCGAGCGGCGGTGGAGGGTCCGGCGGTGGTGGA
TCAGACGTCGTGATGACCCAGTCTCCTTCCACCCTGTCTGCATCTGTAGGAGACAGAGTCACCATCAATTGCCAAGCCAGTGAGAG
CATTAGCAGTTGGTTAGCCTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAGCTCCTGATCTATGAAGCATCCAAACTGGCATCTG
GGGTCCCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGAATTCACTCTCACCATCAGCAGCCTGCAGCCTGATGATTTTGCAACT
TATTACTGCCAAGGCTATTTTTATTTTATTAGTCGTACTTATGTAAATTCTTTCGGCGGAGGGACCAAGGTGGAGATCAAACGTAC
GGTGGCTGCCCCCTCTGTGTTCATCTTCCCACCCAGTGATGAGCAGCTGAAGAGTGGCACAGCCTCTGTGGTGTGCCTGCTCAACA
ACTTCTACCCCAGAGAAGCCAAGGTGCAGTGGAAGGTGGACAATGCCCTGCAGAGTGGCAACAGCCAGGAGAGTGTGACAGAGCAG
GACAGCAAGGACAGCACCTACAGCCTGTCCTCCACCCTGACCCTGTCCAAGGCTGACTATGAGAAGCACAAGGTGTATGCCTGTGA
GGTGACCCACCAGGGCCTGAGCAGCCCTGTGACCAAGAGCTTCAACCGAGGAGAGT GTGGAGGAGACAAGACCCACACCTGCCCTC
CCTGCCCAGCCCCAGAAGCTGCTGGAGGCCCCTCTGTGTTCCTCTTCCCTCCCAAGCCCAAGGACACCCTGATGATCTCCAGGACC
CCAGAAGTCACCTGTGTGGTGGTGGATGTGTCCCATGAAGACCCAGAAGTGAAGTTCAACTGGTATGTGGATGGAGTGGAAGTGCA
CAATGCCAAGACCAAGCCCAGAGAAGAGCAGTACAACAGCACCTACCGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACTGGC
TGAATGGGAAGGAGTACAAGTGTGCTGTGTCCAACAAGGCCCTGCCTGCCCCCATTGAGAAGACCATCTCCAAGGCCAAGGGCCAG
CCCAGAGAGCCCCAGGTCTACACCCTGCCTCCCTCCAGAGATGAGCTGACCAAGAACCAGGTGTCCCTGTGGTGCCTGGTGAAAGG
CTTCTACCCCAGTGACATTGCTGTGGAGTGGGAGAGCAATGGCCAGCCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGGACT
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CTGATGGCTCCTTCTTCCTGTACAGCAAGCTGACTGTGGACAAGAGCCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGTCATG
CATGAGGCCCTGCACAACCGCTTCACCCAGAAGAGCCTGAGCCTGAGCCCTGGATGA

>Sequence ID 61: SI-7502 Chain A Amino Acid Sequence

EVQLVESGGGLVQPGGSLRLSCAASGFTISTNAMSWVROQAPGKGLEWIGVITGRDITYYASWAKGREFTISRDNSKNTLYLOMNSLR
AEDTAVYYCARDGGSSAITSNNIWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHT
FPAVLQOSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMI SR
TPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPTIEKTISKAKG
QPREPQVYTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVESCSV
MHEALHNHYTQKSLSLSPG

>Sequence ID 62: SI-7502 Chain A Nucleotide Sequence

GAGGTGCAGCTGGTTGAATCTGGCGGAGGATTGGTTCAGCCTGGCGGCTCTCTGAGACTGTCTTGTGCCGCTTCTGGCTTCACCAT
CTCCACCAACGCCATGTCCTGGGTCCGACAGGCTCCTGGCAAAGGCCTGGAATGGATCGGCGTGATCACCGGCAGAGATATTACCT
ACTACGCCTCCTGGGCCAAGGGCAGATTCACCATCAGCCGGGACAACTCCAAGAACACCCTGTACCTGCAGATGAACTCCCTGAGA
GCCGAGGACACCGCCGTGTACTACTGTGCTAGAGATGGCGGCAGCAGCGCCATCACCTCCAACAATATTTGGGGCCAGGGCACCCT
GGTCACTGTGTCCTCTGCTAGCACCAAAGGCCCCTCTGTGTTCCCTCTGGCCCCCTCCTCCAAGAGCACCTCTGGAGGCACTGCTG
CCCTGGGCTGCCTGGTGAAGGACTACTTCCCAGAGCCTGTGACTGTGTCCTGGAACTCTGGAGCCCTGACCTCTGGAGTGCACACC
TTCCCTGCTGTGCTGCAGAGCTCTGGCCTCTACAGCCTGTCCTCTGTGGTCACTGTGCCCTCCTCCAGCCTGGGCACCCAGACCTA
CATCTGCAATGTGAACCACAAGCCCTCCAACACCAAGGTGGACAAGAGAGTGGAGCCCAAGTCCTGTGACAAGACCCACACCTGCC
CTCCCTGCCCAGCCCCAGAGGCTGCTGGAGGCCCCTCTGTGTTCCTCTTCCCTCCCAAGCCCAAGGACACCCTGATGATCTCCAGG
ACCCCAGAAGTCACCTGTGTGGTGGTGGATGTGTCCCATGAAGACCCAGAAGTGAAGTTCAACTGGTATGTGGATGGAGTGGAGGT
GCACAATGCCAAGACCAAGCCCAGAGAAGAGCAGTACAACTCCACCTACCGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACT
GGCTGAATGGGAAGGAGTACAAGTGTGCTGTGTCCAACAAGGCCCTGCCTGCCCCCATTGAGAAGACCAT CTCCAAGGCCAAGGGC
CAGCCCAGAGAGCCCCAGGTCTACACCCTGCCTCCCTCCAGAGATGAGCTGACCAAGAACCAGGTGTCCCTGTCCTGTGCTGTGAA
AGGCTTCTACCCCAGTGACATTGCTGTGGAGTGGGAGAGCAATGGCCAGCCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGG
ACTCTGATGGCTCCTTCTTCCTGGTCTCCAAGCTGACTGTGGACAAGAGCCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGTC
ATGCATGAGGCCCTGCACAACCACTACACCCAGAAGAGCCTGAGCCTGAGCCCTGGATGA

>Sequence ID 63: SI-7502 Chain B Amino Acid Sequence

DVVMTQSPSTLSASVGDRVTINCQASESISSWLAWYQQKPGKAPKLLIYEASKLASGVPSRFSGSGSGTEFTLTISSLOPDDFATY
YCOGYFYFISRTYVNSFGGGTKVEIKRTVAAPSVEFIFPPSDEQLKSGTASVVCLLNNEFYPREAKVOQWKVDNALQSGNSQESVTEQD
SKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGGDKTHTCPPCPAPEAAGGPSVEFLFPPKPKDTLMI SRTP
EVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCAVSNKALPAPIEKTISKAKGQP
REPQVYTLPPSRDELTKNQVSLWCLVKGFYPSDIAVEWESNGOQPENNYKTTPPVLDSDGSFFLY SKLTVDKSRWQQGNVESCSVMH
EALHNRFTQKSLSLSPG

>Sequence ID 64: SI-7502 Chain B Nucleotide Sequence

GACGTGGTCATGACACAGAGCCCTTCCACACTGTCTGCCTCCGTGGGCGATAGAGTGACCATCAACTGTCAGGCCTCCGAGTCCAT
CTCCTCTTGGCTGGCTTGGTATCAGCAGAAGCCTGGCAAGGCCCCTAAGCTGCTGATCTACGAGGCTTCCAAGCTGGCCTCTGGCG
TGCCCTCTAGATTTTCCGGCTCTGGCTCTGGCACCGAGTTTACCCTGACAAT CTCCAGCCTGCAGCCTGACGACTTCGCCACCTAC
TACTGCCAAGGCTACTTCTACTTCATCTCCCGGACCTACGTGAACTCCTTCGGCGGAGGCACCAAGGTGGAGAT CAAGCGTACGGT
GGCTGCCCCCTCTGTGTTCATCTTCCCACCCAGTGATGAGCAGCTGAAGAGTGGCACAGCCTCTGTGGTGTGCCTGCTCAACAACT
TCTACCCCAGAGAAGCCAAGGTGCAGTGGAAGGTGGACAATGCCCTGCAGAGTGGCAACAGCCAGGAGAGTGTGACAGAGCAGGAC
AGCAAGGACAGCACCTACAGCCTGTCCTCCACCCTGACCCTGTCCAAGGCTGACTATGAGAAGCACAAGGTGTATGCCTGTGAGGT
GACCCACCAGGGCCTGAGCAGCCCTGTGACCAAGAGCTTCAACCGAGGAGAGTGTGGAGGAGACAAGACCCACACCTGCCCTCCCT
GCCCAGCCCCAGAAGCTGCTGGAGGCCCCTCTGTGTTCCTCTTCCCTCCCAAGCCCAAGGACACCCTGATGATCTCCAGGACCCCA
GAAGTCACCTGTGTGGTGGTGGATGTGTCCCATGAAGACCCAGAAGTGAAGTTCAACTGGTATGTGGATGGAGTGGAAGTGCACAA
TGCCAAGACCAAGCCCAGAGAAGAGCAGTACAACAGCACCTACCGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACTGGCTGA
ATGGGAAGGAGTACAAGTGTGCTGTGTCCAACAAGGCCCTGCCTGCCCCCATTGAGAAGACCATCTCCAAGGCCAAGGGCCAGCCC
AGAGAGCCCCAGGTCTACACCCTGCCTCCCTCCAGAGATGAGCTGACCAAGAACCAGGTGTCCCTGTGGTGCCTGGTGAAAGGCTT
CTACCCCAGTGACATTGCTGTGGAGTGGGAGAGCAATGGCCAGCCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGGACTCTG
ATGGCTCCTTCTTCCTGTACAGCAAGCTGACTGTGGACAAGAGCCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGTCATGCAT
GAGGCCCTGCACAACCGCTTCACCCAGAAGAGCCTGAGCCTGAGCCCTGGATGA

>Sequence ID 65: SI-7507 Chain A Amino Acid Sequence

QVQLQESGGRLVQPGEPLSLTCKTSGIDLS SNAIGWVRQAPGKGLEWIGVIFGSGNTYYASWAKGRFTISRSTSTVYLKMNSLRSE
DTAIYYCARGGYSSDIWGQGTLVTVSSASTKGPSVEFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALT SGVHTFPAVLOS
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SGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGP SVFLFPPKPKDTLMISRTPEVTCV
VVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCAVSNKALPAPIEKTI SKAKGQPREPQV
YTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQOGNVESCSVMHEALHN
HYTQKSLSLSPG

>Sequence ID 66: SI-7507 Chain A Nucleotide Sequence

CAAGTGCAGTTGCAAGAAAGTGGTGGTAGACTGGTTCAGCCTGGTGAACCCTTGTCACTGACGTGTAAAACAAGCGGCATTGATCT
GTCCTCTAACGCCATCGGATGGGTCCGACAGGCCCCAGGAAAAGGT CTGGAGTGGATCGGAGTTATCTTCGGGAGCGGCAATACAT
ACTACGCAAGCTGGGCAAAAGGGCGATTTACGATAT CACGGAGCACCTCTACAGTTTATTTGAAAATGAACTCCCTCCGGTCCGAG
GATACCGCGATATATTACTGTGCCAGAGGGGGGTACTCCTCTGATATCTGGGGGCAGGGTACACTGGTTACAGTTTCATCCGCTAG
CACCAAAGGCCCCTCTGTGTTCCCTCTGGCCCCCTCCTCCAAGAGCACCTCTGGAGGCACTGCTGCCCTGGGCTGCCTGGTGAAGG
ACTACTTCCCAGAGCCTGTGACTGTGTCCTGGAACTCTGGAGCCCTGACCTCTGGAGTGCACACCTTCCCTGCTGTGCTGCAGAGC
TCTGGCCTCTACAGCCTGTCCTCTGTGGTCACTGTGCCCTCCTCCAGCCTGGGCACCCAGACCTACATCTGCAATGTGAACCACAA
GCCCTCCAACACCAAGGTGGACAAGAGAGTGGAGCCCAAGTCCTGTGACAAGACCCACACCTGCCCTCCCTGCCCAGCCCCAGAGG
CTGCTGGAGGCCCCTCTGTGTTCCTCTTCCCTCCCAAGCCCAAGGACACCCTGATGATCTCCAGGACCCCAGAAGTCACCTGTGTG
GTGGTGGATGTGTCCCATGAAGACCCAGAAGTGAAGTTCAACTGGTATGTGGATGGAGTGGAGGTGCACAATGCCAAGACCAAGCC
CAGAGAAGAGCAGTACAACTCCACCTACCGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACTGGCTGAATGGGAAGGAGTACA
AGTGTGCTGTGTCCAACAAGGCCCTGCCTGCCCCCATTGAGAAGACCATCTCCAAGGCCAAGGGCCAGCCCAGAGAGCCCCAGGTC
TACACCCTGCCTCCCTCCAGAGATGAGCTGACCAAGAACCAGGTGTCCCTGTCCTGTGCTGTGAAAGGCTTCTACCCCAGTGACAT
TGCTGTGGAGTGGGAGAGCAATGGCCAGCCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGGACTCTGATGGCTCCTTCTTCC
TGGTCTCCAAGCTGACTGTGGACAAGAGCCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGT CATGCATGAGGCCCTGCACAAC
CACTACACCCAGAAGAGCCTGAGCCTGAGCCCTGGA

>Sequence ID 67: SI-7507 Chain B Amino Acid Sequence

DPQLTQSPSSLSATVGQORVTINCQSSQSVAKNNNLAWFQOKPGKPPKLLIYSASTLAAGVPSRESGSGSGTQFTLTITRVQSEDFA
TYYCSARDSGNIQSFGGGTRVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQSGNSQESVTEQDSK
DSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEV
TCVVVDVSHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPIEKTISKAKGQPRE
POVYTLPPSRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVESCSVMHEA
LHNRFTQKSLSLSPG

>Sequence ID 68: SI-7507 Chain B Nucleotide Sequence

GATCCTCAATTGACCCAGTCCCCTAGTAGCCTTTCTGCAACCGTGGGCCAGAGGGTAACAATCAATTGCCAGTCAAGCCAGTCCGT
AGCGAAGAATAATAATTTGGCATGGTTCCAACAAAAACCGGGTAAACCTCCTAAACTCCTTATCTACTCAGCTTCAACCCTTGCCG
CGGGTGTGCCCAGCCGGTTCTCAGGCTCAGGTTCCGGGACTCAATTTACACTTACCATCACTCGCGTCCAAAGTGAGGATTTTGCA
ACCTACTATTGTTCTGCACGGGATTCCGGGAACATACAGTCCTTTGGGGGTGGAACTCGGGTGGAGATAAAACGTACGGTGGCTGC
CCCCTCTGTGTTCATCTTCCCACCCAGTGATGAGCAGCTGAAGAGTGGCACAGCCTCTGTGGTGTGCCTGCTCAACAACTTCTACC
CCAGAGAAGCCAAGGTGCAGTGGAAGGTGGACAATGCCCTGCAGAGTGGCAACAGCCAGGAGAGTGTGACAGAGCAGGACAGCAAG
GACAGCACCTACAGCCTGTCCTCCACCCTGACCCTGTCCAAGGCTGACTATGAGAAGCACAAGGTGTATGCCTGTGAGGTGACCCA
CCAGGGCCTGAGCAGCCCTGTGACCAAGAGCTTCAACCGAGGAGAGTGTGGAGGAGACAAGACCCACACCTGCCCTCCCTGCCCAG
CCCCAGAAGCTGCTGGAGGCCCCTCTGTGTTCCTCTTCCCTCCCAAGCCCAAGGACACCCTGATGATCTCCAGGACCCCAGAAGTC
ACCTGTGTGGTGGTGGATGTGTCCCATGAAGACCCAGAAGTGAAGTTCAACTGGTATGTGGATGGAGT GGAAGTGCACAATGCCAA
GACCAAGCCCAGAGAAGAGCAGTACAACAGCACCTACCGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACTGGCTGAATGGGA
AGGAGTACAAGTGTGCTGTGTCCAACAAGGCCCTGCCTGCCCCCATTGAGAAGACCATCTCCAAGGCCAAGGGCCAGCCCAGAGAG
CCCCAGGTCTACACCCTGCCTCCCTCCAGAGATGAGCTGACCAAGAACCAGGTGTCCCTGTGGTGCCTGGTGAAAGGCTTCTACCC
CAGTGACATTGCTGTGGAGTGGGAGAGCAATGGCCAGCCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGGACTCTGATGGCT
CCTTCTTCCTGTACAGCAAGCTGACTGTGGACAAGAGCCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGTCATGCATGAGGCC
CTGCACAACCGCTTCACCCAGAAGAGCCTGAGCCTGAGCCCTGGATGA

>3equence ID 69: SI-68P1l3 Chain A Amino Acid Sequence

EIVLTQSPSTLSVSPGERATFSCRASQSIGTNIHWYQQKPGKPPRLLIKYASESISGIPDRFSGSGSGTEFTLTISSVQSEDFAVY
YCOONNNWPTTFGPGTKLTVLGGGGSGGGGSGGGGSGGGGSQVOLOOSGPGLVKPSETLSITCTVSGFSLTNYGVHWIRQAPGKGL
EWLGVIWSGGNTDYNTPFTSRFTITKDNSKNQVYFKLRSVRADDTAIYYCARALTYYDYEFAYWGQGTLVTVSSGGGGSGGGGSEV
QLVESGGGLVQPGGSLRLSCAASGFTISTNAMSWVRQAPGKGLEWIGVITGRDITYYASWAKGRFTISRDNSKNTLYLOMNSLRAE
DTAVYYCARDGGSSAITSNNIWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTEP
AVLQESSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMI SRTP
EVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCAVSNKALPAPIEKTISKAKGQP
REPQVYTLPPSRDELTKNQVSLSCAVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVESCSVMH
EALHNHYTQKSLSLSPGGGGGSGGGGSDVVMTQSPSSVSASVGDRVTITCQASONIRTYLSWYQQKPGKAPKLLIYAAANLASGVP
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SRFSGSGSGTDFTLTISDLEPGDAATYYCQSTYLGTDYVGGAFGGGTKLTVLGGGGSGGGGSGGGGSGGGGSEVQLVESGGGLVQP
GGSLRLSCTASGFTISSYHMOWVRQAPGKGLEYIGTISSGGNVYYASSARGRFTISRPSSKNTVDLOMNSLRAEDTAVYYCARDSG
YSDPMWGQGTLVTVSS

>Sequence ID 70: SI-68P13 Chain A Nucleotide Sequence

GAAATCGTCCTTACACAATCTCCTAGCACACTGAGTGTGAGCCCCGGCGAACGCGCGACTTTCTCTTGCAGGGCAAGTCAATCCAT
AGGGACTAATATACATTGGTATCAACAAAAGCCAGGTAAACCACCCAGGCTTTTGATTAAGTATGCAAGTGAGTCTATTTCCGGTA
TCCCTGACCGCTTCTCTGGATCAGGCAGTGGCACAGAGTTCACACTCACCATATCTAGTGTGCAAT CAGAGGACTTCGCCGTGTAT
TACTGCCAACAGAATAATAACTGGCCGACTACCTTCGGACCCGGTACAAAGCTGACCGTTTTAGGCGGTGGCGGTAGTGGGGGAGG
CGGTTCTGGCGGCGGAGGGTCCGGCGGTGGAGGATCACAAGTACAGTTGCAGCAATCCGGTCCCGGTCTCGTCAAACCGAGTGAGA
CGCTTAGTATAACGTGTACTGTTTCAGGCTTTAGCCTTACGAACTATGGAGTTCACTGGATTCGGCAGGCACCCGGCAAAGGTTTG
GAATGGCTGGGTGTTATTTGGTCAGGTGGAAATACAGACTATAACACCCCCTTTACAAGTCGGTTCACAATTACGAAAGATAATTC
CAAAAATCAAGTTTATTTCAAGTTGAGATCCGTCCGCGCGGACGACACTGCGATCTACTATTGTGCGAGGGCACTGACCTACTACG
ATTACGAATTTGCGTATTGGGGGCAAGGGACTCTTGTAACAGTCTCGAGCGGCGGTGGAGGGTCCGGCGGTGGTGGATCAGAGGTG
CAGCTGGTGGAGTCTGGGGGAGGCTTGGTCCAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCACCATCAGTAC
CAATGCAATGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGATCGGAGTCATTACTGGTCGTGATATCACATACTACG
CGAGCTGGGCGAAAGGCAGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTTCAAATGAACAGCCTGAGAGCCGAG
GACACGGCTGTGTATTACTGTGCGAGAGACGGTGGTTCTTCTGCTATTACTAGTAACAACATTTGGGGCCAGGGAACCCTGGTCAC
CGTGTCCTCAGCTAGCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTGG
GCTGCCTGGTCAAGGACTACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTCCCG
GCTGTCCTACAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACATCTG
CAACGTGAATCACAAGCCCAGCAACACCAAGGTGGACAAGAGAGTTGAGCCCAAATCTTGTGACAAAACTCACACATGCCCACCGT
GCCCAGCACCTGAAGCCGCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCT
GAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAA
TGCCAAGACAAAGCCGCGGGAGGAGCAGTACAACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGA
ATGGCAAGGAGTACAAGTGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCC
CGAGAACCACAGGTGTATACCCTGCCCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTCCTGCGCCGTCAAAGGCTT
CTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCG
ACGGCTCCTTCTTCCTCGTGAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCAT
GAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTGGCGGCGGCGGTTCAGGTGGTGGGGGATCCGACGT
TGTGATGACGCAGTCTCCTAGTTCAGTATCAGCGTCTGTTGGGGATCGAGTCACGATTACATGCCAGGCGAGCCAAAATATTAGGA
CGTATCTGTCTTGGTATCAACAAAAGCCTGGTAAGGCTCCAAAACTCCTCATTTACGCCGCTGCCAACTTGGCTAGTGGAGTACCT
TCACGCTTTAGTGGGTCAGGTTCTGGAACAGATTTTACGTTGACGATCTCCGATTTGGAACCAGGGGACGCTGCCACGTATTATTG
CCAGTCCACCTACCTCGGGACTGACTACGTTGGTGGGGCGTTTGGCGGAGGAACAAAACT CACTGTACTTGGTGGTGGTGGTTCAG
GCGGGGGGGGTTCCGGCGGAGGCGGTTCTGGGGGTGGAGGTTCCGAGGTTCAGTTGGTTGAAAGTGGGGGGGGACTCGTTCAGCCT
GGAGGCTCTTTGCGACTTTCTTGTACCGCTTCTGGGTTCACTATAAGTTCATATCATATGCAATGGGTAAGACAGGCGCCTGGTAA
GGGACTTGAATACATAGGAACAATAAGCTCTGGTGGTAACGTCTATTACGCCTCATCCGCGCGGGGGAGGTTTACAATTTCCAGGC
CTTCTAGCAAAAACACGGTAGATCTGCAAATGAACTCTCTTCGCGCTGAAGATACAGCAGTCTACTACTGCGCCAGGGATTCAGGG
TATTCTGACCCCATGTGGGGGCAGGGCACATTGGTTACCGTGTCCTCTTGA

>3equence ID 71: SI-68P13 Chain B Amino Acid Sequence

ENVLTQSPASLSASPGERVTITCSASSSVSYMHWYQQKPGQAPKLWIYDT SKLASGVPSRESGSGSGNDHTLTISSMEPEDFATYY
CFQGSVYPFTFGQGTKVTVLGGGGSGGGGSGGGGSGGGGSQVTLKESGPGLVOPGQTLSLTCAFSGFSLSTSGMGVGWIRQPPGKG
LEWLAHIWWDDDKRYNPALKSRLTISKDTSKNQVYLOMNSLDAEDTAVYYCARMELWSYYFDYWGQGTLVTVSSGGGGSGGGGSDV
VMTQSPSTLSASVGDRVTINCQASESISSWLAWYQQKPGKAPKLLIYEASKLASGVPSREFSGSGSGTEFTLTISSLQPDDFATYYC
QGYFYFISRTYVNSFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQSGNSQESVTEQDSK
DSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEV
TCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPIEKT ISKAKGQPRE
PQVYTLPPSRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVESCSVMHEA
LHNRFTQKSLSLSPGGGGGSGGGGSDIOMTQSPSTLSASVGDRVTITCQASQSI SSHLNWYQQKPGKAPKLLIYKASTLASGVPSR
FSGSGSGTEFTLTISSLOPDDFATYYCQQGYSWGNVDNVEGGGTKVTVLGGGGSGGGGSGGGGSGGGGSEVQLLESGGGLVQPGGS
LSLSCAASGFSFSSGYDMCWVRQAPGKGLEWIACIAAGSAGITYDANWAKGRFTISRDNSKNTLYLOMNS LRAEDTAVYYCARSAF
SFDYAMDLWGQGTLVTVSS

>Sequence ID 72: SI-68P13 Chain B Nucleotide Sequence

GAAAATGTATTGACACAGAGCCCCGCCTCCCTCAGTGCCTCACCTGGGGAAAGGGTAACTATCACTTGCTCTGCAT CAAGCAGCGT
CTCATACATGCATTGGTATCAACAAAAGCCTGGACAGGCCCCCAAGCTCTGGATATACGATACGAGCAAGCTGGCTTCCGGCGTAC
CTAGCCGCTTCAGTGGTTCCGGCTCAGGCAACGATCACACCCTTACGATTTCCAGTATGGAACCCGAAGATTTTGCAACTTATTAT
TGTTTCCAGGGGAGCGTGTACCCATTCACTTTCGGGCAGGGGACAAAAGTGACCGTCCTAGGCGGTGGCGGTAGTGGGGGAGGCGG
TTCTGGCGGCGGAGGGTCCGGCGGTGGAGGATCACAGGTCACATTGAAGGAATCTGGCCCCGGCCTTGTTCAGCCAGGACAGACCC

58



WO 2021/188736 PCT/US2021/022847

TTAGCCTCACCTGTGCCTTCAGTGGTTTTTCTCTTAGCACTAGCGGTATGGGGGTCGGCTGGATTCGGCAGCCTCCCGGCAAAGGT
CTTGAGTGGTTGGCTCACATTTGGTGGGACGACGACAAACGGTATAATCCTGCCTTGAAAAGTCGGCTGACCATTAGTAAGGATAC
CTCAAAAAATCAAGTGTACTTGCAAATGAATAGCCTTGACGCCGAGGATACGGCTGTATATTATTGCGCGCGGATGGAACTCTGGT
CTTACTACTTTGATTATTGGGGGCAGGGGACTCTCGTCACGGTCTCGAGCGGCGGTGGAGGGTCCGGCGGTGGTGGATCAGACGTC
GTGATGACCCAGTCTCCTTCCACCCTGTCTGCATCTGTAGGAGACAGAGT CACCATCAATTGCCAAGCCAGTGAGAGCATTAGCAG
TTGGTTAGCCTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAGCTCCTGATCTATGAAGCATCCAAACTGGCATCTGGGGTCCCAT
CAAGGTTCAGCGGCAGTGGATCTGGGACAGAATT CACTCTCACCATCAGCAGCCTGCAGCCTGATGATTTTGCAACTTATTACTGC
CAAGGCTATTTTTATTTTATTAGTCGTACTTATGTAAATTCTTTCGGCGGAGGGACCAAGGTGGAGATCAAACGTACGGTGGCTGC
ACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTATC
CCAGAGAGGCCAAAGTACAGTGGAAGGTGGATAACGCCCTCCAATCGGGTAACTCCCAGGAGAGTGTCACAGAGCAGGACAGCAAG
GACAGCACCTACAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAGAAACACAAAGTCTACGCCTGCGAAGTCACCCA
TCAGGGCCTGAGCTCGCCCGTCACAAAGAGCTTCAACAGGGGAGAGTGTGGAGGCGACAAAACT CACACATGCCCACCGTGCCCAG
CACCTGAAGCCGCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTC
ACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAA
GACAAAGCCGCGGGAGGAGCAGTACAACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCA
AGGAGTACAAGTGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCCCGAGAA
CCACAGGTGTACACCCTGCCCCCAAGCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTGGTGCCTGGTCAAAGGCTTCTATCC
CAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGCT
CCTTCTTCCTCTATAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCATGAGGCT
CTGCACAACAGATTCACGCAGAAGAGCCTCTCCCTGTCTCCGGGTGGCGGTGGAGGGTCCGGCGGTGGTGGATCCGACATTCAGAT
GACACAGTCACCGTCTACGCTCTCAGCCTCAGTAGGCGATAGGGTGACTATCACCTGCCAAGCCTCCCAATCTATAAGTTCACACC
TCAACTGGTATCAACAGAAACCCGGTAAAGCACCGAAGCTGCTCATCTACAAGGCATCAACTCTTGCCTCAGGTGTGCCTAGTCGC
TTCTCCGGGAGCGGCTCCGGTACTGAGTTTACTTTGACGATATCTTCCCTCCAACCCGACGACTTCGCCACATACTATTGTCAGCA
GGGTTATAGTTGGGGAAATGTTGACAATGTGTTTGGAGGGGGAACGAAAGTGACTGTGTTGGGCAGGGGGAGGAAGT GGCGGCGGCG
GAAGCGGAGGTGGTGGCTCCGGCGGGGGTGGAAGCGAAGTGCAATTGCTCGAAAGTGGTGGCGGACTTGTGCAACCTGGTGGAAGC
CTCTCACTCTCTTGCGCGGCGAGTGGTTTTAGCTTCAGTAGCGGCTACGATATGTGCTGGGTAAGACAGGCTCCTGGTAAAGGCCT
TGAGTGGATTGCGTGTATCGCCGCCGGGTCTGCTGGTATAACATACGATGCAAACTGGGCGAAAGGGCGCTTCACAATCTCCAGGG
ACAACTCAAAAAATACATTGTACCTCCAGATGAATAGCCTGAGAGCCGAAGACACCGCAGTCTACTATTGCGCAAGGTCAGCATTT
AGCTTCGATTATGCAATGGATCTTTGGGGCCAGGGGACGCTCGTCACCGTCTCATCTTGA

>Sequence ID 73: SI-68P1l7 Chain A Amino Acid Seguence

DVVMTQSPSTLSASVGDRVTINCQASESIS SWLAWYQQOKPGKAPKLLIYEASKLASGVPSRFSGSGSGTEFTLTISSLOPDDFATY
YCOGYFYFISRTYVNSFGGGTKVEIKGGGGSGGGGSGGGGSGGGGSEVOLVESGGGLVQPGGSLRLSCAASGFTISTNAMSWVROA
PGKGLEWIGVITGRDITYYASWAKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARDGGSSAITSNNIWGQGTLVTVSSGGGGSG
GGGSQVQLQOSGPGLVKPSETLSITCTVSGFSLTNYGVHWIRQAPGKGLEWLGVIWSGGNTDYNTPFTSRETITKDNSKNQVYFKL
RSVRADDTAIYYCARALTYYDYEFAYWGOGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSG
VHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKP SNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGP SVFLFPPKPKDT LM
ISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCAVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSRDELTKNQVSLSCAVKGEFYPSDIAVEWESNGOQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVES
CSVMHEALHNHYTQKSLSLSPGGGGGSGGGGSDVVMTQSPSSVSASVGDRVTITCQASONIRTYLSWYQOKPGKAPKLLI YAAANL
ASGVPSRFSGSGSGTDFTLTISDLEPGDAATYYCQOSTYLGTDYVGGAFGGGTKLTVLGGGGSGGGGSGGGGSGGGGSEVQLVESGG
GLVQPGGSLRLSCTASGFTISSYHMOWVRQAPGKGLEYIGTISSGGNVYYASSARGRFTISRPSSKNTVDLOMNSLRAEDTAVYYC
ARDSGYSDPMWGQGTLVTVSS

>Sequence ID 74: SI-68P17 Chain A Nucleotide Sequence

GACGTCGTGATGACCCAGTCTCCTTCCACCCTGTCTGCATCTGTAGGAGACAGAGT CACCATCAATTGCCAAGCCAGTGAGAGCAT
TAGCAGTTGGTTAGCCTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAGCTCCTGATCTATGAAGCATCCAAACTGGCATCTGGGG
TCCCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGAATTTACTCTCACCATCAGCAGCCTGCAGCCTGATGATTTTGCAACTTAT
TACTGCCAAGGCTATTTTTATTTTATTAGTCGTACTTATGTAAATTCTTTCGGCGGAGGGACCAAGGT GGAGATCAAAGGCGGTGG
CGGTAGTGGGGGAGGCGGTTCTGGCGGCGGAGGGTCCGGCGGTGCAGGAT CAGAGGTGCAGCTGGTGGAGTCTGGGGGAGGCTT GG
TCCAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCACCATCAGTACCAATGCAATGAGCTGGGTCCGCCAGGCT
CCAGGGAAGGGGCTGGAGTGGATCGGAGTCATTACTGGTCGTGATATCACATACTACGCGAGCTGGGCGAAAGGCAGATTCACCAT
CTCCAGAGACAATTCCAAGAACACGCTGTATCTTCAAATGAACAGCCTGAGAGCCGAGGACACGGCTGTGTATTACTGTGCGAGAG
ACGGTGGTTCTTCTGCTATTACTAGTAACAACATTTGGGGCCAGGGAACCCTGGTCACCGTCTCGAGTGGCGGTGGAGGGTCCGGL
GGTGGTGGATCACAAGTACAGTTGCAGCAATCCGGTCCCGGTCTCGTCAAACCGAGTGAGACGCTTAGTATAACGTGTACTGTTTC
AGGCTTTAGCCTTACGAACTATGGAGTTCACTGGATTCGGCAGGCACCCGGCAAAGGTTTGGAATGGCTGGGTGTTATTTGGTCAG
GTGGAAATACAGACTATAACACCCCCTTTACAAGTCGGTTCACAATTACGAAAGATAATTCCAAAAATCAAGTTTATTTCAAGTTG
AGATCCGTCCGCGCGGACGACACTGCGATCTACTATTGTGCGAGGGCACTGACCTACTACGATTACGAATTTGCGTATTGGGGGCA
AGGGACTCTTGTAACAGTCTCCAGTGCTAGCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGG
GCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGGC
GTGCACACCTTCCCGGCTGTCCTACAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCAC
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CCAGACCTACATCTGCAACGTGAATCACAAGCCCAGCAACACCAAGGTGGACAAGAGAGTTGAGCCCAAATCTTGTGACAAAACTC
ACACATGCCCACCGTGCCCAGCACCTGAAGCCGCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATG
ATCTCCCGGACCCCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGG
CGTGGAGGTGCATAATGCCAAGACARAAGCCGCGGGAGGAGCAGTACAACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGC
ACCAGGACTGGCTGAATGGCAAGGAGTACAAGTGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAA
GCCAAAGGGCAGCCCCGAGAACCACAGGTGTATACCCTGCCCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTCCTG
CGCCGTCAAAGGCTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTC
CCGTGCTGGACTCCGACGGCTCCTTCTTCCTCGTGAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCA
TGCTCCGTGATGCATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTGGCGGCGGCGGTTCAGGTGG
TGGGGGATCCGACGTTGTGATGACGCAGTCTCCTAGTTCAGTATCAGCGTCTGTTGGGGATCGAGT CACGATTACATGCCAGGCGA
GCCAAAATATTAGGACGTATCTGTCTTGGTATCAACAAAAGCCTGGTAAGGCTCCAAAACTCCTCATTTACGCCGCTGCCAACTTG
GCTAGTGGAGTACCTTCACGCTTTAGTGGGTCAGGTTCTGGAACAGATTTTACGTTGACGATCTCCGATTTGGAACCAGGGGACGC
TGCCACGTATTATTGCCAGTCCACCTACCTCGGGACTGACTACGTTGGTGGGGCGTTTGGCGGAGGAACAAAACTCACTGTACTTG
GTGGTGGTGGTTCAGGCGGGGGGGEGTTCCGGCGGAGGCGGTTCTGGGGGTGGAGGTTCCGAGGTTCAGTTGGTTGAAAGTGGGGEG
GGACTCGTTCAGCCTGGAGGCTCTTTGCGACTTTCTTGTACCGCTTCTGGGTTCACTATAAGTTCATATCATATGCAATGGGTAAG
ACAGGCGCCTGGTAAGGGACTTGAATACATAGGAACAATAAGCTCTGGTGGTAACGTCTATTACGCCTCATCCGCGCGGGGGAGGT
TTACAATTTCCAGGCCTTCTAGCAAAAACACGGTAGATCTGCAAATGAACTCTCTTCGCGCTGAAGATACAGCAGTCTACTACTGC
GCCAGGGATTCAGGGTATTCTGACCCCATGTGGGGGCAGGGCACATTGGTTACCGTGTCCTCTTGA

>Sequence ID 75: SI-68P17 Chain B Amino Acid Sequence

ENVLTQSPASLSASPGERVTITCSASSSVSYMHWYQQKPGQAPKLWIYDTSKLASGVPSRESGSGSGNDHTLTISSMEPEDFATYY
CFQGSVYPFTFGQGTKVTVLGGGGSGGGGSGGGGSGGGGSQVTLKESGPGLYVQPGOTLSLTCAFSGEFSLSTSGMGVGWIRQPPGKG
LEWLAHIWWDDDKRYNPALKSRLTISKDTSKNQVYLOMNSLDAEDTAVYYCARMELWSYYFDYWGQGTLVTVSSGGGGSGGGGSEL
VLTQSPSTLSVSPGERATFSCRASQSIGTNIHWYQQKPGKPPRLLIKYASESISGIPDRFSGSGSGTEFTLTISSVQSEDFAVYYC
QONNNWPTTFGPGTKLTVLRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQSGNSQESVTEQDSKDSTYS
LSSTLTLSKADYEKHKVYACEVTHQGLS SPVTKSFNRGECGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVV
DVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPIEKTI SKAKGQPREPQVYT
LPPSRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNRE
TOKSLSLSPGGGGGSGGGGSDIOMTQSPSTLSASVGDRVTITCQASQSISSHLNWYQQOKPGKAPKLLIYKASTLASGVPSRESGSG
SGTEFTLTISSLOPDDFATYYCQQGY SWGNVDNVFGGGTKVTVLGGGGSGGGGSGGGGSGGGGSEVQLLESGGGLVQPGGSLSLSC
AASGFSFSSGYDMCWVRQAPGKGLEWIACIAAGSAGITYDANWAKGRFTI SRDNSKNTLYLOMNSLRAEDTAVYYCARSAFSFDYA
MDLWGQGTLVTVSS

>3equence ID 76: SI-68P1l7 Chain B Nucleotide Sequence

GAAAATGTATTGACACAGAGCCCCGCCTCCCTCAGTGCCTCACCTGGGGAAAGGGTAACTATCACTTGCTCTGCATCAAGCAGCGT
CTCATACATGCATTGGTATCAACAAAAGCCTGGACAGGCCCCCAAGCTCTGGATATACGATACGAGCAAGCTGGCTTCCGGCGTAC
CTAGCCGCTTCAGTGGTTCCGGCTCAGGCAACGATCACACCCTTACGATTTCCAGTATGGAACCCGAAGATTTTGCAACTTATTAT
TGTTTCCAGGGGAGCGTGTACCCATTCACTTTCGGGCAGGGGACAAAAGTGACCGTCCTAGGCGGTGGCGGTAGTGGGGGAGGCGG
TTCTGGCGGCGGAGGGTCCGGCGGTGGAGGATCACAGGTCACATTGAAGGAATCTGGCCCCGGCCTTGTTCAGCCAGGACAGACCC
TTAGCCTCACCTGTGCCTTCAGTGGTTTTTCTCTTAGCACTAGCGGTATGGGGGTCGGCTGGATTCGGCAGCCTCCCGGCAAAGGT
CTTGAGTGGTTGGCTCACATTTGGTGGGACGACGACAAACGGTATAATCCTGCCTTGAAAAGTCGGCTGACCATTAGTAAGGATAC
CTCAAAAAATCAAGTGTACTTGCAAATGAATAGCCTTGACGCCGAGGATACGGCTGTATATTATTGCGCGCGGATGGAACTCTGGT
CTTACTACTTTGATTATTGGGGGCAGGGGACTCTCGTCACGGTCTCGAGTGGCGGTGGAGGGTCCGGCGGTGGTGGATCAGAAATC
GTCCTTACACAATCTCCTAGCACACTGAGTGTGAGCCCCGGCGAACGCGCGACTTTCTCTTGCAGGGCAAGT CAATCCATAGGGAC
TAATATACATTGGTATCAACAAAAGCCAGGTAAACCACCCAGGCTTTTGATTAAGTATGCAAGTGAGTCTATTTCCGGTATCCCTG
ACCGCTTCTCTGGATCAGGCAGTGGCACAGAGTTCACACTCACCATATCTAGTGTGCAATCAGAGGACTTCGCCGTGTATTACTGC
CAACAGAATAATAACTGGCCGACTACCTTCGGACCCGGTACAAAGCTGACCGTTTTACGTACGGTGGCTGCACCATCTGTCTTCAT
CTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTAT CCCAGAGAGGCCAAAG
TACAGTGGAAGGTGGATAACGCCCTCCAATCGGGTAACTCCCAGGAGAGTGT CACAGAGCAGGACAGCAAGGACAGCACCTACAGC
CTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAGAAACACAAAGTCTACGCCTGCGAAGTCACCCATCAGGGCCTGAGCTC
GCCCGTCACAAAGAGCTTCAACAGGGGAGAGTGTGGAGGCGACAAAACTCACACATGCCCACCGTGCCCAGCACCTGAAGCCGLGG
GGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGTGGTG
GACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAAGACAAAGCCGCGGGA
GGAGCAGTACAACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCAAGGAGTACAAGTGCG
CGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCCCGAGAACCACAGGTGTACACC
CTGCCCCCAAGCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTGGTGCCTGGTCAAAGGCTTCTATCCCAGCGACATCGCCGET
GGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTCTATA
GCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACAGATTC
ACGCAGAAGAGCCTCTCCCTGTCTCCGGGTGGCGGTGGAGGGTCCGGCGGTGGTGGATCCGACATT CAGATGACACAGTCACCGTC
TACGCTCTCAGCCTCAGTAGGCGATAGGGTGACTATCACCTGCCAAGCCTCCCAATCTATAAGTTCACACCTCAACTGGTATCAAC
AGAAACCCGGTAAAGCACCGAAGCTGCTCATCTACAAGGCATCAACTCTTGCCTCAGGTGTGCCTAGTCGCTTCTCCGGGAGCGGL
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TCCGGTACTGAGTTTACTTTGACGATATCTTCCCTCCAACCCGACGACTTCGCCACATACTATTGT CAGCAGGGTTATAGTTGGGG
AAATGTTGACAATGTGTTTGGAGGGGGAACGAAAGTGACTGTGTTGGCAGGGGGAGGAAGTGGCGGCGGCGGAAGCGGAGGTGGTG
GCTCCGGCGGGGGTGGAAGCGAAGTGCAATTGCTCGAAAGTGGTGGCGGACTTGTGCAACCTGGTGGAAGCCTCTCACTCTCTTGC
GCGGCGAGTGGTTTTAGCTTCAGTAGCGGCTACGATATGTGCTGGGTAAGACAGGCTCCTGGTAAAGGCCTTGAGTGGATTGCGTG
TATCGCCGCCGGGTCTGCTGGTATAACATACGATGCAAACTGGGCGAAAGGGCGCTTCACAATCTCCAGGGACAACTCAAAAAATA
CATTGTACCTCCAGATGAATAGCCTGAGAGCCGAAGACACCGCAGTCTACTATTGCGCAAGGTCAGCATTTAGCTTCGATTATGCA
ATGGATCTTTGGGGCCAGGGGACGCTCGTCACCGTCTCATCTTGA

>3equence ID 77: SI-68P1l5 Chain A Amino Acid Sequence

EIVMTQSPSTLSASVGDRVIITCQASESIS SWLAWYQQKPGKAPKLLIYEASKLASGVPSRFSGSGSGAEFTLTISSLOPDDFATY
YCOGYFYFISRTYVNSFGOGTKLTVLGGGGSGGGGSGGGGSGGGGSEVQLVESGGGLVQPGGSLRLSCAASGEFTISTNAMSWVROA
PGKGLEWVGVITGRDITYYASWAKGRFTISRDTSKNTVYLOMNSLRAEDTAVYYCARDGGSSAITSNNIWGQGTLVTVSSGGGGSG
GGGSQVQOLOOSGPGLVKPSETLSITCTVSGFSLTNYGVHWIRQAPGKGLEWLGVIWSGGNTDYNTPFTSREFT ITKDNSKNQVYFKL
RSVRADDTAIYYCARALTYYDYEFAYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSG
VHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKP SNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGP SVFLFPPKPKDT LM
ISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSRDELTKNQVSLSCAVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVES
CSVMHEALHNHYTQKSLSLSPGGGGGSGGGGSDVVMTQSPSSVSASVGDRVTITCQASONIRTYLSWYQOKPGKAPKLLI YAAANL
ASGVPSREFSGSGSGTDFTLTISDLEPGDAATYYCQSTYLGTDYVGGAFGGGTKLTVLGGGGSGGGGSGGGGSGGGGSEVQLVESGG
GLVQPGGSLRLSCTASGFTISSYHMOWVRQAPGKGLEYIGTISSGGNVYYASSARGRFTISRPSSKNTVDLOMNSLRAEDTAVYYC
ARDSGYSDPMWGQGTLVTVSS

>Sequence ID 78: SI-68P1l5 Chain A Nucleotide Seguence

GAAATCGTTATGACGCAGAGTCCCTCCACGCTCTCCGCTAGTGTCGGGGATCGCGTCATTAT CACATGCCAGGCCTCCGAGT CAAT
CAGCAGCTGGCTTGCATGGTATCAACAGAAGCCGGGAAAAGCTCCTAAATTGCTGATCTATGAAGCGTCAAAATTGGCGTCTGGTG
TCCCATCTAGGTTCTCCGGCTCTGGGTCTGGTGCGGAATTTACTTTGACAAT CTCCAGTCTTCAACCAGACGATTTCGCTACCTAC
TACTGCCAAGGGTATTTCTATTTTATAAGCCGGACATATGTAAACTCCTTCGGCCAAGGAACAAAGTTGACTGTTCTTGGTGGCGG
AGGCAGTGGTGGCGGGGGCAGCGGAGGTGGTGGTTCAGGGGGTGCTGGGAGCGAAGTCCAATTGGTAGAAAGTGGCGGTGGTCTGG
TGCAACCTGGTGGATCTCTTCGCCTCTCATGCGCCGCTAGTGGCTTTACTATTTCAACTAATGCGATGAGCTGGGTTCGCCAGGCC
CCCGGCAAAGGACTTGAGTGGGTCGGCGTCATCACCGGCAGGGACATTACATACTATGCGAGTTGGGCAAAGGGCAGGTTCACGAT
TAGCCGCGATACTTCAAAGAATACCGTTTACCTTCAAATGAATAGCTTGAGGGCGGAAGACACAGCTGTGTATTACTGCGCGAGGG
ATGGAGGTAGTTCCGCCATAACTTCCAACAACATATGGGGACAAGGCACGCTGGTTACTGTCTCGAGTGGCGGTGGAGGGTCCGGL
GGTGGTGGATCACAAGTACAGTTGCAGCAATCCGGTCCCGGTCTCGTCAAACCGAGTGAGACGCTTAGTATAACGTGTACTGTTTC
AGGCTTTAGCCTTACGAACTATGGAGTTCACTGGATTCGGCAGGCACCCGGCAAAGGTTTGGAATGGCTGGGTGTTATTTGGTCAG
GTGGAAATACAGACTATAACACCCCCTTTACAAGTCGGTTCACAATTACGAAAGATAATTCCAAAAATCAAGTTTATTTCAAGTTG
AGATCCGTCCGCGCGGACGACACTGCGATCTACTATTGTGCGAGGGCACTGACCTACTACGATTACGAATTTGCGTATTGGGGGCA
AGGGACTCTTGTAACAGTCTCCAGTGCTAGCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGG
GCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGGC
GTGCACACCTTCCCGGCTGTCCTACAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCAC
CCAGACCTACATCTGCAACGTGAATCACAAGCCCAGCAACACCAAGGT GGACAAGAGAGTTGAGCCCAAATCTTGTGACAAAACTC
ACACATGCCCACCGTGCCCAGCACCTGAAGCCGCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATG
ATCTCCCGGACCCCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGG
CGTGGAGGTGCATAATGCCAAGACAAAGCCGCGGGAGGAGCAGTACAACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGC
ACCAGGACTGGCTGAATGGCAAGGAGTACAAGTGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAA
GCCAAAGGGCAGCCCCGAGAACCACAGGTGTATACCCTGCCCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTCCTG
CGCCGTCAAAGGCTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTC
CCGTGCTGGACTCCGACGGCTCCTTCTTCCTCGTGAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCA
TGCTCCGTGATGCATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTGGCGGCGGCGGTTCAGGTGG
TGGGGGATCCGACGTTGTGATGACGCAGTCTCCTAGTTCAGTATCAGCGTCTGTTGGGGATCGAGT CACGATTACATGCCAGGCGA
GCCAAAATATTAGGACGTATCTGTCTTGGTATCAACAAAAGCCTGGTAAGGCTCCAAAACTCCTCATTTACGCCGCTGCCAACTTG
GCTAGTGGAGTACCTTCACGCTTTAGTGGGTCAGGTTCTGGAACAGATTTTACGTTGACGATCTCCGATTTGGAACCAGGGGACGC
TGCCACGTATTATTGCCAGTCCACCTACCTCGGGACTGACTACGTTGGTGGGGCGTTTGGCGGAGGAACAAAACTCACTGTACTTG
GTGGTGGTGGTTCAGGCGGGGGGGGTTCCGGCGGAGGCGGTTCTGGGGGTGGAGGTTCCGAGGTTCAGTTGGTTGAAAGTGGGGGG
GGACTCGTTCAGCCTGGAGGCTCTTTGCGACTTTCTTGTACCGCTTCTGGGTTCACTATAAGTTCATATCATATGCAATGGGTAAG
ACAGGCGCCTGGTAAGGGACTTGAATACATAGGAACAATAAGCTCTGGTGGTAACGTCTATTACGCCTCATCCGCGCGGGGGAGGT
TTACAATTTCCAGGCCTTCTAGCAAAAACACGGTAGATCTGCAAATGAACTCTCTTCGCGCTGAAGATACAGCAGTCTACTACTGC
GCCAGGGATTCAGGGTATTCTGACCCCATGTGGGGGCAGGGCACATTGGTTACCGTGTCCTCTTGA

>3equence ID 79: SI-68P1l5 Chain B Amino Acid Sequence

61



WO 2021/188736 PCT/US2021/022847

ENVLTQSPASLSASPGERVTITCSASSSVSYMHWYQQKPGQAPKLWIYDTSKLASGVPSRESGSGSGNDHTLTISSMEPEDFATYY
CFQGSVYPFTFGQGTKVTVLGGGGSGGGGSGGGGSGGGGSQVTLKESGPGLYVQPGQTLSLTCAFSGESLSTSGMGVGWIRQPPGKG
LEWLAHIWWDDDKRYNPALKSRLTISKDTSKNQVYLOMNSLDAEDTAVYYCARMELWSYYFDYWGQGTLVTVSSGGGGSGGGGSET
VLTQSPSTLSVSPGERATFSCRASQSIGTNIHWYQQKPGKPPRLLIKYASESISGIPDRFSGSGSGTEFTLTISSVQSEDFAVYYC
QONNNWPTTFGPGTKLTVLRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEFYPREAKVOWKVDNALQSGNSQESVTEQDSKDSTYS
LSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVV
DVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPIEKTI SKAKGQPREPQVYT
LPPSRDELTKNQVSLWCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNRE
TOKSLSLSPGGGGGSGGGGSDIQMTOSPSTLSASVGDRVTITCOASQSISSHLNWYQQOKPGKAPKLLIYKASTLASGVPSRESGSG
SGTEFTLTISSLOPDDFATYYCQQGY SWGNVDNVFGGGTKVITVLGGGGSGGGGSGGGGSGGGGSEVQLLESGGGLVQPGGSLSLSC
AASGFSFSSGYDMCWVRQAPGKGLEWIACIAAGSAGITYDANWAKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARSAFSFDYA
MDLWGQGTLVTVSS

>Sequence ID 80: SI-68P1l5 Chain B Nucleotide Sequence

GAAAATGTATTGACACAGAGCCCCGCCTCCCTCAGTGCCTCACCTGGGGAAAGGGTAACTAT CACTTGCTCTGCAT CAAGCAGCGT
CTCATACATGCATTGGTATCAACAAAAGCCTGGACAGGCCCCCAAGCTCTGGATATACGATACGAGCAAGCTGGCTTCCGGCGTAC
CTAGCCGCTTCAGTGGTTCCGGCTCAGGCAACGATCACACCCTTACGATTTCCAGTATGGAACCCGAAGATTTTGCAACTTATTAT
TGTTTCCAGGGGAGCGTGTACCCATTCACTTTCGGGCAGGGGACAAAAGTGACCGTCCTAGGCGGTGGCGGTAGTGGGGGAGGCGG
TTCTGGCGGCGGAGGGTCCGGCGGTGGAGGAT CACAGGTCACATTGAAGGAATCTGGCCCCGGCCTTGTTCAGCCAGGACAGACCC
TTAGCCTCACCTGTGCCTTCAGTGGTTTTTCTCTTAGCACTAGCGGTATGGGGGTCGGCTGGATTCGGCAGCCTCCCGGCAAAGGT
CTTGAGTGGTTGGCTCACATTTGGTGGGACGACGACAAACGGTATAAT CCTGCCTTGAAAAGTCGGCTGACCATTAGTAAGGATAC
CTCAAAAAATCAAGTGTACTTGCAAATGAATAGCCTTGACGCCGAGGATACGGCTGTATATTATTGCGCGCGGATGGAACTCTGGT
CTTACTACTTTGATTATTGGGGGCAGGGGACTCTCGTCACGGTCTCGAGTGGCGGTGGAGGGTCCGGCGGTGGTGGAT CAGAAATC
GTCCTTACACAATCTCCTAGCACACTGAGTGTGAGCCCCGGCGAACGCGCGACTTTCTCTTGCAGGGCAAGT CAATCCATAGGGAC
TAATATACATTGGTATCAACAAAAGCCAGGTAAACCACCCAGGCTTTTGATTAAGTATGCAAGTGAGTCTATTTCCGGTATCCCTG
ACCGCTTCTCTGGATCAGGCAGTGGCACAGAGTTCACACTCACCATATCTAGTGTGCAATCAGAGGACTTCGCCGTGTATTACTGC
CAACAGAATAATAACTGGCCGACTACCTTCGGACCCGGTACAAAGCTGACCGTTTTACGTACGGTGGCTGCACCATCTGTCTTCAT
CTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTATCCCAGAGAGGCCAAAG
TACAGTGGAAGGTGGATAACGCCCTCCAATCGGGTAACTCCCAGGAGAGTGTCACAGAGCAGGACAGCAAGGACAGCACCTACAGC
CTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAGAAACACAAAGTCTACGCCTGCGAAGTCACCCATCAGGGCCTGAGCTC
GCCCGTCACAAAGAGCTTCAACAGGGGAGAGTGTGGAGGCGACAAAACTCACACATGCCCACCGTGCCCAGCACCTGAAGCCGCGG
GGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGTGGTG
GACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAAGACAAAGCCGCGGGA
GGAGCAGTACAACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCAAGGAGTACAAGTGCG
CGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCCCGAGAACCACAGGTGTACACC
CTGCCCCCAAGCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTGGTGCCTGGTCAAAGGCTTCTATCCCAGCGACATCGCCGT
GGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTCTATA
GCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACAGATTC
ACGCAGAAGAGCCTCTCCCTGTCTCCGGGTGGCGGTGGAGGGTCCGGCGGTGGTGGATCCGACATTCAGATGACACAGTCACCGTC
TACGCTCTCAGCCTCAGTAGGCGATAGGGTGACTATCACCTGCCAAGCCTCCCAATCTATAAGTTCACACCTCAACTGGTATCAAC
AGAAACCCGGTAAAGCACCGAAGCTGCTCATCTACAAGGCATCAACTCTTGCCTCAGGTGTGCCTAGTCGCTTCTCCGGGAGCGGL
TCCGGTACTGAGTTTACTTTGACGATATCTTCCCTCCAACCCGACGACTTCGCCACATACTATTGT CAGCAGGGTTATAGTTGGGG
AAATGTTGACAATGTGTTTGGAGGGGGAACGAAAGTGACTGTGTTGGGAGGGGGAGGAAGTGGCGGCGGCGGAAGCGGAGGTGGTG
GCTCCGGCGGGGGTGGAAGCGAAGTGCAATTGCTCGAAAGTGGTGGCGGACTTGTGCAACCTGGTGGAAGCCTCTCACTCTCTTGC
GCGGCGAGTGGTTTTAGCTTCAGTAGCGGCTACGATATGTGCTGGGTAAGACAGGCTCCTGGTAAAGGCCTTGAGTGGATTGCGTG
TATCGCCGCCGGGTCTGCTGGTATAACATACGATGCAAACTGGGCGAAAGGGCGCTTCACAATCTCCAGGGACAACTCAAAAAATA
CATTGTACCTCCAGATGAATAGCCTGAGAGCCGAAGACACCGCAGTCTACTATTGCGCAAGGTCAGCATTTAGCTTCGATTATGCA
ATGGATCTTTGGGGCCAGGGGACGCTCGTCACCGTCTCATCTTGA

>3equence ID 81l: SI-68P1l8 Chain A Amino Acid Sequence

DVOMTQSPSTLSATVGQRVTINCQASESISSWLAWYQQKPGQPPKLLIYEASKLASGVPSRFSGSGSGTEFTLTISSLQSDDFATY
YCOGYFYFISRTYVNSFGGGTRVEIKGGGGSGGGGSGGGGSGGGGSQQLLESGGRLIKPGATLRLTCKTSGFTISTNAMSWVRQPP
GKGLEWIGVITGRDITYYASWAKGRFTISKTSINTVFLOMRS LRAEDTAVYYCARDGGSSAITSNNIWGRGTLVTVSSGGGGSGGG
GSQVOLQQSGPGLVKPSETLSITCTVSGEFSLTNYGVHWIRQAPGKGLEWLGVIWSGGNTDYNTPFTSRFTITKDNSKNQVYFKLRS
VRADDTAIYYCARALTYYDYEFAYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALT SGVH
TFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGPSVFLEFPPKPKDTLMIS
RTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPIEKTI SKAK
GOQPREPQVYTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQOGNVESCS
VMHEALHNHYTQKSLSLSPGGGGGSGGGGSDVVMTQSPSSVSASVGDRVTITCQASONIRTYLSWYQQKPGKAPKLLI YAAANLAS
GVPSRFSGSGSGTDFTLTISDLEPGDAATYYCQSTYLGTDYVGGAFGGGTKLTVLGGGGSGGGGSGGGGSGGGGSEVQLVESGGGL
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VQPGGSLRLSCTASGFTISSYHMOWVRQAPGKGLEYIGTISSGGNVYYASSARGRFTISRPSSKNTVDLOMNSLRAEDTAVYYCAR
DSGYSDPMWGQGTLVTVSS

>Sequence ID 82: SI-68P18 Chain A Nucleotide Sequence

GATGTGCAGATGACCCAGAGCCCGAGCACCCTGAGCGCGACCGTGGGCCAGCGCGTGACCATTAACTGCCAGGCGAGCGAAAGCAT
TAGCAGCTGGCTGGCGTGGTATCAGCAGARACCGGGCCAGCCGCCGAAACTGCTGATTTATGAAGCGAGCAAACTGGCGAGCGGCG
TGCCGAGCCGCTTTAGCGGCAGCGGCAGCGGCACCGAATTTACCCTGACCATTAGCAGCCTGCAGAGCGATGATTTTGCGACCTAT
TATTGCCAGGGCTATTTTTATTTTATTAGCCGCACCTATGTGAACAGCTTTGGCGGCGGCACCCGCGTGGAAATTAAAGGCGGTGG
CGGTAGTGGGGGAGGCGGTTCTGGCGGCGGAGGGTCCGGCGGTGCAGGAT CACAGCAGCTGCTGGAAAGCGGCGGCCGCCTGATTA
AACCGGGCGCGACCCTGCGCCTGACCTGCAAAACCAGCGGCTTTACCATTAGCACCAACGCGATGAGCTGGGTGCGCCAGCCGCCG
GGCAAAGGCCTGGAATGGATTGGCGTGATTACCGGCCGCGATATTACCTATTATGCGAGCTGGGCGAAAGGCCGCTTTACCATTAG
CAAAACCAGCATTAACACCGTGTTTCTGCAGATGCGCAGCCTGCGCGCGGAAGATACCGCGGTGTATTATTGCGCGCGCGATGGCG
GCAGCAGCGCGATTACCAGCAACAACATTTGGGGCCGCGGCACCCTGGTGACCGTGAGCAGCGGCGGTGGAGGGTCCGGCGGTGGET
GGATCACAAGTACAGTTGCAGCAATCCGGTCCCGGTCTCGTCAAACCGAGTGAGACGCTTAGTATAACGTGTACTGTTTCAGGCTT
TAGCCTTACGAACTATGGAGTTCACTGGATTCGGCAGGCACCCGGCAAAGGTTTGGAATGGCTGGGTGTTATTTGGTCAGGTGGAA
ATACAGACTATAACACCCCCTTTACAAGTCGGTTCACAATTACGAAAGATAATTCCAAAAATCAAGTTTATTTCAAGTTGAGATCC
GTCCGCGCGGACGACACTGCGATCTACTATTGTGCGAGGGCACTGACCTACTACGATTACGAATTTGCGTATTGGGGGCAAGGGAC
TCTTGTAACAGTCTCCAGTGCTAGCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAG
CGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGGCGTGCAC
ACCTTCCCGGCTGTCCTACAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGAL
CTACATCTGCAACGTGAATCACAAGCCCAGCAACACCAAGGTGGACAAGAGAGTTGAGCCCAAATCTTGTGACAAAACTCACACAT
GCCCACCGTGCCCAGCACCTGAAGCCGCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCC
CGGACCCCTGAGGTCACATGCGTGGTGGTGCGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGA
GGTGCATAATGCCAAGACAAAGCCGCGGGAGGAGCAGTACAACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGG
ACTGGCTGAATGGCAAGGAGTACAAGTGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAA
GGGCAGCCCCGAGAACCACAGGTGTATACCCTGCCCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTCCTGCGCCGT
CAAAGGCTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGC
TGGACTCCGACGGCTCCTTCTTCCTCGTGAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCC
GTGATGCATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTGGCGGCGGCGGTTCAGGTGGTGGEEG
ATCCGACGTTGTGATGACGCAGTCTCCTAGTTCAGTATCAGCGTCTGTTGGGGATCGAGT CACGATTACATGCCAGGCGAGCCAAA
ATATTAGGACGTATCTGTCTTGGTATCAACAAAAGCCTGGTAAGGCTCCAAAACTCCTCATTTACGCCGCTGCCAACTTGGCTAGT
GGAGTACCTTCACGCTTTAGTGGGTCAGGTTCTGGAACAGATTTTACGTTGACGAT CTCCGATTTGGAACCAGGGGACGCTGCCAC
GTATTATTGCCAGTCCACCTACCTCGGGACTGACTACGTTGGTGGGGCGTTTGGCGGAGGAACAAAACTCACTGTACTTGGTGGTG
GTGGTTCAGGCGGGGGGGGTTCCGGCGGAGGCGGTTCTGGGGGTGGAGGTTCCGAGGTTCAGTTGGTTGAAAGT GGGGGGGGACTC
GTTCAGCCTGGAGGCTCTTTGCGACTTTCTTGTACCGCTTCTGGGTTCACTATAAGTTCATATCATATGCAATGGGTAAGACAGGC
GCCTGGTAAGGGACTTGAATACATAGGAACAATAAGCTCTGGTGGTAACGTCTATTACGCCTCATCCGCGCGGGGGAGGTTTACAA
TTTCCAGGCCTTCTAGCAAAAACACGGTAGATCTGCAAATGAACTCTCTTCGCGCTGAAGATACAGCAGTCTACTACTGCGCCAGG
GATTCAGGGTATTCTGACCCCATGTGGGGGCAGGGCACATTGGTTACCGTGTCCTCTTGA

>Sequence ID 83: SI-68P18 Chain B Amino Acid Seguence

ENVLTQSPASLSASPGERVTITCSASSSVSYMHWYQQOKPGQAPKLWIYDT SKLASGVPSRESGSGSGNDHTLTISSMEPEDFATYY
CFQGSVYPFTFGQGTKVTVLGGGGSGGGGSGGGGSGGGGSQVILKESGPGLVOPGOTLSLTCAFSGFSLSTSGMGVGWIRQPPGKG
LEWLAHIWWDDDKRYNPALKSRLTISKDTSKNQVYLOMNSLDAEDTAVYYCARMELWSYYFDYWGQGTLVTVSSGGGGSGGGGSET
VLTQSPSTLSVSPGERATFSCRASQSIGTNIHWYQQKPGKPPRLLIKYASESISGIPDRFSGSGSGTEFTLTISSVQSEDFAVYYC
QONNNWPTTFGPGTKLTVLRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQSGNSQESVTEQDSKDSTYS
LSSTLTLSKADYEKHKVYACEVTHQGLS SPVTKSFNRGECGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVV
DVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPIEKTI SKAKGQPREPQVYT
LPPSRDELTKNQVSLWCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNRE
TQKSLSLSPGGGGGSGGGGSDIQMTOSPSTLSASVGDRVTITCOASQSISSHLNWYQQKPGKAPKLLIYKASTLASGVPSRESGSG
SGTEFTLTISSLOPDDFATYYCQQGYSWGNVDNVFEGGGTKVTVLGGGGSGGGGSGGGGSGGGGSEVQLLESGGGLVQPGGSLSLSC
AASGFSFSSGYDMCWVRQAPGKGLEWIACIAAGSAGITYDANWAKGREFTISRDNSKNTLYLOMNSLRAEDTAVYYCARSAFSFDYA
MDLWGQGTLVTVSS

>Sequence ID 84: SI-68P18 Chain B Nucleotide Sequence

GAAAATGTATTGACACAGAGCCCCGCCTCCCTCAGTGCCTCACCTGGGGAAAGGGTAACTATCACTTGCTCTGCAT CAAGCAGCGT
CTCATACATGCATTGGTATCAACAAAAGCCTGGACAGGCCCCCAAGCTCTGGATATACGATACGAGCAAGCTGGCTTCCGGCGTAC
CTAGCCGCTTCAGTGGTTCCGGCTCAGGCAACGATCACACCCTTACGATTTCCAGTATGGAACCCGAAGATTTTGCAACTTATTAT
TGTTTCCAGGGGAGCGTGTACCCATTCACTTTCGGGCAGGGGACAAAAGTGACCGTCCTAGGCGGTGGCGGTAGTGGGGGAGGCGG
TTCTGGCGGCGGAGGGTCCGGCGGTGGAGGATCACAGGTCACATTGAAGGAATCTGGCCCCGGCCTTGTTCAGCCAGGACAGACCC
TTAGCCTCACCTGTGCCTTCAGTGGTTTTTCTCTTAGCACTAGCGGTATGGGGGTCGGCTGGATTCGGCAGCCTCCCGGCAAAGGT
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CTTGAGTGGTTGGCTCACATTTGGTGGGACGACGACAAACGGTATAATCCTGCCTTGAAAAGTCGGCTGACCATTAGTAAGGATAC
CTCAAAAAATCAAGTGTACTTGCAAATGAATAGCCTTGACGCCGAGGATACGGCTGTATATTATTGCGCGCGGATGGAACTCTGGT
CTTACTACTTTGATTATTGGGGGCAGGGGACTCTCGTCACGGTCTCGAGTGGCGGTGGAGGGTCCGGCGGTGGTGGAT CAGAAATC
GTCCTTACACAATCTCCTAGCACACTGAGTGTGAGCCCCGGCGAACGCGCGACTTTCTCTTGCAGGGCAAGTCAATCCATAGGGAC
TAATATACATTGGTATCAACAAAAGCCAGGTAAACCACCCAGGCTTTTGATTAAGTATGCAAGTGAGTCTATTTCCGGTATCCCTG
ACCGCTTCTCTGGATCAGGCAGTGGCACAGAGTTCACACTCACCATATCTAGTGTGCAATCAGAGGACTTCGCCGTGTATTACTGC
CAACAGAATAATAACTGGCCGACTACCTTCGGACCCGGTACAAAGCTGACCGTTTTACGTACGGTGGCTGCACCATCTGTCTTCAT
CTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTAT CCCAGAGAGGCCAAAG
TACAGTGGAAGGTGGATAACGCCCTCCAATCGGGTAACTCCCAGGAGAGTGT CACAGAGCAGGACAGCAAGGACAGCACCTACAGC
CTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAGAAACACAAAGTCTACGCCTGCGAAGTCACCCATCAGGGCCTGAGCTC
GCCCGTCACAAAGAGCTTCAACAGGGGAGAGTGTGGAGGCGACAAAACTCACACATGCCCACCGTGCCCAGCACCTGAAGCCGCGG
GGGGACCGTCAGTCTTCCTCTTCCCCCCARAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGTGGTG
GACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAAGACAAAGCCGCGGGA
GGAGCAGTACAACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCAAGGAGTACAAGTGCG
CGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCCCGAGAACCACAGGTGTACACC
CTGCCCCCAAGCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTGGTGCCTGGTCAAAGGCTTCTATCCCAGCGACATCGCCGT
GGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTCTATA
GCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACAGATTC
ACGCAGAAGAGCCTCTCCCTGTCTCCGGGTGGCGGTGGAGGGTCCGGCGGTGGTGGATCCGACATT CAGATGACACAGTCACCGTC
TACGCTCTCAGCCTCAGTAGGCGATAGGGTGACTATCACCTGCCAAGCCTCCCAATCTATAAGTTCACACCTCAACTGGTATCAAC
AGAAACCCGGTAAAGCACCGAAGCTGCTCATCTACAAGGCATCAACTCTTGCCTCAGGTGTGCCTAGTCGCTTCTCCGGGAGCGGL
TCCGGTACTGAGTTTACTTTGACGATATCTTCCCTCCAACCCGACGACTTCGCCACATACTATTGT CAGCAGGGTTATAGTTGGGG
AAATGTTGACAATGTGTTTGGAGGGGGAACGAAAGT GACTGTGTTGGGAGGGGGAGGAAGTGGCGGCGGCGGAAGCGGAGGTGGTG
GCTCCGGCGGGGGTGGAAGCGAAGTGCAATTGCTCGAAAGTGGTGGCGGACTTGTGCAACCTGGTGGAAGCCTCTCACTCTCTTGC
GCGGCGAGTGGTTTTAGCTTCAGTAGCGGCTACGATATGTGCTGGGTAAGACAGGCTCCTGGTAAAGGCCTTGAGTGGATTGCGTG
TATCGCCGCCGGGTCTGCTGGTATAACATACGATGCAAACTGGGCGAAAGGGCGCTTCACAATCTCCAGGGACAACTCAAAAAATA
CATTGTACCTCCAGATGAATAGCCTGAGAGCCGAAGACACCGCAGTCTACTATTGCGCAAGGTCAGCATTTAGCTTCGATTATGCA
ATGGATCTTTGGGGCCAGGGGACGCTCGTCACCGTCTCATCTTGA

>Sequence ID 85: SI-68P19 Chain A Amino Acid Sequence

DVVMTQSPSSLSASVGDRVTISCQASESISSWLAWYQQKPGQAPKLLIYEASKLASGVPSREFSGSGSGTEFTLTISSLEPEDFATY
YCOGYFYFISRTYVNSFGGGTKVEIKGGGGSGGGGSGGGGSGGGGSQQLVESGGGLVKPGGSLRLSCAASGFTI STNAMSWVRQAP
GKGLEWVGVITGRDITYYASWAKGRFTISKTSKNTVYLOMNS LRAEDTAVYYCARDGGSSAITSNNIWGQGTLVTVSSGGGGSGGG
GSQVOLQQOSGPGLVKPSETLSITCTVSGEFSLTNYGVHWIRQAPGKGLEWLGVIWSGGNTDYNTPFTSRFTITKDNSKNQVYFKLRS
VRADDTAIYYCARALTYYDYEFAYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALT SGVH
TFPAVLQOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGP SVFLFPPKPKDTLMIS
RTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPTIEKTI SKAK
GQPREPQVYTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQOGNVESCS
VMHEALHNHYTQKSLSLSPGGGGGSGGGGSDVVMTQSPSSVSASVGDRVTITCQASONIRTYLSWYQQKPGKAPKLLI YAAANLAS
GVPSRFSGSGSGTDFTLTISDLEPGDAATYYCQOSTYLGTDYVGGAFGGGTKLTVLGGGGSGGGGSGGGGSGGGGSEVOLVESGGGL
VQPGGSLRLSCTASGFTISSYHMOWVRQAPGKGLEYIGTISSGGNVYYASSARGRFTISRPSSKNTVDLOMNSLRAEDTAVYYCAR
DSGYSDPMWGQGTLVTVSS

>3equence ID 86: SI-68P19 Chain A Nucleotide Sequence

GATGTGGTGATGACCCAGAGCCCGAGCAGCCTGAGCGCGAGCGTGGGCGATCGCGTGACCATTAGCTGCCAGGCGAGCGAAAGCAT
TAGCAGCTGGCTGGCGTGGTATCAGCAGAAACCGGGCCAGGCGCCGAAACTGCTGATTTATGAAGCGAGCAAACTGGCGAGCGGCG
TGCCGAGCCGCTTTAGCGGCAGCGGCAGCGGCACCGAATTTACCCTGACCATTAGCAGCCTGGAACCGGAAGATTTTGCGACCTAT
TATTGCCAGGGCTATTTTTATTTTATTAGCCGCACCTATGTGAACAGCTTTGGCGGCGGCACCAAAGT GGAAATTAAAGGCGGT GG
CGGTAGTGGGGGAGGCGGTTCTGGCGGCGGAGGGTCCGGCGGTGGAGGAT CACAGCAGCTGGTGGAAAGCGGCGGCGGCCTGGTGA
AACCGGGCGGCAGCCTGCGCCTGAGCTGCGCGGCGAGCGGCTTTACCATTAGCACCAACGCGATGAGCTGGGTGCGCCAGGCGCCG
GGCAAAGGCCTGGAATGGGTGGGCGTGATTACCGGCCGCGATATTACCTATTATGCGAGCTGGGCGAAAGGCCGCTTTACCATTAG
CAAAACCAGCAAAAACACCGTGTATCTGCAGATGAACAGCCTGCGCGCGGAAGATACCGCGGTGTATTATTGCGCGCGCGATGGCG
GCAGCAGCGCGATTACCAGCAACAACATTTGGGGCCAGGGCACCCTGGTGACCGTGAGCAGCGGCGGTGGAGGGTCCGGCGGTGGT
GGATCACAAGTACAGTTGCAGCAATCCGGTCCCGGTCTCGTCAAACCGAGTGAGACGCTTAGTATAACGTGTACTGTTTCAGGCTT
TAGCCTTACGAACTATGGAGTTCACTGGATTCGGCAGGCACCCGGCAAAGGTTTGGAATGGCTGGGTGTTATTTGGTCAGGTGGAA
ATACAGACTATAACACCCCCTTTACAAGTCGGTTCACAATTACGAAAGATAATTCCAAAAATCAAGTTTATTTCAAGTTGAGATCC
GTCCGCGCGGACGACACTGCGATCTACTATTGTGCGAGGGCACTGACCTACTACGATTACGAATTTGCGTATTGGGGGCAAGGGAC
TCTTGTAACAGTCTCCAGTGCTAGCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAG
CGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGGCGTGCAC
ACCTTCCCGGCTGTCCTACAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGAC
CTACATCTGCAACGTGAATCACAAGCCCAGCAACACCAAGGTGGACAAGAGAGTTGAGCCCAAATCTTGTGACAAAACTCACACAT
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GCCCACCGTGCCCAGCACCTGAAGCCGCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCC
CGGACCCCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGA
GGTGCATAATGCCAAGACAAAGCCGCGGGAGGAGCAGTACAACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGG
ACTGGCTGAATGGCAAGGAGTACAAGTGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCARAA
GGGCAGCCCCGAGAACCACAGGTGTATACCCTGCCCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTCCTGCGCCGET
CAAAGGCTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGC
TGGACTCCGACGGCTCCTTCTTCCTCGTGAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCC
GTGATGCATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTGGCGGCGGCGGTTCAGGCTGGTGGGGE
ATCCGACGTTGTGATGACGCAGTCTCCTAGTTCAGTATCAGCGTCTGTTGGGGATCGAGTCACGATTACATGCCAGGCGAGCCAAA
ATATTAGGACGTATCTGTCTTGGTATCAACAAAAGCCTGGTAAGGCTCCAAAACTCCTCATTTACGCCGCTGCCAACTTGGCTAGT
GGAGTACCTTCACGCTTTAGTGGGTCAGGTTCTGGAACAGATTTTACGTTGACGATCTCCGATTTGGAACCAGGGGACGCTGCCAC
GTATTATTGCCAGTCCACCTACCTCGGGACTGACTACGTTGGTGGGGCGTTTGGCGGAGGAACAAAACTCACTGTACTTGGTGGTG
GTGGTTCAGGCGGGGGGGGETTCCGGCGGAGGCGGTTCTGGGGGTGGAGGTTCCGAGGTTCAGTTGGTTGAAAGTGGGGGGGGACTC
GTTCAGCCTGGAGGCTCTTTGCGACTTTCTTGTACCGCTTCTGGGTTCACTATAAGTTCATATCATATGCAATGGGTAAGACAGGC
GCCTGGTAAGGGACTTGAATACATAGGAACAATAAGCTCTGGTGGTAACGTCTATTACGCCTCATCCGCGCGGGGGAGGTTTACAA
TTTCCAGGCCTTCTAGCAAAAACACGGTAGATCTGCAAATGAACTCTCTTCGCGCTGAAGATACAGCAGTCTACTACTGCGCCAGG
GATTCAGGGTATTCTGACCCCATGTGGGGGCAGGGCACATTGGTTACCGTGTCCTCTTGA

>Sequence ID 87: SI-68P19 Chain B Amino Acid Sequence

ENVLTQSPASLSASPGERVTITCSASSSVSYMHWYQQKPGQAPKLWIYDTSKLASGVPSRESGSGSGNDHTLTISSMEPEDFATYY
CFQGSVYPFTFGQGTKVTVLGGGGSGGGGSGGGGSGGGGSQVTLKESGPGLYVQPGOTLSLTCAFSGEFSLSTSGMGVGWIRQPPGKG
LEWLAHIWWDDDKRYNPALKSRLTISKDTSKNQVYLOMNSLDAEDTAVYYCARMELWSYYFDYWGQGTLVTVSSGGGGSGGGGSET
VLTQSPSTLSVSPGERATFSCRASQSIGTNIHWYQQKPGKPPRLLIKYASESISGIPDRFSGSGSGTEFTLTISSVQSEDFAVYYC
QONNNWPTTFGPGTKLTVLRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQSGNSQESVTEQDSKDSTYS
LSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVV
DVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPIEKTI SKAKGQPREPQVYT
LPPSRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNRE
TOKSLSLSPGGGGGSGGGGSDIOMTQSPSTLSASVGDRVTITCQASQSISSHLNWYQOKPGKAPKLLIYKASTLASGVPSRESGSG
SGTEFTLTISSLOPDDFATYYCQQGY SWGNVDNVFGGGTKVTVLGGGGSGGGGSGGGGSGGGGSEVQLLESGGGLVQPGGSLSLSC
AASGFSFSSGYDMCWVRQAPGKGLEWIACIAAGSAGITYDANWAKGRFTI SRDNSKNTLYLOMNSLRAEDTAVYYCARSAFSFDYA
MDLWGQGTLVTVSS

>3equence ID 88: SI-68P1l9 Chain B Nucleotide Sequence

GAAAATGTATTGACACAGAGCCCCGCCTCCCTCAGTGCCTCACCTGGGGAAAGGGTAACTATCACTTGCTCTGCATCAAGCAGCGT
CTCATACATGCATTGGTATCAACAAAAGCCTGGACAGGCCCCCAAGCTCTGGATATACGATACGAGCAAGCTGGCTTCCGGCGTAC
CTAGCCGCTTCAGTGGTTCCGGCTCAGGCAACGATCACACCCTTACGATTTCCAGTATGGAACCCGAAGATTTTGCAACTTATTAT
TGTTTCCAGGGGAGCGTGTACCCATTCACTTTCGGGCAGGGGACAAAAGTGACCGTCCTAGGCGGTGGCGGTAGTGGGGGAGGCGG
TTCTGGCGGCGGAGGGTCCGGCGGTGGAGGAT CACAGGTCACATTGAAGGAATCTGGCCCCGGCCTTGTTCAGCCAGGACAGACCC
TTAGCCTCACCTGTGCCTTCAGTGGTTTTTCTCTTAGCACTAGCGGTATGGGGGTCGGCTGGATTCGGCAGCCTCCCGGCAAAGGT
CTTGAGTGGTTGGCTCACATTTGGTGGGACGACGACAAACGGTATAATCCTGCCTTGAAAAGTCGGCTGACCATTAGTAAGGATAC
CTCAAAAAATCAAGTGTACTTGCAAATGAATAGCCTTGACGCCGAGGATACGGCTGTATATTATTGCGCGCGGATGGAACTCTGGT
CTTACTACTTTGATTATTGGGGGCAGGGGACTCTCGTCACGGTCTCGAGTGGCGGTGGAGGGTCCGGCGGTGGTGGATCAGAAATC
GTCCTTACACAATCTCCTAGCACACTGAGTGTGAGCCCCGGCGAACGCGCGACTTTCTCTTGCAGGGCAAGTCAATCCATAGGGAC
TAATATACATTGGTATCAACAAAAGCCAGGTAAACCACCCAGGCTTTTGATTAAGTATGCAAGTGAGTCTATTTCCGGTATCCCTG
ACCGCTTCTCTGGATCAGGCAGTGGCACAGAGTTCACACTCACCATATCTAGTGTGCAATCAGAGGACTTCGCCGTGTATTACTGC
CAACAGAATAATAACTGGCCGACTACCTTCGGACCCGGTACAAAGCTGACCGTTTTACGTACGGTGGCTGCACCATCTGTCTTCAT
CTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTATCCCAGAGAGGCCAAAG
TACAGTGGAAGGTGGATAACGCCCTCCAATCGGGTAACTCCCAGGAGAGTGT CACAGAGCAGGACAGCAAGGACAGCACCTACAGC
CTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAGAAACACAAAGT CTACGCCTGCGAAGTCACCCATCAGGGCCTGAGCTC
GCCCGTCACAAAGAGCTTCAACAGGGGAGAGT GTGGAGGCGACAAAACTCACACATGCCCACCGTGCCCAGCACCTGAAGCCGCGG
GGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGTGGTG
GACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAAGACAAAGCCGCGGGA
GGAGCAGTACAACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCAAGGAGTACAAGTGCG
CGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCCCGAGAACCACAGGTGTACACC
CTGCCCCCAAGCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTGGTGCCTGGTCAAAGGCTTCTATCCCAGCGACATCGCCGT
GGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTCTATA
GCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACAGATTC
ACGCAGAAGAGCCTCTCCCTGTCTCCGGGTGGCGGTGGAGGGTCCGGCGGTGGTGGATCCGACATT CAGATGACACAGTCACCGTC
TACGCTCTCAGCCTCAGTAGGCGATAGGGTGACTATCACCTGCCAAGCCTCCCAATCTATAAGTTCACACCTCAACTGGTATCAAC
AGAAACCCGGTAAAGCACCGAAGCTGCTCATCTACAAGGCATCAACTCTTGCCTCAGGTGTGCCTAGTCGCTTCTCCGGGAGCGGL
TCCGGTACTGAGTTTACTTTGACGATATCTTCCCTCCAACCCGACGACTTCGCCACATACTATTGTCAGCAGGGTTATAGTTGGGG
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AAATGTTGACAATGTGTTTGGAGGGGGAACGAAAGTGACTGTGTTGGGAGGGGGAGGAAGTGGCGGCGGCGGAAGCGGAGGTGGTG
GCTCCGGCGGGGGTGGAAGCGAAGTGCAATTGCTCGAAAGTGGTGGCGGACTTGTGCAACCTGGTGGAAGCCTCTCACTCTCTTGC
GCGGCGAGTGGTTTTAGCTTCAGTAGCGGCTACGATATGTGCTGGGTAAGACAGGCTCCTGGTAAAGGCCTTGAGTGGATTGCGTG
TATCGCCGCCGGGTCTGCTGGTATAACATACGATGCAAACTGGGCGAAAGGGCGCTTCACAATCTCCAGGGACAACTCAAAAAATA
CATTGTACCTCCAGATGAATAGCCTGAGAGCCGAAGACACCGCAGTCTACTATTGCGCAAGGTCAGCATTTAGCTTCGATTATGCA
ATGGATCTTTGGGGCCAGGGGACGCTCGTCACCGTCTCATCTTGA

>3equence ID 89: SI-68P1l6 Chain A Amino Acid Sequence

DPVLTQSPSSLSASVGDRVTISCQSSQSVAKNNNLAWFQOKPGOAPKLLIYSASTLAAGVPSREFSGSGSGTDFTLTISSVQPEDFA
TYYCSARDSGNIQSFGGGTKVEIKGGGGSGGGGSGGGGSGGGGSQQLVESGGGLVKPGGSLRLSCAASGIDLSSNATIGWVROAPGK
GLEWVGVIFGSGNTYYASWAKGRFTISRSKNTVYLOMNSLRAEDTAVYYCARGGYSSDIWGQGTLVTVSSGGGGSGGGGSQVQLOQ
SGPGLVKPSETLSITCTVSGFSLTNYGVHWIRQAPGKGLEWLGVIWSGGNTDYNTPFTSRETITKDNSKNQVYFKLRSVRADDTATL
YYCARALTYYDYEFAYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALT SGVHTFPAVLQS
SGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCV
VVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCAVSNKALPAPIEKTI SKAKGQPREPQV
YTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQOGNVESCSVMHEALHN
HYTOKSLSLSPGGGGGSGGGGSDVVMTQSPSSVSASVGDRVTITCOASONIRTYLSWYQQOKPGKAPKLLI YAAANLASGVPSRESG
SGSGTDFTLTISDLEPGDAATYYCQSTYLGTDYVGGAFGGGTKLTVLGGGGSGGGGSGGGGSGGGGSEVQLVESGGGLVQPGGSLR
LSCTASGFTISSYHMOWVRQAPGKGLEYIGTISSGGNVYYASSARGRFTISRPSSKNTVDLOMNSLRAEDTAVYYCARDSGY SDPM
WGQGTLVTVSS

>Sequence ID 90: SI-68P1l6 Chain A Nucleotide Sequence

GATCCAGTTCTGACACAAAGTCCATCCAGCCTGTCTGCCTCAGTCGGCGACAGAGTGACCAT CAGTTGCCAGAGCT CACAGTCTGT
GGCTAAGAACAACAACTTGGCGTGGTTCCAACAGAAACCTGGACAGGCTCCGAAATTGCTGATCTATTCTGCTTCCACGCTTGCTG
CTGGTGTTCCTTCCCGCTTTTCAGGTAGTGGCTAGCGGGACAGACTTCACTTTGACTATAAGCAGCGTGCAGCCTGAAGATTTTGCG
ACCTACTATTGTTCTGCTAGAGACAGTGGAAATATTCAGTCCTTTGGGGGGGGAACGAAGGT CGAAATAAAGGGCGGCGGAGGGTC
TGGTGGGGGTGGCAGTGGTGGTGGAGGAAGTGGTGGCGGTGGTTCCCAACAGTTGGTTGAGTCTGGTGGCGGTCTCGTTAAGCCTG
GAGGGTCCCTTCGGCTTAGTTGTGCGGCCTCTGGGATCGACCTGTCTAGCAACGCTATAGGATGGGTACGGCAAGCTCCGGGCAAA
GGCCTTGAGTGGGTCGGCGTTATTTTTGGGAGCGGTAATACGTACTACGCCAGCTGGGCAAAAGGTAGGTTCACTATCAGTCGATC
AAAGAACACGGTATATCTTCAGATGAACAGTCTCCGGGCGGAGGACACCGCGGTTTATTATTGCGCAAGGGGGGGATACTCCTCAG
ACATATGGGGCCAAGGTACTTTGGTGACGGTCTCGAGCGGCGGTGGAGGGTCCGGCGGTGGTGGATCACAAGTACAGTTGCAGCAA
TCCGGTCCCGGTCTCGTCAAACCGAGTGAGACGCTTAGTATAACGTGTACTGTTTCAGGCTTTAGCCTTACGAACTATGGAGTTCA
CTGGATTCGGCAGGCACCCGGCAAAGGTTTGGAATGGCTGGGTGTTATTTGGTCAGGTGGAAATACAGACTATAACACCCCCTTTA
CAAGTCGGTTCACAATTACGAAAGATAATTCCAAAAATCAAGTTTATTTCAAGTTGAGATCCGTCCGCGCGGACGACACTGCGATC
TACTATTGTGCGAGGGCACTGACCTACTACGATTACGAATTTGCGTATTGGGGGCAAGGGACTCTTGTAACAGTCTCCAGTGCTAG
CACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGG
ACTACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTCCCGGCTGTCCTACAGTCC
TCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACATCTGCAACGTGAATCACAA
GCCCAGCAACACCAAGGTGGACAAGAGAGTTGAGCCCAAATCTTGTGACAAAACTCACACATGCCCACCGTGCCCAGCACCTGAAG
CCGCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACATGCGTG
GTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAAGACAAAGCC
GCGGGAGGAGCAGTACAACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCAAGGAGTACA
AGTGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCARAAGGGCAGCCCCGAGAACCACAGGTG
TATACCCTGCCCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTCCTGCGCCGTCAAAGGCTTCTATCCCAGCGACAT
CGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCC
TCGTGAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAAC
CACTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTGGCGGCGGCGGTTCAGGTGGTGGGGGATCCGACGTTGTGATGACGCAGTC
TCCTAGTTCAGTATCAGCGTCTGTTGGGGATCGAGT CACGATTACATGCCAGGCGAGCCAAAATATTAGGACGTATCTGTCTTGGT
ATCAACAAAAGCCTGGTAAGGCTCCAAAACTCCTCATTTACGCCGCTGCCAACTTGGCTAGTGGAGTACCTTCACGCTTTAGTGGG
TCAGGTTCTGGAACAGATTTTACGTTGACGATCTCCGATTTGGAACCAGGGGACGCTGCCACGTATTATTGCCAGTCCACCTACCT
CGGGACTGACTACGTTGGTGGGGCGTTTGGCGGAGGAACAAAACTCACTGTACTTGGTGGTGGTGGTTCAGGCGGGGGGGGTTCCG
GCGGAGGCGGTTCTGGGGGTGGAGGTTCCGAGGTTCAGTTGGTTGARAGTGGGGGGGGACTCGTTCAGCCTGGAGGCTCTTTGCGA
CTTTCTTGTACCGCTTCTGGGTTCACTATAAGTTCATATCATATGCAATGGGTAAGACAGGCGCCTGGTAAGGGACTTGAATACAT
AGGAACAATAAGCTCTGGTGGTAACGTCTATTACGCCTCATCCGCGCGGGGGAGGTTTACAATTTCCAGGCCTTCTAGCAAAAACA
CGGTAGATCTGCAAATGAACTCTCTTCGCGCTGAAGATACAGCAGT CTACTACTGCGCCAGGGATTCAGGGTATTCTGACCCCATG
TGGGGGCAGGGCACATTGGTTACCGTGTCCTCTTGA

>3equence ID 91: SI-68P1l6 Chain B Amino Acid Sequence

ENVLTQSPASLSASPGERVTITCSASSSVSYMHWYQOKPGOQAPKLWIYDTSKLASGVPSRFSGSGSGNDHTLTISSMEPEDFATYY
CFQGSVYPFTFGQGTKVTVLGGGGSGGGGSGGGGSGGGGSQVILKESGPGLVOPGQTLSLTCAFSGEFSLSTSGMGVGWIRQPPGKG
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LEWLAHIWWDDDKRYNPALKSRLTISKDTSKNQVYLOMNSLDAEDTAVYYCARMELWSYYFDYWGQGTLVTVSSGGGGSGGGGSET
VLTQSPSTLSVSPGERATFSCRASQSIGTNIHWYQQOKPGKPPRLLIKYASESISGIPDRFSGSGSGTEFTLTISSVQSEDFAVYYC
QONNNWPTTFGPGTKLTVLRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQSGNSQESVTEQDSKDSTYS
LSSTLTLSKADYEKHKVYACEVTHQGLS SPVTKSFNRGECGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVV
DVSHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPIEKTISKAKGQPREPQVYT
LPPSRDELTKNQVSLWCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNRE
TQKSLSLSPGGGGGSGGGGSDIQMTQSPSTLSASVGDRVTITCOASQSISSHLNWYQQKPGKAPKLLIYKASTLASGVPSRESGSG
SGTEFTLTISSLOPDDFATYYCQQGYSWGNVDNVFGGGTKVTVLGGGGSGGGGSGGGGSGGGGSEVQLLESGGGLVQPGGSLSLSC
AASGFSFSSGYDMCWVRQAPGKGLEWIACIAAGSAGITYDANWAKGREFTISRDNSKNTLYLOMNSLRAEDTAVYYCARSAFSFDYA
MDLWGQGTLVTVSS

>Sequence ID 92: SI-68P1l6 Chain B Nucleotide Sequence

GAAAATGTATTGACACAGAGCCCCGCCTCCCTCAGTGCCTCACCTGGGGAAAGGGTAACTATCACTTGCTCTGCATCAAGCAGCGT
CTCATACATGCATTGGTATCAACAARAGCCTGGACAGGCCCCCAAGCTCTGGATATACGATACGAGCAAGCTGGCTTCCGGCGTAC
CTAGCCGCTTCAGTGGTTCCGGCTCAGGCAACGATCACACCCTTACGATTTCCAGTATGGAACCCGAAGATTTTGCAACTTATTAT
TGTTTCCAGGGGAGCGTGTACCCATTCACTTTCGGGCAGGGGACAAAAGTGACCGTCCTAGGCGGTGGCGGTAGTGGGGGAGGCGG
TTCTGGCGGCGGAGGGTCCGGCGGTGGAGGATCACAGGTCACATTGAAGGAATCTGGCCCCGGCCTTGTTCAGCCAGGACAGACCC
TTAGCCTCACCTGTGCCTTCAGTGGTTTTTCTCTTAGCACTAGCGGTATGGGGGTCGGCTGGATTCGGCAGCCTCCCGGCAAAGGT
CTTGAGTGGTTGGCTCACATTTGGTGGGACGACGACAAACGGTATAATCCTGCCTTGAAAAGTCGGCTGACCATTAGTAAGGATAC
CTCAAAAAATCAAGTGTACTTGCAAATGAATAGCCTTGACGCCGAGGATACGGCTGTATATTATTGCGCGCGGATGGAACTCTGGT
CTTACTACTTTGATTATTGGGGGCAGGGGACTCTCGTCACGGTCTCGAGTGGCGGTGGAGGGTCCGGCGGTGGTGGATCAGAAATC
GTCCTTACACAATCTCCTAGCACACTGAGTGTGAGCCCCGGCGAACGCGCGACTTTCTCTTGCAGGGCAAGTCAATCCATAGGGAC
TAATATACATTGGTATCAACAAAAGCCAGGTAAACCACCCAGGCTTTTGATTAAGTATGCAAGTGAGTCTATTTCCGGTATCCCTG
ACCGCTTCTCTGGATCAGGCAGTGGCACAGAGTTCACACTCACCATATCTAGTGTGCAATCAGAGGACTTCGCCGTGTATTACTGC
CAACAGAATAATAACTGGCCGACTACCTTCGGACCCGGTACAAAGCTGACCGTTTTACGTACGGTGGCTGCACCATCTGTCTTCAT
CTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTATCCCAGAGAGGCCAAAG
TACAGTGGAAGGTGGATAACGCCCTCCAATCGGGTAACTCCCAGGAGAGTGT CACAGAGCAGGACAGCAAGGACAGCACCTACAGC
CTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAGAAACACAAAGTCTACGCCTGCGAAGTCACCCATCAGGGCCTGAGCTC
GCCCGTCACAAAGAGCTTCAACAGGGGAGAGTGTGGAGGCGACAAAACTCACACATGCCCACCGTGCCCAGCACCTGAAGCCGCGG
GGGGACCGTCAGTCTTCCTCTTCCCCCCARAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGTGGTG
GACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAAGACAAAGCCGCGGGA
GGAGCAGTACAACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCAAGGAGTACAAGTGCG
CGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCCCGAGAACCACAGGTGTACACC
CTGCCCCCAAGCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTGGTGCCTGGTCAAAGGCTTCTATCCCAGCGACATCGCCGT
GGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTCTATA
GCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACAGATTC
ACGCAGAAGAGCCTCTCCCTGTCTCCGGGTGGCGGTGGAGGGTCCGGCGGTGGTGGATCCGACATTCAGATGACACAGTCACCGTC
TACGCTCTCAGCCTCAGTAGGCGATAGGGTGACTATCACCTGCCAAGCCTCCCAATCTATAAGTTCACACCTCAACTGGTATCAAC
AGAAACCCGGTAAAGCACCGAAGCTGCTCATCTACAAGGCATCAACTCTTGCCTCAGGTGTGCCTAGTCGCTTCTCCGGGAGCGGL
TCCGGTACTGAGTTTACTTTGACGATATCTTCCCTCCAACCCGACGACTTCGCCACATACTATTGT CAGCAGGGTTATAGTTGGGG
AAATGTTGACAATGTGTTTGGAGGGGGAACGAAAGTGACTGTGTTGGGAGGGGGAGGAAGTGGCGGCGGCGGAAGCGGAGGTGGTG
GCTCCGGCGGGGGTGGAAGCGAAGTGCAATTGCTCGAAAGTGGTGGCGGACTTGTGCAACCTGGTGGAAGCCTCTCACTCTCTTGC
GCGGCGAGTGGTTTTAGCTTCAGTAGCGGCTACGATATGTGCTGGGTAAGACAGGCTCCTGGTAAAGGCCTTGAGTGGATTGCGTG
TATCGCCGCCGGGTCTGCTGGTATAACATACGATGCAAACTGGGCGAAAGGGCGCTTCACAATCTCCAGGGACAACTCAAAAAATA
CATTGTACCTCCAGATGAATAGCCTGAGAGCCGAAGACACCGCAGTCTACTATTGCGCAAGGTCAGCATTTAGCTTCGATTATGCA
ATGGATCTTTGGGGCCAGGGGACGCTCGTCACCGTCTCATCTTGA

>Sequence ID 93: SI-75P5 Chain A Amino Acid Sequence

EVQLOESGGGLVQAGDSLSLSCLVSGRSENSYTMGWFROQAPGKEREFVAAILWSGPTTYYADSVKGRFTI SRDNAKNTVYLOMNSL
KPEDTAVYYCAAALGVLVLAPGNVYSYWGQGTQVTVSSGGGGSGGGGSEVQLVESGGGLVQPGGSLRLSCAASGEFTISTNAMSWVR
OAPGKGLEWIGVITGRDITYYASWAKGRFTISRDNSKNTLYLOMNS LRAEDTAVYYCARDGGSSAITSNNIWGQGTLVTVSSASTK
GPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPS
NTKVDKRVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPRE
EQYNSTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLSCAVKGFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPGGGGGSGGGGSDVVMTQSPS
SVSASVGDRVTITCQASONIRTYLSWYQOKPGKAPKLLIYAAANLASGVPSRESGSGSGTDFTLTISDLEPGDAATYYCQSTYLGT
DYVGGAFGGGTKLTVLGGGGSGGGGSGGGGSGGGGSEVQLVESGGGLVQPGGSLRLSCTASGFTIS SYHMOWVRQAPGKGLEYIGT
ISSGGNVYYASSARGRFTISRPSSKNTVDLOMNSLRAEDTAVYYCARDSGYSDPMWGQGTLVTVSS

>3equence ID 94: SI-75P5 Chain A Nucleotide Sequence
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GAGGTGCAGCTGCAGGAGTCTGGCGGCGGCCTGGTGCAGGCTGGGGACAGCCTGAGCCTGTCCTGCCTGGTGTCTGGCCGCTCCTT
CAACTCCTACACCATGGGCTGGTTCCGCCAGGCCCCTGGGAAGGAGCGGGAGTTTGTGGCTGCCATCCTGTGGAGTGGCCCCACCA
CCTACTATGCTGACTCTGTGAAGGGCCGCTTCACCATCTCCAGAGACAATGCCAAGAACACTGTGTACCTGCAGATGAACAGCCTG
AAGCCAGAGGACACAGCTGTGTACTACTGTGCTGCTGCCCTGGGAGTGCTGGTGCTGGCCCCTGGCAATGTGTACAGCTACTGGGG
CCAGGGCACCCAGGTGACTGTCTCGAGCGGCGGTGGAGGGTCCGGCGGTGGTGGAT CAGAGGTGCAGCTGGTGGAGTCTGGGGGAG
GCTTGGTCCAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCACCATCAGTACCAATGCAATGAGCTGGGTCCGC
CAGGCTCCAGGGAAGGGGCTGGAGTGGATCGGAGTCATTACTGGTCGTGATATCACATACTACGCGAGCTGGGCGAAAGGCAGATT
CACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTTCAAATGAACAGCCTGAGAGCCGAGGACACGGCTGTGTATTACTGTG
CGAGAGACGGTGGTTCTTCTGCTATTACTAGTAACAACATTTGGGGCCAGGGAACCCTGGTCACCGTGTCCTCAGCTAGCACCAAG
GGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTT
CCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTCCCGGCTGTCCTACAGTCCTCAGGAC
TCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACATCTGCAACGTGAATCACAAGCCCAGC
AACACCAAGGTGGACAAGAGAGTTGAGCCCAAATCTTGTGACAAAACTCACACATGCCCACCGTGCCCAGCACCTGAAGCCGLGGG
GGGACCGTCAGTCTTCCTCTTCCCCCCAARACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGTGGTGG
ACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAAGACAAAGCCGCGGGAG
GAGCAGTACAACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCAAGGAGTACAAGTGCGC
GGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCCCGAGAACCACAGGTGTATACCC
TGCCCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTCCTGCGCCGTCAAAGGCTTCTATCCCAGCGACATCGCCGTG
GAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTCGTGAG
CAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCACTACA
CGCAGAAGAGCCTCTCCCTGTCTCCGGGTGGCGGCGGCGGTTCAGGTGGTGGGGGATCCGACGTTGTGATGACGCAGTCTCCTAGT
TCAGTATCAGCGTCTGTTGGGGATCGAGTCACGATTACATGCCAGGCGAGCCAAAATATTAGGACGTATCTGTCTTGGTATCAACA
AAAGCCTGGTAAGGCTCCAAAACTCCTCATTTACGCCGCTGCCAACTTGGCTAGTGGAGTACCTTCACGCTTTAGTGGGTCAGGTT
CTGGAACAGATTTTACGTTGACGATCTCCGATTTGGAACCAGGGGACGCTGCCACGTATTATTGCCAGTCCACCTACCTCGGGACT
GACTACGTTGGTGGGGCGTTTGGCGGAGGAACAAAACTCACTGTACTTGGTGGTGGTGGTTCAGGCGGGGGGGGTTCCGGCGGAGG
CGGTTCTGGGGGTGGAGGTTCCGAGGTTCAGTTGGTTGAAAGTGGGGGGGGACTCGTTCAGCCTGGAGGCTCTTTGCGACTTTCTT
GTACCGCTTCTGGGTTCACTATAAGTTCATATCATATGCAATGGGTAAGACAGGCGCCTGGTAAGGGACTTGAATACATAGGAACA
ATAAGCTCTGGTGGTAACGTCTATTACGCCTCATCCGCGCGGGGGAGGTTTACAATTTCCAGGCCTTCTAGCAAAAACACGGTAGA
TCTGCAAATGAACTCTCTTCGCGCTGAAGATACAGCAGTCTACTACTGCGCCAGGGATTCAGGGTATTCTGACCCCATGTGGGGGC
AGGGCACATTGGTTACCGTGTCCTCTTGA

>Sequence ID 95: SI-75P5 Chain B Amino Acid Sequence

QVQOLVQSGGGLVQAGGSLSLSCAFSGRTEFSMYTMGWFRQAPGKEREFVAANRGRGLSPDIADSVNGRFTISRDNAKNTLYLOMDSL
KPEDTAVYYCAADLQYGS SWPQRSSAEYDYWGQGTTVTVSSGGGGSGGGGSDVVMTQSPSTLSASVGDRVTINCQASESI SSWLAW
YOQOKPGKAPKLLIYEASKLASGVPSRFSGSGSGTEFTLTISSLOPDDFATYYCQGYFYFISRTYVNSFGGGTKVEIKRTVAAPSVE
IFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLS
SPVTKSFNRGECGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPR
EEQYNSTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLWCLVKGFYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVFSCSVMHEALHNREFTQKSLSLSPGGGGGSGGGGSDIQOMTQSP
STLSASVGDRVTITCQASQSISSHLNWYQQKPGKAPKLLIYKASTLASGVPSRFSGSGSGTEFTLTISSLOPDDFATYYCQQGY SW
GNVDNVFGGGTKVTVLGGGGSGGGGSGGGGSGGGGSEVQLLESGGGLVQPGGSLSLSCAASGESFSSGYDMCWVRQAPGKGLEWIA
CIAAGSAGITYDANWAKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARSAFSFDYAMDLWGQGTLVTVSS

>3equence ID 96: SI-75P5 Chain B Nucleotide Sequence

CAGGTGCAGCTGGTGCAGTCTGGCGGAGGCCTGGTGCAGGCTGGGGGCAGCCTGAGCCTGAGCTGTGCCTTCTCTGGCCGCACCTT
CTCCATGTACACCATGGGCTGGTTCCGCCAGGCCCCAGGGAAGGAGAGAGAGTTTGTGGCTGCCAACAGAGGCAGAGGCCTGAGCC
CAGACATTGCTGACTCTGTGAATGGCCGCTTCACCATCTCCAGAGACAATGCCAAGAACACCCTGTACCTGCAGATGGACAGCCTG
AAGCCAGAGGACACAGCTGTGTACTACTGTGCTGCTGACCTGCAGTATGGCAGCAGCTGGCCTCAGAGGAGCTCTGCTGAGTATGA
CTACTGGGGCCAGGGCACCACTGTGACTGTCTCGAGCGGCGGTGCAGGGTCCGGCGGTGGTGGATCAGACGTCGTGATGACCCAGT
CTCCTTCCACCCTGTCTGCATCTGTAGGAGACAGAGTCACCATCAATTGCCAAGCCAGTGAGAGCATTAGCAGTTGGTTAGCCTGG
TATCAGCAGAAACCAGGGAAAGCCCCTAAGCTCCTGATCTATGAAGCATCCAAACTGGCATCTGGGGTCCCATCAAGGTTCAGCGG
CAGTGGATCTGGGACAGAATTCACTCTCACCATCAGCAGCCTGCAGCCTGATGATTTTGCAACTTATTACTGCCAAGGCTATTTTT
ATTTTATTAGTCGTACTTATGTAAATTCTTTCGGCGGAGGGACCAAGGTGGAGATCARACGTACGGTGGCTGCACCATCTGTCTTC
ATCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTATCCCAGAGAGGCCAA
AGTACAGTGGAAGGTGGATAACGCCCTCCAATCGGGTAACTCCCAGGAGAGTGTCACAGAGCAGGACAGCAAGGACAGCACCTACA
GCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAGAAACACAAAGT CTACGCCTGCGAAGTCACCCATCAGGGCCTGAGC
TCGCCCGTCACAAAGAGCTTCAACAGGGGAGAGTGTGGAGGCGACAAAACTCACACATGCCCACCGTGCCCAGCACCTGAAGCCGL
GGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGT GG
TGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAAGACAAAGCCGCGG
GAGGAGCAGTACAACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCAAGGAGTACAAGTG
CGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCCCGAGAACCACAGGTGTACA
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CCCTGCCCCCAAGCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTGGTGCCTGGTCAAAGGCTTCTATCCCAGCGACATCGCC
GTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTCTA
TAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACAGAT
TCACGCAGAAGAGCCTCTCCCTGTCTCCGGGTGGCGGTGGAGGGTCCGGCGGTGGTGGATCCGACATT CAGATGACACAGTCACCG
TCTACGCTCTCAGCCTCAGTAGGCGATAGGGTGACTATCACCTGCCAAGCCTCCCAATCTATAAGTTCACACCTCAACTGGTATCA
ACAGAAACCCGGTAAAGCACCGAAGCTGCTCATCTACAAGGCATCAACTCTTGCCTCAGGTGTGCCTAGTCGCTTCTCCGGGAGCG
GCTCCGGTACTGAGTTTACTTTGACGATATCTTCCCTCCAACCCGACGACTTCGCCACATACTATTGTCAGCAGGGTTATAGTTGG
GGAAATGTTGACAATGTGTTTGGAGGGGGAACGAAAGTGACTGTGCTTGGGAGGGGGAGCAAGTGGCGGCGGCGGAAGCGGAGGT GG
TGGCTCCGGCGGGGGTGGAAGCGAAGTGCAATTGCTCGAAAGTGGTGGCGGACTTGTGCAACCTGGTGGAAGCCTCTCACTCTCTT
GCGCGGCGAGTGGTTTTAGCTTCAGTAGCGGCTACGATATGTGCTGGGTAAGACAGGCTCCTGGTAAAGGCCTTGAGTGGATTGCG
TGTATCGCCGCCGGGTCTGCTGGTATAACATACGATGCAAACTGGGCGARAAGGGCGCTTCACAATCTCCAGGGACAACTCAAAAAA
TACATTGTACCTCCAGATGAATAGCCTGAGAGCCGAAGACACCGCAGTCTACTATTGCGCAAGGTCAGCATTTAGCTTCGATTATG
CAATGGATCTTTGGGGCCAGGGGACGCTCGTCACCGTCTCATCTTGA

>Sequence ID 97: SI-75P8 Chain A Amino Acid Sequence

EVQLOESGGGLVQAGDSLSLSCLVSGRSEFNSYTMGWFROQAPGKEREFVAAILWSGPTTYYADSVKGREFTI SRDNAKNTVYLOMNSL
KPEDTAVYYCAAALGVLVLAPGNVYSYWGQGTQVTVSSGGGGSGGGGSQVQLOESGGRLVQPGEPLSLTCKTSGIDLS SNAIGWVR
QAPGKGLEWIGVIFGSGNTYYASWAKGRFTISRSTSTVYLKMNSLRSEDTAIYYCARGGYSSDIWGQGTLVTVSSASTKGPSVEPL
APSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALT SGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKP SNTKVDKR
VEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTY
RVVSVLTVLHQDWLNGKEYKCAVSNKALPAPIEKTISKAKGOPREPQVYTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQOGNVESCSVMHEALHNHYTQKSLSLSPGGGGGSGGGGSQVQLOQSGPGLVKPSE
TLSITCTVSGFSLTNYGVHWIRQAPGKGLEWLGVIWSGGNTDYNTPFTSREFTITKDNSKNQVYFKLRSVRADDTAIYYCARALTYY
DYEFAYWGQGTLVTVSSGGGGSGGGGSGGGGSGGGGSEIVLTOSPSTLSVSPGERATFSCRASQSIGTNIHWYQQKPGKPPRLLIK
YASESISGIPDRFSGSGSGTEFTLTISSVOSEDFAVYYCQOONNNWPTTFGPGTKLTVL

>3equence ID 98: SI-75P8 Chain A Nucleotide Sequence

GAGGTGCAGCTGCAGGAGTCTGGCGGCGGCCTGGTGCAGGCTGGGGACAGCCTGAGCCTGTCCTGCCTGGTGTCTGGCCGCTCCTT
CAACTCCTACACCATGGGCTGGTTCCGCCAGGCCCCTGGGAAGGAGCGGGAGTTTGTGGCTGCCATCCTGTGGAGTGGCCCCACCA
CCTACTATGCTGACTCTGTGAAGGGCCGCTTCACCATCTCCAGAGACAATGCCAAGAACACTGTGTACCTGCAGATGAACAGCCTG
AAGCCAGAGGACACAGCTGTGTACTACTGTGCTGCTGCCCTGGGAGTGCTGGTGCTGGCCCCTGGCAATGTGTACAGCTACTGGGG
CCAGGGCACCCAGGTGACTGTCTCGAGCGGCGGTGGAGGGTCCGGCGGTGGTGGAT CACAAGTGCAGTTGCAAGAAAGTGGTGGTA
GACTGGTTCAGCCTGGTGAACCCTTGTCACTGACGTGTAAAACAAGCGGCATTGATCTGTCCTCTAACGCCATCGGATGGGTCCGA
CAGGCCCCAGGAAAAGGTCTGGAGTGGATCGGAGTTATCTTCGGGAGCGGCAATACATACTACGCAAGCTGGGCAAAAGGGCGATT
TACGATATCACGGAGCACCTCTACAGTTTATTTGAAAATGAACTCCCTCCGGTCCGAGGATACCGCGATATATTACTGTGCCAGAG
GGGGGTACTCCTCTGATATCTGGGGGCAGGGTACACTGGTTACAGTTTCATCCGCTAGCACCAAAGGCCCCTCTGTGTTCCCTCTG
GCCCCCTCCTCCAAGAGCACCTCTGGAGGCACTGCTGCCCTGGGCTGCCTGGTGAAGGACTACTTCCCAGAGCCTGTGACTGTGTC
CTGGAACTCTGGAGCCCTGACCTCTGGAGTGCACACCTTCCCTGCTGTGCTGCAGAGCTCTGGCCTCTACAGCCTGTCCTCTGTGG
TCACTGTGCCCTCCTCCAGCCTGGGCACCCAGACCTACATCTGCAATGTGAACCACAAGCCCTCCAACACCAAGGTGGACAAGAGA
GTGGAGCCCAAGTCCTGTGACAAGACCCACACCTGCCCTCCCTGCCCAGCCCCAGAGGCTGCTGGAGGCCCCTCTGTGTTCCTCTT
CCCTCCCAAGCCCAAGGACACCCTGATGATCTCCAGGACCCCAGAAGTCACCTGTGTGGCTGGTGGATGTGTCCCATGAAGACCCAG
AAGTGAAGTTCAACTGGTATGTGGATGGAGTGGAGGTGCACAATGCCAAGACCAAGCCCAGAGAAGAGCAGTACAACTCCACCTAC
CGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACTGGCTGAATGGGAAGGAGTACAAGTGTGCTGTGTCCAACAAGGCCCTGCC
TGCCCCCATTGAGAAGACCATCTCCAAGGCCAAGGGCCAGCCCAGAGAGCCCCAGGTCTACACCCTGCCTCCCTCCAGAGATGAGC
TGACCAAGAACCAGGTGTCCCTGTCCTGTGCTGTGARAGGCTTCTACCCCAGTGACATTGCTGTGGAGTGGGAGAGCAATGGCCAG
CCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGGACTCTGATGGCTCCTTCTTCCTGGTCTCCAAGCTGACTGTGGACAAGAG
CCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGTCATGCATGAGGCCCTGCACAACCACTACACCCAGAAGAGCCTGAGCCTGA
GCCCTGGAGGAGGAGGAGGCTCTGGAGGAGGCAGGAT CCCAAGTTCAGTTGCAGCAGTCTGGCCCTGGCCTGGTCAAGCCTTCTGAG
ACACTGTCCATCACCTGTACCGTGTCCGGCTTCTCCCTGACCAATTACGGCGTGCACTGGATCAGACAGGCCCCTGGCAAAGGACT
GGAATGGCTGGGAGTGATTTGGAGCGGCGGCAACACCGACTACAACACCCCTTTCACCAGCCGGTTCACCATCACCAAGGACAACT
CCAAGAACCAGGTGTACTTCAAGCTGCGGAGCGTGCGGGCTGATGACACCGCCATCTACTACTGTGCTCGGGCCCTGACCTACTAC
GACTACGAGTTTGCTTACTGGGGCCAGGGCACCCTGGTCACAGTTTCTTCTGGTGGTGGTGGTTCAGGCGGGGGGGGTTCCGGCGG
AGGCGGTTCTGGGGGTGGAGGTTCCGAGATCGTGCTGACCCAGTCTCCTTCCACACTGTCTGTGTCTCCCGGCGAGAGAGCCACCT
TCAGCTGTAGAGCCTCTCAGTCCATCGGCACCAACATCCACTGGTATCAGCAGAAGCCCGGCAAGCCTCCTCGGCTGCTGATTAAG
TACGCCTCCGAGTCCATCAGCGGCATCCCTGACAGATTCTCCGGCTCTGGCTCTGGCACCGAGTTTACCCTGACCATCTCCTCCGT
GCAGTCCGAGGATTTCGCCGTGTACTACTGCCAGCAGAACAACAACTGGCCCACCACCTTTGGACCCGGCACCAAGCTGACCGTGC
TGTGA

>3equence ID 99: SI-75P8 Chain B Amino Acid Sequence
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QVQLVQSGGGLVQAGGSLSLSCAFSGRTEFSMYTMGWFRQAPGKEREFVAANRGRGLSPDIADSVNGRFTISRDNAKNTLYLOMDSL
KPEDTAVYYCAADLQYGSSWPQRSSAEYDYWGQGTTVIVSSGGGGSGGGGSDPQLTOSPSSLSATVGORVTINCQOS SQSVAKNNNL
AWFQQOKPGKPPKLLIYSASTLAAGVPSRESGSGSGTQFTLTITRVQSEDFATYYCSARDSGNIQSFGGGTRVEIKRTVAAPSVEIF
PPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSP
VTKSFNRGECGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREE
QYNSTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPTIEKTI SKAKGQPREPQVYTLPPSRDELTKNQVS LWCLVKGEFYPSDIAVE
WESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWOQGNVEFSCSVMHEALHNRFTQKSLSLSPGGGGGSGGGGSQVOLOESGGG
LVKPGGSLSLSCAASGFTESSYWMSWVRQAPGKGLEWVANINRDGSASYYVDSVKGRFTISRDDAKNSLY LOMNSLRAEDTAVYYC
ARDRGVGYFDLWGRGTLVTVSSGGGGSGGGGSGGGGSQSALTQPASVSGSPGOSITISCTGT SSDVGGYNEVSWYQOHPGKAPKLM
IYDVSDRPSGVSDREFSGSKSGNTASLITISGLQADDEADYYCSSYGSSSTHVIFGGGTKVTVL

>Sequence ID 100: SI-75P8 Chain B Nucleotide Sequence

CAGGTGCAGCTGGTGCAGTCTGGCGGAGGCCTGGTGCAGGCTGGGGGCAGCCTGAGCCTGAGCTGTGCCTTCTCTGGCCGCACCTT
CTCCATGTACACCATGGGCTGGTTCCGCCAGGCCCCAGGGAAGGAGAGAGAGTTTGTGGCTGCCAACAGAGGCAGAGGCCTGAGCC
CAGACATTGCTGACTCTGTGAATGGCCGCTTCACCATCTCCAGAGACAATGCCAAGAACACCCTGTACCTGCAGATGGACAGCCTG
AAGCCAGAGGACACAGCTGTGTACTACTGTGCTGCTGACCTGCAGTATGGCAGCAGCTGGCCTCAGAGGAGCTCTGCTGAGTATGA
CTACTGGGGCCAGGGCACCACTGTGACTGTCTCGAGTGGCGGTGCAGGGTCCGGCGGTGGTGGATCAGAT CCTCAATTGACCCAGT
CCCCTAGTAGCCTTTCTGCAACCGTGGGCCAGAGGGTAACAATCAATTGCCAGTCAAGCCAGTCCGTAGCGAAGAATAATAATTTG
GCATGGTTCCAACAAAAACCGGGTAAACCTCCTAAACTCCTTATCTACTCAGCTTCAACCCTTGCCGCGGGTGTGCCCAGCCGGTT
CTCAGGCTCAGGTTCCGGGACTCAATTTACACTTACCATCACTCGCGTCCAAAGTGAGGATTTTGCAACCTACTATTGTTCTGCAC
GGGATTCCGGGAACATACAGTCCTTTGGGGGTGGAACTCGGGTGGAGATAAAACGTACGGTGGCTGCCCCCTCTGTGTTCATCTTC
CCACCCAGTGATGAGCAGCTGAAGAGTGGCACAGCCTCTGTGGTGTGCCTGCTCAACAACTTCTACCCCAGAGAAGCCAAGGTGCA
GTGGAAGGTGGACAATGCCCTGCAGAGTGGCAACAGCCAGGAGAGT GTGACAGAGCAGGACAGCAAGGACAGCACCTACAGCCTGT
CCTCCACCCTGACCCTGTCCAAGGCTGACTATGAGAAGCACAAGGTGTATGCCTGTGAGGTGACCCACCAGGGCCTGAGCAGCCCT
GTGACCAAGAGCTTCAACCGAGGAGAGTGTGGAGGAGACAAGACCCACACCTGCCCTCCCTGCCCAGCCCCAGAAGCTGCTGGAGG
CCCCTCTGTGTTCCTCTTCCCTCCCAAGCCCAAGGACACCCTGATGATCTCCAGGACCCCAGAAGTCACCTGTGTGGTGGTGGATG
TGTCCCATGAAGACCCAGAAGTGAAGTTCAACTGGTATGTGCATGGAGTGGAAGTGCACAATGCCAAGACCAAGCCCAGAGAAGAG
CAGTACAACAGCACCTACCGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACTGGCTGAATGGGAAGGAGTACAAGTGTGCTGT
GTCCAACAAGGCCCTGCCTGCCCCCATTGAGAAGACCATCTCCAAGGCCAAGGGCCAGCCCAGAGAGCCCCAGGTCTACACCCTGC
CTCCCTCCAGAGATGAGCTGACCAAGAACCAGGTGTCCCTGTGGTGCCTGGTGAAAGGCTTCTACCCCAGTGACATTGCTGTGGAG
TGGGAGAGCAATGGCCAGCCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGGACTCTGATGGCTCCTTCTTCCTGTACAGCAA
GCTGACTGTGGACAAGAGCCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGTCATGCATGAGGCCCTGCACAACCGCTTCACCC
AGAAGAGCCTGAGCCTGAGCCCTGGAGGAGGAGGAGGCTCTGGAGGAGGAGGAT CCCAGGTGCAGCTGCAGGAGTCGGGGGGAGGC
CTGGTCAAGCCTGGAGGGTCCCTGAGCCTCTCCTGTGCAGCCTCTGGATTCACCTTTAGTAGTTATTGGATGAGCTGGGTCCGCCA
GGCTCCAGGGAAGGGGCTGGAGTGGGTGGCCAACATAAACCGCGATGGAAGTGCGAGTTACTATGTGGACTCTGTGAAGGGCCGAT
TCACCATCTCCAGAGACGACGCCAAGAACTCACTGTATCTGCARAATGAACAGCCTGAGAGCTGAGGACACGGCTGTGTATTACTGT
GCGAGAGATCGTGGGGTGGGCTACTTCGATCTCTGGGGCCGTGGCACCCTGGTCACCGTGTCTAGCGGTGGAGGCGGTTCAGGCGG
AGGTGGTTCCGGCGGTGGCGGCTCCCAGTCTGCCCTGACTCAGCCTGCCTCCGTGTCTGGGTCTCCTGGACAGT CGATCACCATCT
CCTGCACTGGAACCAGCAGTGACGTTGGTGGTTATAACTTTGTCTCCTGGTACCAACAACACCCAGGCAAAGCCCCCAAACTCATG
ATCTATGATGTCAGTGATCGGCCCTCAGGGGTGTCTGATCGCTTCTCCGGCTCCAAGTCTGGCAACACGGCCTCCCTGATCATCTC
TGGCCTCCAGGCTGACGACGAGGCTGATTATTACTGCAGCTCATATGGGAGCAGCAGCACTCATGTGATTTTCGGCGGAGGGACCA
AGGTGACCGTCCTATAA

>3equence ID 101: SI-75X4 Chain A Amino Acid Sequence

EVQLOESGGGLVQAGDSLSLSCLVSGRSEFNSYTMGWFROAPGKEREFVAAILWSGPTTYYADSVKGREFTI SRDNAKNTVYLOMNSL
KPEDTAVYYCAAALGVLVLAPGNVYSYWGQGTQVTVSSGGGGSGGGGSEVQLVESGGGLVQPGGSLRLSCAASGEFTISTNAMSWVR
QAPGKGLEWIGVITGRDITYYASWAKGRFTISRDNSKNTLYLOMSSLRSEDTAVYYCARDGGSSAITSNNIWGQGTLVTVSSASTK
GPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPS
NTKVDKRVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPRE
EQYNSTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLSCAVKGEFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQOGNVFSCSVMHEALHNHYTQKSLSLSPG

>Sequence ID 102: SI-75X4 Chain A Nucleotide Sequence
GAGGTGCAGCTGCAGGAGTCTGGCGGCGGCCTGGTGCAGGCTGGGGACAGCCTGAGCCTGTCCTGCCTGGTGTCTGGCCGCTCCTT

CAACTCCTACACCATGGGCTGGTTCCGCCAGGCCCCTGGGAAGGAGCGGGAGTTTGTGGCTGCCATCCTGTGGAGTGGCCCCACCA
CCTACTATGCTGACTCTGTGAAGGGCCGCTTCACCATCTCCAGAGACAATGCCAAGAACACTGTGTACCTGCAGATGAACAGCCTG
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AAGCCAGAGGACACAGCTGTGTACTACTGTGCTGCTGCCCTGGGAGTGCTGGTGCTGGCCCCTGGCAATGTGTACAGCTACTGGGG
CCAGGGCACCCAGGTGACTGTCTCGAGCGCGAGGAGGAGGCTCTGGAGGAGGAGGCAGTGAGGTGCAGCTGGTGGAGAGTGGAGGAG
GCCTGGTGCAGCCTGGAGGCAGCCTGCGGCTGTCCTGTGCTGCCTCTGGCTTCACCATCTCCACCAATGCCATGTCCTGGGTGCGC
CAGGCCCCTGGCAAGGGCCTGGAGTGGATTGGAGTCATCACTGGCAGAGACATCACCTACTATGCCTCCTGGGCCAAAGGCCGCTT
CACCATCTCCAGAGACAACAGCAAGAACACCCTGTACCTGCAGATGAGCAGCCTGCGCAGTGAGGACACAGCTGTGTACTACTGTG
CCCGAGATGGAGGCAGCAGTGCCATCACCTCCAACAACATCTGGGGCCAGGGCACCCTGGTCACTGTGTCCTCTGCTAGCACCAAA
GGCCCCTCTGTGTTCCCTCTGGCCCCCTCCTCCAAGAGCACCTCTGGAGGCACTGCTGCCCTGGGCTGCCTGGTGAAGGACTACTT
CCCAGAGCCTGTGACTGTGTCCTGGAACTCTGGAGCCCTGACCTCTGGAGTGCACACCTTCCCTGCTGTGCTGCAGAGCTCTGGCC
TCTACAGCCTGTCCTCTGTGGTCACTGTGCCCTCCTCCAGCCTGGGCACCCAGACCTACATCTGCAATGTGAACCACAAGCCCTCC
AACACCAAGGTGGACAAGAGAGTGGAGCCCAAGTCCTGTGACAAGACCCACACCTGCCCTCCCTGCCCAGCCCCAGAGGCTGCTGG
AGGCCCCTCTGTGTTCCTCTTCCCTCCCAAGCCCAAGGACACCCTGATGATCTCCAGGACCCCAGAAGTCACCTGTGTGGTGGTGG
ATGTGTCCCATGAAGACCCAGAAGTGAAGTTCAACTGGTATGTGGATGGAGTGGAGGTGCACAATGCCAAGACCAAGCCCAGAGAA
GAGCAGTACAACTCCACCTACCGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACTGGCTGAATGGGAAGGAGTACAAGTGTGC
TGTGTCCAACAAGGCCCTGCCTGCCCCCATTGAGAAGACCATCTCCAAGGCCAAGGGCCAGCCCAGAGAGCCCCAGGTCTACACCC
TGCCTCCCTCCAGAGATGAGCTGACCAAGAACCAGGTGTCCCTGTCCTGTGCTGTGAAAGGCTTCTACCCCAGTGACATTGCTGTG
GAGTGGGAGAGCAATGGCCAGCCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGGACTCTGATGGCTCCTTCTTCCTGGTCTC
CAAGCTGACTGTGGACAAGAGCCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGTCATGCATGAGGCCCTGCACAACCACTACA
CCCAGAAGAGCCTGAGCCTGAGCCCTGGATGA

>Sequence ID 103: SI-75X4 Chain B Amino Acid Sequence

QVOLVQSGGGLVQAGGSLSLSCAFSGRTFSMYTMGWFRQAPGKEREFVAANRGRGLSPDIADSVNGREFTI SRDNAKNTLYLOMDSL
KPEDTAVYYCAADLQYGS SWPQRSSAEYDYWGQGTTVTVSSGGGGSGGGGSDVVMTQSPSTLSASVGDRVTINCQASESI SSWLAW
YOOKPGKAPKLLIYEASKLASGVPSRFSGSGSGTEFTLTISSLOPDDFATYYCQGYFYFISRTYVNSFGGGTKVEIKRTVAAPSVE
IFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLS
SPVTKSFNRGECGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPR
EEQYNSTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLWCLVKGFYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVFSCSVMHEALHNRFTQKSLSLSPG

>Sequence ID 104: SI-75X4 Chain B Nucleotide Sequence

CAGGTGCAGCTGGTGCAGTCTGGCGGAGGCCTGGTGCAGGCTGGGGGCAGCCTGAGCCTGAGCTGTGCCTTCTCTGGCCGCACCTT
CTCCATGTACACCATGGGCTGGTTCCGCCAGGCCCCAGGGAAGGAGAGAGAGTTTGTGGCTGCCAACAGAGGCAGAGGCCTGAGCC
CAGACATTGCTGACTCTGTGAATGGCCGCTTCACCATCTCCAGAGACAATGCCAAGAACACCCTGTACCTGCAGATGGACAGCCTG
AAGCCAGAGGACACAGCTGTGTACTACTGTGCTGCTGACCTGCAGTATGGCAGCAGCTGGCCTCAGAGGAGCTCTGCTGAGTATGA
CTACTGGGGCCAGGGCACCACTGTGACTGTCTCGAGCGGAGGAGGAGGCTCTGGAGGAGGAGGCAGTGATGTGGTGATGACCCAGA
GCCCCTCCACCCTGTCTGCCTCTGTGGGAGACAGAGTGACCATCAACTGCCAGGCCAGTGAGAGCATCTCCTCCTGGCTGGCCTGG
TACCAGCAGAAGCCAGGCAAGGCCCCCAAGCTGCTCATCTATGAAGCCTCCAAGCTGGCCTCTGGAGTGCCCTCCCGCTTCTCTGG
CTCTGGCTCTGGCACAGAGTTCACCCTGACCATCTCCAGCCTGCAGCCAGATGACTTTGCCACCTACTACTGCCAGGGCTACTTCT
ACTTCATCTCCAGGACCTATGTGAACAGCTTTGGAGGAGGCACCAAGGTGGAGATCAAGCGTACGGTGGCTGCCCCCTCTGTGTTC
ATCTTCCCACCCAGTGATGAGCAGCTGAAGAGTGGCACAGCCTCTGTGGTGTGCCTGCTCAACAACTTCTACCCCAGAGAAGCCAA
GGTGCAGTGGAAGGTGGACAATGCCCTGCAGAGT GGCAACAGCCAGGAGAGT GTGACAGAGCAGGACAGCAAGGACAGCACCTACA
GCCTGTCCTCCACCCTGACCCTGTCCAAGGCTGACTATGAGAAGCACAAGGTGTATGCCTGTGAGGTGACCCACCAGGGCCTGAGC
AGCCCTGTGACCAAGAGCTTCAACCGAGGAGAGTGTGGAGGAGACAAGACCCACACCTGCCCTCCCTGCCCAGCCCCAGAAGCTGC
TGGAGGCCCCTCTGTGTTCCTCTTCCCTCCCAAGCCCAAGGACACCCTGATGATCTCCAGGACCCCAGAAGTCACCTGTGTGGTGG
TGGATGTGTCCCATGAAGACCCAGAAGTGAAGTTCAACTGGTATGTGGATGGAGTGGAAGTGCACAATGCCAAGACCAAGCCCAGA
GAAGAGCAGTACAACAGCACCTACCGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACTGGCTGAATGGGAAGGAGTACAAGTG
TGCTGTGTCCAACAAGGCCCTGCCTGCCCCCATTGAGAAGACCATCTCCAAGGCCAAGGGCCAGCCCAGAGAGCCCCAGGTCTACA
CCCTGCCTCCCTCCAGAGATGAGCTGACCAAGAACCAGGTGTCCCTGTGGTGCCTGGTGAAAGGCTTCTACCCCAGTGACATTGCT
GTGGAGTGGGAGAGCAATGGCCAGCCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGGACTCTGATGGCTCCTTCTTCCTGTA
CAGCAAGCTGACTGTGGACAAGAGCCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGTCATGCATGAGGCCCTGCACAACCGCT
TCACCCAGAAGAGCCTGAGCCTGAGCCCTGGATGA

>3equence ID 105: SI-75X17 Chain A Amino Acid Sequence

EVQOLOESGGGLVQAGDSLSLSCLVSGRSFNSYTMGWFRQAPGKEREFVAATILWSGPTTYYADSVKGRFTI SRDNAKNTVYLOMNSL
KPEDTAVYYCAAALGVLVLAPGNVYSYWGQGTQVTVSSGGGGSGGGGSQVOLOESGGRLVQPGEPLSLTCKT SGIDLS SNATGWVR
QAPGKGLEWIGVIFGSGNTYYASWAKGRFTISRSTSTVYLKMNSLRSEDTATIYYCARGGYSSDIWGQGTLVTVSSASTKGPSVEFPL
APSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKR
VEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTY
RVVSVLTVLHODWLNGKEYKCAVSNKALPAPTIEKTI SKAKGQPREPQVYTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQOGNVEFSCSVMHEALHNHYTQKSLSLSPG
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>3equence ID 106: SI-75X17 Chain A Nucleotide Sequence

GAGGTGCAGCTGCAGGAGTCTGGCGGCGGCCTGGTGCAGGCTGGGGACAGCCTGAGCCTGTCCTGCCTGGTGTCTGGCCGCTCCTT
CAACTCCTACACCATGGGCTGGTTCCGCCAGGCCCCTGGGAAGGAGCGGGAGTTTGTGGCTGCCATCCTGTGGAGTGGCCCCACCA
CCTACTATGCTGACTCTGTGAAGGGCCGCTTCACCATCTCCAGAGACAATGCCAAGAACACTGTGTACCTGCAGATGAACAGCCTG
AAGCCAGAGGACACAGCTGTGTACTACTGTGCTGCTGCCCTGGGAGTGCTGGTGCTGGCCCCTGGCAATGTGTACAGCTACTGGGG
CCAGGGCACCCAGGTGACTGTCTCGAGCGGCGGTGGAGGGTCCGGCGGTGGTGGAT CACAAGTGCAGTTGCAAGAAAGTGGTGGTA
GACTGGTTCAGCCTGGTGAACCCTTGTCACTGACGTGTAAAACAAGCGGCATTGATCTGTCCTCTAACGCCATCGGATGGGTCCGA
CAGGCCCCAGGAAAAGGTCTGGAGTGGATCGGAGTTATCTTCGGGAGCGGCAATACATACTACGCAAGCTGGGCAAAAGGGCGATT
TACGATATCACGGAGCACCTCTACAGTTTATTTGAAAATGAACTCCCTCCGGTCCGAGGATACCGCGATATATTACTGTGCCAGAG
GGGGGTACTCCTCTGATATCTGGGGGCAGGGTACACTGGTTACAGTTTCATCCGCTAGCACCAAAGGCCCCTCTGTGTTCCCTCTG
GCCCCCTCCTCCAAGAGCACCTCTGGAGGCACTGCTGCCCTGGGCTGCCTGGTGAAGGACTACTTCCCAGAGCCTGTGACTGTGTC
CTGGAACTCTGGAGCCCTGACCTCTGGAGTGCACACCTTCCCTGCTGTGCTGCAGAGCTCTGGCCTCTACAGCCTGTCCTCTGTGG
TCACTGTGCCCTCCTCCAGCCTGGGCACCCAGACCTACATCTGCAATGTGAACCACAAGCCCTCCAACACCAAGGTGGACAAGAGA
GTGGAGCCCAAGTCCTGTGACAAGACCCACACCTGCCCTCCCTGCCCAGCCCCAGAGGCTGCTGGAGGCCCCTCTGTGTTCCTCTT
CCCTCCCAAGCCCAAGGACACCCTGATGATCTCCAGGACCCCAGAAGTCACCTGTGTGGCTGGTGGATGTGTCCCATGAAGACCCAG
AAGTGAAGTTCAACTGGTATGTGGATGGAGTGGAGGTGCACAATGCCAAGACCAAGCCCAGAGAAGAGCAGTACAACTCCACCTAC
CGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACTGGCTGAATGGGAAGGAGTACAAGTGTGCTGTGTCCAACAAGGCCCTGCC
TGCCCCCATTGAGAAGACCATCTCCAAGGCCAAGGGCCAGCCCAGAGAGCCCCAGGTCTACACCCTGCCTCCCTCCAGAGATGAGC
TGACCAAGAACCAGGTGTCCCTGTCCTGTGCTGTGARAGGCTTCTACCCCAGTGACATTGCTGTGGAGTGGGAGAGCAATGGCCAG
CCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGGACTCTGATGGCTCCTTCTTCCTGGTCTCCAAGCTGACTGTGGACAAGAG
CCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGTCATGCATGAGGCCCTGCACAACCACTACACCCAGAAGAGCCTGAGCCTGA
GCCCTGGATGA

>Sequence ID 107: SI-75X17 Chain B Amino Acid Sequence

QVQOLVQSGGGLVQAGGSLSLSCAFSGRTEFSMYTMGWFROQAPGKEREFVAANRGRGLSPDIADSVNGRFTISRDNAKNTLYLOMDSL
KPEDTAVYYCAADLQYGS SWPQRSSAEYDYWGQGTTVTVSSGGGGSGGGGSDPQLTQSPSSLSATVGQRVTINCQS SQSVAKNNNL
AWFQQOKPGKPPKLLIYSASTLAAGVPSRESGSGSGTQFTLTITRVQSEDFATYYCSARDSGNIQSFGGGTRVEIKRTVAAPSVEIF
PPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSP
VTKSEFNRGECGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKEFNWYVDGVEVHNAKTKPREE
QYNSTYRVVSVLTVLHQDWLNGKEYKCAVSNKALPAPTIEKTI SKAKGQPREPQVYTLPPSRDELTKNQVSLWCLVKGFYPSDIAVE
WESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVMHEALHNREFTQKSLSLSPG

>Sequence ID 108: SI-75X17 Chain B Nucleotide Sequence

CAGGTGCAGCTGGTGCAGTCTGGCGGAGGCCTGGTGCAGGCTGGGGGCAGCCTGAGCCTGAGCTGTGCCTTCTCTGGCCGCACCTT
CTCCATGTACACCATGGGCTGGTTCCGCCAGGCCCCAGGGAAGGAGAGAGAGTTTGTGGCTGCCAACAGAGGCAGAGGCCTGAGCC
CAGACATTGCTGACTCTGTGAATGGCCGCTTCACCATCTCCAGAGACAATGCCAAGAACACCCTGTACCTGCAGATGGACAGCCTG
AAGCCAGAGGACACAGCTGTGTACTACTGTGCTGCTGACCTGCAGTATGGCAGCAGCTGGCCTCAGAGGAGCTCTGCTGAGTATGA
CTACTGGGGCCAGGGCACCACTGTGACTGTCTCGAGTGGCGGTGGAGGGTCCGGCGGTGGTGGATCAGATCCTCAATTGACCCAGT
CCCCTAGTAGCCTTTCTGCAACCGTGGGCCAGAGGGTAACAATCAATTGCCAGT CAAGCCAGTCCGTAGCGAAGAATAATAATTTG
GCATGGTTCCAACAAAAACCGGGTAAACCTCCTAAACTCCTTATCTACTCAGCTTCAACCCTTGCCGCGGGTGTGCCCAGCCGGTT
CTCAGGCTCAGGTTCCGGGACTCAATTTACACTTACCATCACTCGCGTCCAAAGTGAGGATTTTGCAACCTACTATTGTTCTGCAC
GGGATTCCGGGAACATACAGTCCTTTGGGGGTGGAACTCGGGTGGAGATAAAACGTACGGTGGCTGCCCCCTCTGTGTTCATCTTC
CCACCCAGTGATGAGCAGCTGAAGAGTGGCACAGCCTCTGTGGTGTGCCTGCTCAACAACTTCTACCCCAGAGAAGCCAAGGTGCA
GTGGAAGGTGGACAATGCCCTGCAGAGTGGCAACAGCCAGGAGAGTGTGACAGAGCAGGACAGCAAGGACAGCACCTACAGCCTGT
CCTCCACCCTGACCCTGTCCAAGGCTGACTATGAGAAGCACAAGGTGTATGCCTGTGAGGTGACCCACCAGGGCCTGAGCAGCCCT
GTGACCAAGAGCTTCAACCGAGGAGAGTGTGGAGGAGACAAGACCCACACCTGCCCTCCCTGCCCAGCCCCAGAAGCTGCTGGAGG
CCCCTCTGTGTTCCTCTTCCCTCCCAAGCCCAAGGACACCCTGATGAT CTCCAGGACCCCAGAAGTCACCTGTGTGGTGGTGGATG
TGTCCCATGAAGACCCAGAAGTGAAGTTCAACTGGTATGTGGATGGAGTGGAAGTGCACAATGCCAAGACCAAGCCCAGAGAAGAG
CAGTACAACAGCACCTACCGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACTGGCTGAATGGGAAGGAGTACAAGTGTGCTGT
GTCCAACAAGGCCCTGCCTGCCCCCATTGAGAAGACCATCTCCAAGGCCAAGGGCCAGCCCAGAGAGCCCCAGGTCTACACCCTGC
CTCCCTCCAGAGATGAGCTGACCAAGAACCAGGTGTCCCTGTGGTGCCTGGTGAAAGGCTTCTACCCCAGTGACATTGCTGTGGAG
TGGGAGAGCAATGGCCAGCCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGGACTCTGATGGCTCCTTCTTCCTGTACAGCAA
GCTGACTGTGGACAAGAGCCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGTCATGCATGAGGCCCTGCACAACCGCTTCACCC
AGAAGAGCCTGAGCCTGAGCCCTGGATGA

>Sequence ID 109: SI-75X19 Chain A Amino Acid Seguence
QVQOLQESGGRLVQPGEPLSLTCKTSGIDLS SNAIGWVRQAPGKGLEWIGVIFGSGNTYYASWAKGRFTISRSTSTVYLKMNSLRSE

DTAIYYCARGGYSSDIWGQGTLVTVSSASTKGPSVEFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALT SGVHTFPAVLOS
SGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGP SVFLFPPKPKDTLMISRTPEVTCV
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VVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCAVSNKALPAPIEKTI SKAKGQPREPQV
YTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQOGNVESCSVMHEALHN
HYTQKSLSLSPGGGGGSGGGGSEVQLOESGGGLVQAGDSLSLSCLVSGRSFNSYTMGWFRQAPGKEREFVAATILWSGPTTYYADSYV
KGRFTISRDNAKNTVYLOMNSLKPEDTAVYYCAAALGVLVLAPGNVYSYWGQGTQVTVSS

>Sequence ID 110: SI-75X19 Chain A Nucleotide Seguence

CAAGTGCAGTTGCAAGAAAGTGGTGGTAGACTGGTTCAGCCTGGTGAACCCTTGTCACTGACGTGTAAAACAAGCGGCATTGATCT
GTCCTCTAACGCCATCGGATGGGTCCGACAGGCCCCAGGAAAAGGT CTGGAGTGGATCGGAGTTATCTTCGGGAGCGGCAATACAT
ACTACGCAAGCTGGGCAAAAGGGCGATTTACGATAT CACGGAGCACCTCTACAGTTTATTTGAAAATGAACTCCCTCCGGTCCGAG
GATACCGCGATATATTACTGTGCCAGAGGGGGGTACTCCTCTGATATCTGGGGGCAGGGTACACTGGTTACAGTTTCATCCGCTAG
CACCAAAGGCCCCTCTGTGTTCCCTCTGGCCCCCTCCTCCAAGAGCACCTCTGGAGGCACTGCTGCCCTGGGCTGCCTGGTGAAGG
ACTACTTCCCAGAGCCTGTGACTGTGTCCTGGAACTCTGGAGCCCTGACCTCTGGAGTGCACACCTTCCCTGCTGTGCTGCAGAGC
TCTGGCCTCTACAGCCTGTCCTCTGTGGTCACTGTGCCCTCCTCCAGCCTGGGCACCCAGACCTACATCTGCAATGTGAACCACAA
GCCCTCCAACACCAAGGTGGACAAGAGAGTGGAGCCCAAGTCCTGTGACAAGACCCACACCTGCCCTCCCTGCCCAGCCCCAGAGG
CTGCTGGAGGCCCCTCTGTGTTCCTCTTCCCTCCCAAGCCCAAGGACACCCTGATGATCTCCAGGACCCCAGAAGTCACCTGTGTG
GTGGTGGATGTGTCCCATGAAGACCCAGAAGTGAAGTTCAACTGGTATGTGGATGGAGTGGAGGTGCACAATGCCAAGACCAAGCC
CAGAGAAGAGCAGTACAACTCCACCTACCGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACTGGCTGAATGGGAAGGAGTACA
AGTGTGCTGTGTCCAACAAGGCCCTGCCTGCCCCCATTGAGAAGACCATCTCCAAGGCCAAGGGCCAGCCCAGAGAGCCCCAGGTC
TACACCCTGCCTCCCTCCAGAGATGAGCTGACCAAGAACCAGGTGTCCCTGTCCTGTGCTGTGAAAGGCTTCTACCCCAGTGACAT
TGCTGTGGAGTGGGAGAGCAATGGCCAGCCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGGACTCTGATGGCTCCTTCTTCC
TGGTCTCCAAGCTGACTGTGGACAAGAGCCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGTCATGCATGAGGCCCTGCACAAC
CACTACACCCAGAAGAGCCTGAGCCTGAGCCCTGGAGGAGGAGGAGGCTCTGGAGGAGGAGGAT CCGAGGTGCAGCTGCAGGAGTC
TGGCGGCGGCCTGGTGCAGGCTGGGGACAGCCTGAGCCTGTCCTGCCTGGTGTCTGGCCGCTCCTTCAACTCCTACACCATGGGCT
GGTTCCGCCAGGCCCCTGGGAAGGAGCGGGAGTTTGTGGCTGCCATCCTGTGGAGTGGCCCCACCACCTACTATGCTGACTCTGTG
AAGGGCCGCTTCACCATCTCCAGAGACAATGCCAAGAACACTGTGTACCTGCAGATGAACAGCCTGAAGCCAGAGGACACAGCTGT
GTACTACTGTGCTGCTGCCCTGGGAGTGCTGGTGCTGGCCCCTGGCAATGTGTACAGCTACTGGGGCCAGGGCACCCAGGTGACTG
TGTCTAGCTGA

>Sequence ID 111: SI-75X19 Chain B Amino Acid Segquence

DPQLTQSPSSLSATVGQRVTINCQSSQSVAKNNNLAWFQQKPGKPPKLLIYSASTLAAGVPSRESGSGSGTQFTLTITRVQSEDFA
TYYCSARDSGNIQSFGGGTRVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQSGNSQESVTEQDSK
DSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEV
TCVVVDVSHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPIEKTISKAKGQPRE
POQVYTLPPSRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVESCSVMHEA
LHNRFTQKSLSLSPGGGGGSGGGGSQVQLVQOSGGGLVQAGGSLSLSCAFSGRTEFSMYTMGWFRQAPGKEREFVAANRGRGLSPDIA
DSVNGRFTISRDNAKNTLYLOMDSLKPEDTAVYYCAADLQYGSSWPORSSAEYDYWGQGTTVTIVSS

>Sequence ID 112: SI-75X19 Chain B Nucleotide Sequence

GATCCTCAATTGACCCAGTCCCCTAGTAGCCTTTCTGCAACCGTGGGCCAGAGGGTAACAATCAATTGCCAGTCAAGCCAGTCCGT
AGCGAAGAATAATAATTTGGCATGGTTCCAACAAAAACCGGGTAAACCTCCTAAACTCCTTATCTACTCAGCTTCAACCCTTGCCG
CGGGTGTGCCCAGCCGGTTCTCAGGCTCAGGTTCCGGGACTCAATTTACACTTACCATCACTCGCGTCCAAAGTGAGGATTTTGCA
ACCTACTATTGTTCTGCACGGGATTCCGGGAACATACAGTCCTTTGGGGGTGGAACTCGGGTGGAGATAAAACGTACGGTGGCTGC
CCCCTCTGTGTTCATCTTCCCACCCAGTGATGAGCAGCTGAAGAGTGGCACAGCCTCTGTGGTGTGCCTGCTCAACAACTTCTACC
CCAGAGAAGCCAAGGTGCAGTGGAAGGTGGACAATGCCCTGCAGAGTGGCAACAGCCAGGAGAGTGTGACAGAGCAGGACAGCAAG
GACAGCACCTACAGCCTGTCCTCCACCCTGACCCTGTCCAAGGCTGACTATGAGAAGCACAAGGTGTATGCCTGTGAGGTGACCCA
CCAGGGCCTGAGCAGCCCTGTGACCAAGAGCTTCAACCGAGGAGAGTGTGGAGGAGACAAGACCCACACCTGCCCTCCCTGCCCAG
CCCCAGAAGCTGCTGGAGGCCCCTCTGTGTTCCTCTTCCCTCCCAAGCCCAAGGACACCCTGATGATCTCCAGGACCCCAGAAGTC
ACCTGTGTGGTGGTGGATGTGTCCCATGAAGACCCAGAAGTGAAGTTCAACTGGTATGTGGATGGAGT GGAAGTGCACAATGCCAA
GACCAAGCCCAGAGAAGAGCAGTACAACAGCACCTACCGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACTGGCTGAATGGGA
AGGAGTACAAGTGTGCTGTGTCCAACAAGGCCCTGCCTGCCCCCATTGAGAAGACCATCTCCAAGGCCAAGGGCCAGCCCAGAGAG
CCCCAGGTCTACACCCTGCCTCCCTCCAGAGATGAGCTGACCAAGAACCAGGTGTCCCTGTGGTGCCTGGTGAAAGGCTTCTACCC
CAGTGACATTGCTGTGGAGTGGGAGAGCAATGGCCAGCCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGGACTCTGATGGCT
CCTTCTTCCTGTACAGCAAGCTGACTGTGGACAAGAGCCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGTCATGCATGAGGCC
CTGCACAACCGCTTCACCCAGAAGAGCCTGAGCCTGAGCCCTGGAGGAGGAGGAGGCTCTGGAGGAGGAGGATCCCAGGTGCAGCT
GGTGCAGTCTGGCGGAGGCCTGGTGCAGGCTGGGGGCAGCCTGAGCCTGAGCTGTGCCTTCTCTGGCCGCACCTTCTCCATGTACA
CCATGGGCTGGTTCCGCCAGGCCCCAGGGAAGGAGAGAGAGTTTGTGGCTGCCAACAGAGGCAGAGGCCTGAGCCCAGACATTGCT
GACTCTGTGAATGGCCGCTTCACCATCTCCAGAGACAATGCCAAGAACACCCTGTACCTGCAGATGGACAGCCTGAAGCCAGAGGA
CACAGCTGTGTACTACTGTGCTGCTGACCTGCAGTATGGCAGCAGCTGGCCTCAGAGGAGCTCTGCTGAGTATGACTACTGGGGCC
AGGGCACCACTGTGACTGTGTCTAGCTGA
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>Sequence ID 113: SI-75X9 Chain A Amino Acid Sequence

QVQLQESGGRLVQPGEPLSLTCKTSGIDLS SNAIGWVRQAPGKGLEWIGVIFGSGNTYYASWAKGRFTISRSTSTVYLKMNSLRSE
DTAIYYCARGGYSSDIWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALT SGVHTFPAVLQS
SGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCV
VVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCAVSNKALPAPIEKTI SKAKGQPREPQV
YTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQOGNVESCSVMHEALHN
HYTQKSLSLSPG

>Sequence ID 114: SI-75X9 Chain A Nucleotide Sequence

CAAGTGCAGTTGCAAGAAAGTGGTGGTAGACTGGTTCAGCCTGGTGAACCCTTGTCACTGACGTGTAAAACAAGCGGCATTGATCT
GTCCTCTAACGCCATCGGATGGGTCCGACAGGCCCCAGGAAAAGGTCTGGAGTGGATCGGAGTTATCTTCGGGAGCGGCAATACAT
ACTACGCAAGCTGGGCAAAAGGGCGATTTACGATATCACGGAGCACCTCTACAGTTTATTTGAARAATGAACTCCCTCCGGTCCGAG
GATACCGCGATATATTACTGTGCCAGAGGGGGGTACTCCTCTGATATCTGGGGGCAGGGTACACTGGTTACAGTTTCATCCGCTAG
CACCAAAGGCCCCTCTGTGTTCCCTCTGGCCCCCTCCTCCAAGAGCACCTCTGGAGGCACTGCTGCCCTGGGCTGCCTGGTGAAGG
ACTACTTCCCAGAGCCTGTGACTGTGTCCTGGAACTCTGGAGCCCTGACCTCTGGAGTGCACACCTTCCCTGCTGTGCTGCAGAGC
TCTGGCCTCTACAGCCTGTCCTCTGTGGTCACTGTGCCCTCCTCCAGCCTGGGCACCCAGACCTACATCTGCAATGTGAACCACAA
GCCCTCCAACACCAAGGTGGACAAGAGAGTGGAGCCCAAGTCCTGTGACAAGACCCACACCTGCCCTCCCTGCCCAGCCCCAGAGG
CTGCTGGAGGCCCCTCTGTGTTCCTCTTCCCTCCCAAGCCCAAGGACACCCTGATGATCTCCAGGACCCCAGAAGTCACCTGTGTG
GTGGTGGATGTGTCCCATGAAGACCCAGAAGTGAAGTTCAACTGGTATGTGGATGGAGTGGAGGTGCACAATGCCAAGACCAAGCC
CAGAGAAGAGCAGTACAACTCCACCTACCGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACTGGCTGAATGGGAAGGAGTACA
AGTGTGCTGTGTCCAACAAGGCCCTGCCTGCCCCCATTGAGAAGACCATCTCCAAGGCCAAGGGCCAGCCCAGAGAGCCCCAGGTC
TACACCCTGCCTCCCTCCAGAGATGAGCTGACCAAGAACCAGGTGTCCCTGTCCTGTGCTGTGAAAGGCTTCTACCCCAGTGACAT
TGCTGTGGAGTGGGAGAGCAATGGCCAGCCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGGACTCTGATGGCTCCTTCTTCC
TGGTCTCCAAGCTGACTGTGGACAAGAGCCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGTCATGCATGAGGCCCTGCACAAC
CACTACACCCAGAAGAGCCTGAGCCTGAGCCCTGGATGA

>3equence ID 115: SI-75X9 Chain B Amino Acid Sequence

QVQLVQOSGGGLVQAGGSLSLSCAFSGRTFSMYTMGWFRQAPGKEREFVAANRGRGLSPDIADSVNGREFTI SRDNAKNTLYLOMDSL
KPEDTAVYYCAADLQYGSSWPQRSSAEYDYWGQGTTVIVS SGGGGSGGGGSDPQLTOSPSSLSATVGORVTINCQS SQSVAKNNNL
AWFQOKPGKPPKLLIYSASTLAAGVPSRESGSGSGTQFTLTITRVQSEDFATYYCSARDSGNIQSFGGGTRVEIKRTVAAPSVEIF
PPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSP
VITKSFNRGECGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREE
QYNSTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPTIEKTI SKAKGQPREPQVYTLPPSRDELTKNQVSLWCLVKGFYPSDIAVE
WESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVEFSCSVMHEALHNRFTQKSLSLSPG

>3equence ID 116: SI-75X9 Chain B Nucleotide Sequence

CAGGTGCAGCTGGTGCAGTCTGGCGGAGGCCTGGTGCAGGCTGGGGGCAGCCTGAGCCTGAGCTGTGCCTTCTCTGGCCGCACCTT
CTCCATGTACACCATGGGCTGGTTCCGCCAGGCCCCAGGGAAGGAGAGAGAGTTTGTGGCTGCCAACAGAGGCAGAGGCCTGAGCC
CAGACATTGCTGACTCTGTGAATGGCCGCTTCACCATCTCCAGAGACAATGCCAAGAACACCCTGTACCTGCAGATGGACAGCCTG
AAGCCAGAGGACACAGCTGTGTACTACTGTGCTGCTGACCTGCAGTATGGCAGCAGCTGGCCTCAGAGGAGCTCTGCTGAGTATGA
CTACTGGGGCCAGGGCACCACTGTGACTGTCTCCGAGTGGCGGTGCAGGGTCCGGCGGTGGTGGATCAGAT CCTCAATTGACCCAGT
CCCCTAGTAGCCTTTCTGCAACCGTGGGCCAGAGGGTAACAATCAATTGCCAGTCAAGCCAGTCCGTAGCGAAGAATAATAATTTG
GCATGGTTCCAACAAAAACCGGGTAAACCTCCTAAACTCCTTATCTACTCAGCTTCAACCCTTGCCGCGGGTGTGCCCAGCCGGTT
CTCAGGCTCAGGTTCCGGGACTCAATTTACACTTACCATCACTCGCGTCCAAAGTGAGGATTTTGCAACCTACTATTGTTCTGCAC
GGGATTCCGGGAACATACAGTCCTTTGGGGGTGGAACTCGGGTGGAGATAAAACGTACGGTGGCTGCCCCCTCTGTGTTCATCTTC
CCACCCAGTGATGAGCAGCTGAAGAGTGGCACAGCCTCTGTGGTGTGCCTGCTCAACAACTTCTACCCCAGAGAAGCCAAGGTGCA
GTGGAAGGTGGACAATGCCCTGCAGAGTGGCAACAGCCAGGAGAGTGTGACAGAGCAGGACAGCAAGGACAGCACCTACAGCCTGT
CCTCCACCCTGACCCTGTCCAAGGCTGACTATGAGAAGCACAAGGTGTATGCCTGTGAGGTGACCCACCAGGGCCTGAGCAGCCCT
GTGACCAAGAGCTTCAACCGAGGAGAGT GTGGAGGAGACAAGACCCACACCTGCCCTCCCTGCCCAGCCCCAGAAGCTGCTGGAGG
CCCCTCTGTGTTCCTCTTCCCTCCCAAGCCCAAGGACACCCTGATGATCTCCAGGACCCCAGAAGTCACCTGTGTGGTGGTGGATG
TGTCCCATGAAGACCCAGAAGTGAAGTTCAACTGGTATGTGGATGGAGTGGAAGTGCACAATGCCAAGACCAAGCCCAGAGAAGAG
CAGTACAACAGCACCTACCGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACTGGCTGAATGGGAAGGAGTACAAGTGTGCTGT
GTCCAACAAGGCCCTGCCTGCCCCCATTGAGAAGACCATCTCCAAGGCCAAGGGCCAGCCCAGAGAGCCCCAGGTCTACACCCTGC
CTCCCTCCAGAGATGAGCTGACCAAGAACCAGGTGTCCCTGTGGTGCCTGGTGAAAGGCTTCTACCCCAGTGACATTGCTGTGGAG
TGGGAGAGCAATGGCCAGCCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGGACTCTGATGGCTCCTTCTTCCTGTACAGCAA
GCTGACTGTGGACAAGAGCCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGTCATGCATGAGGCCCTGCACAACCGCTTCACCC
AGAAGAGCCTGAGCCTGAGCCCTGGATGA

>3equence ID 117: SI-75X11 Chain A Amino Acid Sequence
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EVQLOESGGGLVQAGDSLSLSCLVSGRSEFNSYTMGWFRQAPGKEREFVAATILWSGPTTYYADSVKGRFTISRDNAKNTVYLOMNSL
KPEDTAVYYCAAALGVLVLAPGNVYSYWGQGTQVTVSSGGGGSGGGGSQVOLOESGGRLVQPGEPLSLTCKT SGIDLS SNATGWVR
QAPGKGLEWIGVIFGSGNTYYASWAKGRFTISRSTSTVYLKMNSLRSEDTAIYYCARGGYSSDIWGQGTLVTVSSASTKGPSVEPL
APSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKR
VEPKSCDKTHTCPPCPAPEAAGGP SVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTY
RVVSVLTVLHODWLNGKEYKCAVSNKALPAPTIEKTI SKAKGQPREPQVYTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVEFSCSVMHEALHNHYTQKSLSLSPG

>3equence ID 118: SI-75X11 Chain A Nucleotide Sequence

GAGGTGCAGCTGCAGGAGTCTGGCGGCGGCCTGGTGCAGGCTGGGGACAGCCTGAGCCTGTCCTGCCTGGTGTCTGGCCGCTCCTT
CAACTCCTACACCATGGGCTGGTTCCGCCAGGCCCCTGGGAAGGAGCGGGAGTTTGTGGCTGCCATCCTGTGGAGTGGCCCCACCA
CCTACTATGCTGACTCTGTGAAGGGCCGCTTCACCATCTCCAGAGACAATGCCAAGAACACTGTGTACCTGCAGATGAACAGCCTG
AAGCCAGAGGACACAGCTGTGTACTACTGTGCTGCTGCCCTGGGAGTGCTGGTGCTGGCCCCTGGCAATGTGTACAGCTACTGGGG
CCAGGGCACCCAGGTGACTGTCTCGAGCGGCGGTGGAGGGTCCGGCGGTGGTGGAT CACAAGTGCAGTTGCAAGAAAGTGGTGGTA
GACTGGTTCAGCCTGGTGAACCCTTGTCACTGACGTGTAAAACAAGCGGCATTGATCTGTCCTCTAACGCCATCGGATGGGTCCGA
CAGGCCCCAGGAAAAGGTCTGGAGTGGATCGGAGTTATCTTCGGGAGCGGCAATACATACTACGCAAGCTGGGCAAAAGGGCGATT
TACGATATCACGGAGCACCTCTACAGTTTATTTGAAAATGAACTCCCTCCGGTCCGAGGATACCGCGATATATTACTGTGCCAGAG
GGGGGTACTCCTCTGATATCTGGGGGCAGGGTACACTGGTTACAGTTTCATCCGCTAGCACCAAAGGCCCCTCTGTGTTCCCTCTG
GCCCCCTCCTCCAAGAGCACCTCTGGAGGCACTGCTGCCCTGGGCTGCCTGGTGAAGGACTACTTCCCAGAGCCTGTGACTGTGTC
CTGGAACTCTGGAGCCCTGACCTCTGGAGTGCACACCTTCCCTGCTGTGCTGCAGAGCTCTGGCCTCTACAGCCTGTCCTCTGTGG
TCACTGTGCCCTCCTCCAGCCTGGGCACCCAGACCTACATCTGCAATGTGAACCACAAGCCCTCCAACACCAAGGTGGACAAGAGA
GTGGAGCCCAAGTCCTGTGACAAGACCCACACCTGCCCTCCCTGCCCAGCCCCAGAGGCTGCTGGAGGCCCCTCTGTGTTCCTCTT
CCCTCCCAAGCCCAAGGACACCCTGATGATCTCCAGGACCCCAGAAGTCACCTGTGTGGCTGGTGGATGTGTCCCATGAAGACCCAG
AAGTGAAGTTCAACTGGTATGTGGATGGAGTGGAGGTGCACAATGCCAAGACCAAGCCCAGAGAAGAGCAGTACAACTCCACCTAC
CGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACTGGCTGAATGGGAAGGAGTACAAGTGTGCTGTGTCCAACAAGGCCCTGCC
TGCCCCCATTGAGAAGACCATCTCCAAGGCCAAGGGCCAGCCCAGAGAGCCCCAGGTCTACACCCTGCCTCCCTCCAGAGATGAGC
TGACCAAGAACCAGGTGTCCCTGTCCTGTGCTGTGAARAGGCTTCTACCCCAGTGACATTGCTGTGGAGTGGGAGAGCAATGGCCAG
CCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGGACTCTGATGGCTCCTTCTTCCTGGTCTCCAAGCTGACTGTGGACAAGAG
CCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGTCATGCATGAGGCCCTGCACAACCACTACACCCAGAAGAGCCTGAGCCTGA
GCCCTGGATGA

>Sequence ID 119: SI-75X11 Chain B Amino Acid Seguence

DPQLTQSPSSLSATVGQORVTINCQOSSQSVAKNNNLAWFQOKPGKPPKLLIYSASTLAAGVPSRESGSGSGTQFTLTITRVQSEDFA
TYYCSARDSGNIQSFGGGTRVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQSGNSQESVTEQDSK
DSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMI SRTPEV
TCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPIEKTISKAKGQPRE
POVYTLPPSRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVESCSVMHEA
LHNRFTQKSLSLSPG

>Sequence ID 120: SI-75X11 Chain B Nucleotide Seguence

GATCCTCAATTGACCCAGTCCCCTAGTAGCCTTTCTGCAACCGTGGGCCAGAGGGTAACAATCAATTGCCAGTCAAGCCAGTCCGT
AGCGAAGAATAATAATTTGGCATGGTTCCAACAAAAACCGGGTAAACCTCCTAAACTCCTTATCTACTCAGCTTCAACCCTTGCCG
CGGGTGTGCCCAGCCGGTTCTCAGGCTCAGGTTCCGGGACTCAATTTACACTTACCATCACTCGCGTCCAAAGTGAGGATTTTGCA
ACCTACTATTGTTCTGCACGGGATTCCGGGAACATACAGTCCTTTGGGGGTGGAACTCGGGTGGAGATAAAACGTACGGTGGCTGC
CCCCTCTGTGTTCATCTTCCCACCCAGTGATGAGCAGCTGAAGAGTGGCACAGCCTCTGTGGTGTGCCTGCTCAACAACTTCTACC
CCAGAGAAGCCAAGGTGCAGTGGAAGGTGGACAATGCCCTGCAGAGTGGCAACAGCCAGGAGAGTGTGACAGAGCAGGACAGCAAG
GACAGCACCTACAGCCTGTCCTCCACCCTGACCCTGTCCAAGGCTGACTATGAGAAGCACAAGGTGTATGCCTGTGAGGTGACCCA
CCAGGGCCTGAGCAGCCCTGTGACCAAGAGCTTCAACCGAGGAGAGTGTGGAGGAGACAAGACCCACACCTGCCCTCCCTGCCCAG
CCCCAGAAGCTGCTGGAGGCCCCTCTGTGTTCCTCTTCCCTCCCAAGCCCAAGGACACCCTGATGATCTCCAGGACCCCAGAAGTC
ACCTGTGTGGTGGTGGATGTGTCCCATGAAGACCCAGAAGTGAAGTTCAACTGGTATGTGGATGGAGT GGAAGTGCACAATGCCAA
GACCAAGCCCAGAGAAGAGCAGTACAACAGCACCTACCGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACTGGCTGAATGGGA
AGGAGTACAAGTGTGCTGTGTCCAACAAGGCCCTGCCTGCCCCCATTGAGAAGACCATCTCCAAGGCCAAGGGCCAGCCCAGAGAG
CCCCAGGTCTACACCCTGCCTCCCTCCAGAGATGAGCTGACCAAGAACCAGGTGTCCCTGTGGTGCCTGGTGAAAGGCTTCTACCC
CAGTGACATTGCTGTGGAGTGGGAGAGCAATGGCCAGCCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGGACTCTGATGGCT
CCTTCTTCCTGTACAGCAAGCTGACTGTGGACAAGAGCCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGTCATGCATGAGGCC
CTGCACAACCGCTTCACCCAGAAGAGCCTGAGCCTGAGCCCTGGATGA

>Sequence ID 121: SI-75X15 Chain A Amino Acid Seguence
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QVQOLQOESGGRLVQPGEPLSLTCKTSGIDLS SNAIGWVRQAPGKGLEWIGVIFGSGNTYYASWAKGRFTISRSTSTVYLKMNSLRSE
DTAIYYCARGGYSSDIWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALT SGVHTFPAVLQS
SGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCV
VVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCAVSNKALPAPIEKTI SKAKGQPREPQV
YTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQOGNVESCSVMHEALHN
HYTQKSLSLSPG

>3equence ID 122: SI-75X15 Chain A Nucleotide Sequence

CAAGTGCAGTTGCAAGAAAGTGGTGGTAGACTGGTTCAGCCTGGTGAACCCTTGTCACTGACGTGTAAAACAAGCGGCATTGATCT
GTCCTCTAACGCCATCGGATGGGTCCGACAGGCCCCAGGAAAAGGT CTGGAGTGGATCGGAGTTATCTTCGGGAGCGGCAATACAT
ACTACGCAAGCTGGGCAAAAGGGCGATTTACGATATCACGGAGCACCTCTACAGTTTATTTGAAAATGAACTCCCTCCGGTCCGAG
GATACCGCGATATATTACTGTGCCAGAGGGGGGTACTCCTCTGATATCTGGGGGCAGGGTACACTGGTTACAGTTTCATCCGCTAG
CACCAAAGGCCCCTCTGTGTTCCCTCTGGCCCCCTCCTCCAAGAGCACCTCTGGAGGCACTGCTGCCCTGGGCTGCCTGGTGAAGG
ACTACTTCCCAGAGCCTGTGACTGTGTCCTGGAACTCTGGAGCCCTGACCTCTGGAGTGCACACCTTCCCTGCTGTGCTGCAGAGC
TCTGGCCTCTACAGCCTGTCCTCTGTGGTCACTGTGCCCTCCTCCAGCCTGGGCACCCAGACCTACATCTGCAATGTGAACCACAA
GCCCTCCAACACCAAGGTGGACAAGAGAGTGGAGCCCAAGTCCTGTGACAAGACCCACACCTGCCCTCCCTGCCCAGCCCCAGAGG
CTGCTGGAGGCCCCTCTGTGTTCCTCTTCCCTCCCAAGCCCAAGGACACCCTGATGATCTCCAGGACCCCAGAAGTCACCTGTGTG
GTGGTGGATGTGTCCCATGAAGACCCAGAAGTGAAGTTCAACTGGTATGTGGATGGAGTGGAGGTGCACAATGCCAAGACCAAGCC
CAGAGAAGAGCAGTACAACTCCACCTACCGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACTGGCTGAATGGGAAGGAGTACA
AGTGTGCTGTGTCCAACAAGGCCCTGCCTGCCCCCATTGAGAAGACCATCTCCAAGGCCAAGGGCCAGCCCAGAGAGCCCCAGGTC
TACACCCTGCCTCCCTCCAGAGATGAGCTGACCAAGAACCAGGTGTCCCTGTCCTGTGCTGTGAAAGGCTTCTACCCCAGTGACAT
TGCTGTGGAGTGGGAGAGCAATGGCCAGCCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGGACTCTGATGGCTCCTTCTTCC
TGGTCTCCAAGCTGACTGTGGACAAGAGCCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGTCATGCATGAGGCCCTGCACAAC
CACTACACCCAGAAGAGCCTGAGCCTGAGCCCTGGATGA

>Sequence ID 123: SI-75X15 Chain B Amino Acid Sequence

DPQLTQSPSSLSATVGQRVTINCQSSQSVAKNNNLAWFQOKPGKPPKLLIYSASTLAAGVPSRESGSGSGTQFTLTITRVQSEDFA
TYYCSARDSGNIQSFGGGTRVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQSGNSQESVTEQDSK
DSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMI SRTPEV
TCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPIEKTISKAKGQPRE
PQVYTLPPSRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVESCSVMHEA
LHNREFTQKSLSLSPGGGGGSGGGGSQVQLVQSGGGLVQAGGSLSLSCAFSGRTEFSMYTMGWFRQAPGKEREFVAANRGRGLSPDIA
DSVNGRFTISRDNAKNTLYLOMDSLKPEDTAVYYCAADLQYGSSWPQRSSAEYDYWGQGTTVTIVSS

>Sequence ID 124: SI-75X15 Chain B Amino Acid Segquence

GATCCTCAATTGACCCAGTCCCCTAGTAGCCTTTCTGCAACCGTGGGCCAGAGGGTAACAATCAATTGCCAGTCAAGCCAGTCCGT
AGCGAAGAATAATAATTTGGCATGGTTCCAACAAAAACCGGGTAAACCTCCTAAACTCCTTATCTACTCAGCTTCAACCCTTGCCG
CGGGTGTGCCCAGCCGGTTCTCAGGCTCAGGTTCCGGGACTCAATTTACACTTACCATCACTCGCGTCCAAAGTGAGGATTTTGCA
ACCTACTATTGTTCTGCACGGGATTCCGGGAACATACAGTCCTTTGGGGGTGGAACTCGGGTGGAGATAAAACGTACGGTGGCTGC
CCCCTCTGTGTTCATCTTCCCACCCAGTGATGAGCAGCTGAAGAGTGGCACAGCCTCTGTGGTGTGCCTGCTCAACAACTTCTACC
CCAGAGAAGCCAAGGTGCAGTGGAAGGTGGACAATGCCCTGCAGAGTGGCAACAGCCAGGAGAGTGTGACAGAGCAGGACAGCAAG
GACAGCACCTACAGCCTGTCCTCCACCCTGACCCTGTCCAAGGCTGACTATGAGAAGCACAAGGTGTATGCCTGTGAGGTGACCCA
CCAGGGCCTGAGCAGCCCTGTGACCAAGAGCTTCAACCGAGGAGAGTGTGGAGGAGACAAGACCCACACCTGCCCTCCCTGCCCAG
CCCCAGAAGCTGCTGGAGGCCCCTCTGTGTTCCTCTTCCCTCCCAAGCCCAAGGACACCCTGATGATCTCCAGGACCCCAGAAGTC
ACCTGTGTGGTGGTGGATGTGTCCCATGAAGACCCAGAAGTGAAGTTCAACTGGTATGTGGATGGAGT GGAAGTGCACAATGCCAA
GACCAAGCCCAGAGAAGAGCAGTACAACAGCACCTACCGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACTGGCTGAATGGGA
AGGAGTACAAGTGTGCTGTGTCCAACAAGGCCCTGCCTGCCCCCATTGAGAAGACCATCTCCAAGGCCAAGGGCCAGCCCAGAGAG
CCCCAGGTCTACACCCTGCCTCCCTCCAGAGATGAGCTGACCAAGAACCAGGTGTCCCTGTGGTGCCTGGTGAAAGGCTTCTACCC
CAGTGACATTGCTGTGGAGT GGGAGAGCAATGGCCAGCCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGGACTCTGATGGCT
CCTTCTTCCTGTACAGCAAGCTGACTGTGGACAAGAGCCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGTCATGCATGAGGCC
CTGCACAACCGCTTCACCCAGAAGAGCCTGAGCCTGAGCCCTGGAGGAGGAGGAGGCTCTGGAGGAGGAGGATCCCAGGTGCAGCT
GGTGCAGTCTGGCGGAGGCCTGGTGCAGGCTGGGGGCAGCCTGAGCCTGAGCTGTGCCTTCTCTGGCCGCACCTTCTCCATGTACA
CCATGGGCTGGTTCCGCCAGGCCCCAGGGAAGGAGAGAGAGTTTGTGGCTGCCAACAGAGGCAGAGGCCTGAGCCCAGACATTGCT
GACTCTGTGAATGGCCGCTTCACCATCTCCAGAGACAATGCCAAGAACACCCTGTACCTGCAGATGGACAGCCTGAAGCCAGAGGA
CACAGCTGTGTACTACTGTGCTGCTGACCTGCAGTATGGCAGCAGCTGGCCTCAGAGGAGCTCTGCTGAGTATGACTACTGGGGCC
AGGGCACCACTGTGACTGTGTCTAGCTGA

>3equence ID 125: SI-75X13 Chain A Amino Acid Sequence
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QVQOLQOESGGRLVQPGEPLSLTCKTSGIDLS SNAIGWVRQAPGKGLEWIGVIFGSGNTYYASWAKGRFTISRSTSTVYLKMNSLRSE
DTAIYYCARGGYSSDIWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALT SGVHTFPAVLQS
SGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCV
VVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCAVSNKALPAPIEKTI SKAKGQPREPQV
YTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQOGNVESCSVMHEALHN
HYTQKSLSLSPGGGGGSGGGGSEVQLOESGGGLVQAGDSLSLSCLVSGRSEFNSYTMGWFRQAPGKEREFVAAILWSGPTTYYADSV
KGRFTISRDNAKNTVYLOMNSLKPEDTAVYYCAAALGVLVLAPGNVYSYWGQGTQVTVSS

>Sequence ID 126: SI-75X13 Chain A Nucleotide Sequence

CAAGTGCAGTTGCAAGAAAGTGGTGGTAGACTGGTTCAGCCTGGTGAACCCTTGTCACTGACGTGTAAAACAAGCGGCATTGATCT
GTCCTCTAACGCCATCGGATGGGTCCGACAGGCCCCAGGAAAAGGTCTGGAGTGGATCGGAGTTATCTTCGGGAGCGGCAATACAT
ACTACGCAAGCTGGGCAAAAGGGCGATTTACGATATCACGGAGCACCTCTACAGTTTATTTGAARAATGAACTCCCTCCGGTCCGAG
GATACCGCGATATATTACTGTGCCAGAGGGGGGTACTCCTCTGATATCTGGGGGCAGGGTACACTGGTTACAGTTTCATCCGCTAG
CACCAAAGGCCCCTCTGTGTTCCCTCTGGCCCCCTCCTCCAAGAGCACCTCTGGAGGCACTGCTGCCCTGGGCTGCCTGGTGAAGG
ACTACTTCCCAGAGCCTGTGACTGTGTCCTGGAACTCTGGAGCCCTGACCTCTGGAGTGCACACCTTCCCTGCTGTGCTGCAGAGC
TCTGGCCTCTACAGCCTGTCCTCTGTGGTCACTGTGCCCTCCTCCAGCCTGGGCACCCAGACCTACATCTGCAATGTGAACCACAA
GCCCTCCAACACCAAGGTGGACAAGAGAGTGGAGCCCAAGTCCTGTGACAAGACCCACACCTGCCCTCCCTGCCCAGCCCCAGAGG
CTGCTGGAGGCCCCTCTGTGTTCCTCTTCCCTCCCAAGCCCAAGGACACCCTGATGATCTCCAGGACCCCAGAAGTCACCTGTGTG
GTGGTGGATGTGTCCCATGAAGACCCAGAAGTGAAGTTCAACTGGTATGTGGATGGAGTGGAGGTGCACAATGCCAAGACCAAGCC
CAGAGAAGAGCAGTACAACTCCACCTACCGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACTGGCTGAATGGGAAGGAGTACA
AGTGTGCTGTGTCCAACAAGGCCCTGCCTGCCCCCATTGAGAAGACCATCTCCAAGGCCAAGGGCCAGCCCAGAGAGCCCCAGGTC
TACACCCTGCCTCCCTCCAGAGATGAGCTGACCAAGAACCAGGTGTCCCTGTCCTGTGCTGTGAAAGGCTTCTACCCCAGTGACAT
TGCTGTGGAGTGGGAGAGCAATGGCCAGCCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGGACTCTGATGGCTCCTTCTTCC
TGGTCTCCAAGCTGACTGTGGACAAGAGCCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGTCATGCATGAGGCCCTGCACAAC
CACTACACCCAGAAGAGCCTGAGCCTGAGCCCTGGAGGAGGAGGAGGCTCTGGAGGAGGAGGAT CCGAGGTGCAGCTGCAGGAGTC
TGGCGGCGGCCTGGTGCAGGCTGGGGACAGCCTGAGCCTGTCCTGCCTGGTGTCTGGCCGCTCCTTCAACTCCTACACCATGGGCT
GGTTCCGCCAGGCCCCTGGGAAGGAGCGGCGAGTTTGTGGCTGCCATCCTGTGGAGTGGCCCCACCACCTACTATGCTGACTCTGTG
AAGGGCCGCTTCACCATCTCCAGAGACAATGCCAAGAACACTGTGTACCTGCAGATGAACAGCCTGAAGCCAGAGGACACAGCTGT
GTACTACTGTGCTGCTGCCCTGGGAGTGCTGGTGCTGGCCCCTGGCAATGTGTACAGCTACTGGGGCCAGGGCACCCAGGTGACTG
TGTCTAGCTGA

>Sequence ID 127: SI-75X13 Chain B Amino Acid Sequence

DPQLTQSPSSLSATVGQRVTINCQSSQSVAKNNNLAWFQOKPGKPPKLLIYSASTLAAGVPSREFSGSGSGTQFTLTITRVQSEDFA
TYYCSARDSGNIQSFGGGTRVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQSGNSQESVTEQDSK
DSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMI SRTPEV
TCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCAVSNKALPAPIEKTISKAKGQPRE
PQVYTLPPSRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVESCSVMHEA
LHNRFTQKSLSLSPG

>3equence ID 128: SI-75X13 Chain B Nucleotide Sequence

GATCCTCAATTGACCCAGTCCCCTAGTAGCCTTTCTGCAACCGTGGGCCAGAGGGTAACAATCAATTGCCAGTCAAGCCAGTCCGT
AGCGAAGAATAATAATTTGGCATGGTTCCAACAAAAACCGGGTAAACCTCCTAAACTCCTTATCTACTCAGCTTCAACCCTTGCCG
CGGGTGTGCCCAGCCGGTTCTCAGGCTCAGGTTCCGGGACTCAATTTACACTTACCATCACTCGCGTCCAAAGTGAGGATTTTGCA
ACCTACTATTGTTCTGCACGGGATTCCGGGAACATACAGTCCTTTGGGGGTGGAACTCGGGTGGAGATAAAACGTACGGTGGCTGC
CCCCTCTGTGTTCATCTTCCCACCCAGTGATGAGCAGCTGAAGAGTGGCACAGCCTCTGTGGTGTGCCTGCTCAACAACTTCTACC
CCAGAGAAGCCAAGGTGCAGTGGAAGGTGGACAATGCCCTGCAGAGTGGCAACAGCCAGGAGAGTGTGACAGAGCAGGACAGCAAG
GACAGCACCTACAGCCTGTCCTCCACCCTGACCCTGTCCAAGGCTGACTATGAGAAGCACAAGGTGTATGCCTGTGAGGTGACCCA
CCAGGGCCTGAGCAGCCCTGTGACCAAGAGCTTCAACCGAGGAGAGTGTGGAGGAGACAAGACCCACACCTGCCCTCCCTGCCCAG
CCCCAGAAGCTGCTGGAGGCCCCTCTGTGTTCCTCTTCCCTCCCAAGCCCAAGGACACCCTGATGATCTCCAGGACCCCAGAAGTC
ACCTGTGTGGTGGTGGATGTGTCCCATGAAGACCCAGAAGTGAAGTTCAACTGGTATGTGGATGGAGTGGAAGTGCACAATGCCAA
GACCAAGCCCAGAGAAGAGCAGTACAACAGCACCTACCGAGTGGTGTCTGTGCTGACTGTGCTGCACCAGGACTGGCTGAATGGGA
AGGAGTACAAGTGTGCTGTGTCCAACAAGGCCCTGCCTGCCCCCATTGAGAAGACCATCTCCAAGGCCAAGGGCCAGCCCAGAGAG
CCCCAGGTCTACACCCTGCCTCCCTCCAGAGATGAGCTGACCAAGAACCAGGTGTCCCTGTGGTGCCTGGTGAAAGGCTTCTACCC
CAGTGACATTGCTGTGGAGT GGGAGAGCAATGGCCAGCCAGAGAACAACTACAAGACCACCCCTCCTGTGCTGGACTCTGATGGCT
CCTTCTTCCTGTACAGCAAGCTGACTGTGGACAAGAGCCGCTGGCAGCAGGGCAATGTGTTCTCCTGCTCTGTCATGCATGAGGCC
CTGCACAACCGCTTCACCCAGAAGAGCCTGAGCCTGAGCCCTGGATGA
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>Sequence ID 129: SI-38P11 Chain A Amino Acid Sequence

QIVLSQSPAILSASPGEKVTMTCRASSSVSYIHWFQOKPGSSPKPWIYATSNLASGVPVRESGSGSGTSYSLTISRVEAEDAATYY
COOWTSNPPTFGGGTKLTVLGGGGSGGGGSGGGGSGGGGSQVQRLOOPGAELVKPGASVKMSCKASGYTEFT SYNMHWVKQTPGRGLE
WIGAIYPGNGDTSYNQKFKGKATLTADKSSSTAYMQLSSLTSEDSAVYYCARSTYYGGDWYFNVWGAGTTVTVSSGGGGSGGGGSE
VQLVESGGGLVQPGGSLRLSCAASGFTI STNAMSWVRQAPGKGLEWIGVITGRDITYYASWAKGRFTISRDNSKNTLYLOMN SLRA
EDTAVYYCARDGGSSAITSNNIWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALT SGVHTE
PAVLQOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGP SVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCAVSNKALPAPIEKTISKAKGQ
PREPQVYTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGOQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVESCSVM
HEALHNHYTQKSLSLSPGGGGGSGGGGSDVVMTQSPSSVSASVGDRVTITCQASONIRTYLSWYQQKPGKAPKLLI YAAANLASGYV
PSRFSGSGSGTDFTLTISDLEPGDAATYYCQSTYLGTDYVGGAFGGGTKLTVLGGGGSGGGGSGGGGSGGGGSEVQLVESGGGLYVQ
PGGSLRLSCTASGFTISSYHMOWVRQAPGKGLEYIGTISSGGNVYYASSARGRFTISRPSSKNTVDLOMNSLRAEDTAVYYCARDS
GYSDPMWGQGTLVTVSS

>Sequence ID 130: SI-38P11 Chain A Nucleotide Seguence

CAGATCGTGCTGAGCCAGAGCCCCGCCATCCTGAGCGCCAGCCCCGGCGAGAAGGTGACCATGACCTGCCGGGCCAGCAGCAGCGT
GAGCTACATCCACTGGTTCCAGCAGAAGCCCGGCAGCAGCCCCAAGCCCTGGATCTACGCCACCAGCAACCTGGCCAGCGGCGTGC
CCGTGCGGTTCAGCGGCAGCGGCAGCGGCACCAGCTACAGCCTGACCATCAGCCGGGTGGAGGCCGAGGACGCCGCCACCTACTAC
TGCCAGCAGTGGACCAGCAACCCCCCCACCTTCGGCGGCGGCACCAAGCTGACCGTGCTGGGCGGTGGCGGTAGTGGGGGAGGCGG
TTCTGGCGGCGGAGGGTCCGGCGGTGGAGGATCACAGGTGCAGCTGCAGCAGCCCGGCGCCGAGCTGGTGAAGCCCGGCGCCAGCG
TGAAGATGAGCTGCAAGGCCAGCGGCTACACCTTCACCAGCTACAACATGCACTGGGTGAAGCAGACCCCCGGCCGGGGCCTGGAG
TGGATCGGCGCCATCTACCCCGGCAACGGCGACACCAGCTACAACCAGAAGTTCAAGGGCAAGGCCACCCTGACCGCCGACAAGAG
CAGCAGCACCGCCTACATGCAGCTGAGCAGCCTGACCAGCGAGGACAGCGCCGTGTACTACTGCGCCCGGAGCACCTACTACGGCLG
GCGACTGGTACTTCAACGTGTGGGGCGCCGGCACCACCGTGACCGTCTCGAGCGGCGGTGGAGGGTCCGGCGGTGGTGGATCAGAG
GTGCAGCTGGTGGAGTCTGGGGGAGGCTTGGTCCAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCACCATCAG
TACCAATGCAATGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGATCGGAGTCATTACTGGTCGTGATATCACATACT
ACGCGAGCTGGGCGAAAGGCAGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTTCAAATGAACAGCCTGAGAGCC
GAGGACACGGCTGTGTATTACTGTGCGAGAGACGGTGGTTCTTCTGCTATTACTAGTAACAACATTTGGGGCCAGGGAACCCTGGT
CACCGTGTCCTCAGCTAGCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCC
TGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTC
CCGGCTGTCCTACAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACAT
CTGCAACGTGAATCACAAGCCCAGCAACACCAAGGTGGACAAGAGAGTTGAGCCCAAATCTTGTGACAAAACTCACACATGCCCAC
CGTGCCCAGCACCTGAAGCCGCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACC
CCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCA
TAATGCCAAGACAAAGCCGCGGGAGGAGCAGTACAACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGC
TGAATGGCAAGGAGTACAAGTGCGCGGTCTCCAACARAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAG
CCCCGAGAACCACAGGTGTATACCCTGCCCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTCCTGCGCCGTCAAAGG
CTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACT
CCGACGGCTCCTTCTTCCTCGTGAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATG
CATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTGGCGGCGGCGGTTCAGGTGGTGGGGGATCCGA
CGTTGTGATGACGCAGTCTCCTAGTTCAGTATCAGCGTCTGTTGGGGATCGAGT CACGATTACATGCCAGGCGAGCCAAAATATTA
GGACGTATCTGTCTTGGTATCAACAAAAGCCTGGTAAGGCTCCAAAACTCCTCATTTACGCCGCTGCCAACTTGGCTAGTGGAGTA
CCTTCACGCTTTAGTGGGTCAGGTTCTGGAACAGATTTTACGTTGACGATCTCCGATTTGGAACCAGGGGACGCTGCCACGTATTA
TTGCCAGTCCACCTACCTCGGGACTGACTACGTTGGTGGGGCGTTTGGCGGAGGAACAAAACTCACTGTACTTGGTGGTGGTGGTT
CAGGCGGGGGGGGETTCCGGCGGAGGCGGTTCTGGGGGTGGAGGTTCCGAGGTTCAGTTGGTTGAAAGTGGGGGGGGACTCGTTCAG
CCTGGAGGCTCTTTGCGACTTTCTTGTACCGCTTCTGGGTTCACTATAAGTTCATATCATATGCAATGGGTAAGACAGGCGCCTGG
TAAGGGACTTGAATACATAGGAACAATAAGCTCTGGTGGTAACGTCTATTACGCCTCATCCGCGCGGGGGAGGTTTACAATTTCCA
GGCCTTCTAGCAAAAACACGGTAGATCTGCAAATGAACTCTCTTCGCGCTGAAGATACAGCAGTCTACTACTGCGCCAGGGATTCA
GGGTATTCTGACCCCATGTGGGGGCAGGGCACATTGGTTACCGTGTCCTCTTGA

>3equence ID 131: SI-38P11 Chain B Amino Acid Sequence

ENVLTQSPASLSASPGERVTITCSASSSVSYMHWYQQKPGQAPKLWIYDTSKLASGVPSRESGSGSGNDHTLTISSMEPEDFATYY
CFQGSVYPFTFGQGTKVTVLGGGGSGGGGSGGGGSGGGGSQVTLKESGPGLYVQPGQTLSLTCAFSGEFSLSTSGMGVGWIRQPPGKG
LEWLAHIWWDDDKRYNPALKSRLTISKDTSKNQVYLOMNSLDAEDTAVYYCARMELWSYYFDYWGQGTLVTVSSGGGGSGGGGSDV
VMTQSPSTLSASVGDRVTINCQOASESISSWLAWYQQKPGKAPKLLIYEASKLASGVPSRFSGSGSGTEFTLTISSLOPDDFATYYC
QGYFYFISRTYVNSFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQSGNSQESVTEQDSK
DSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMI SRTPEV
TCVVVDVSHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPIEKT ISKAKGQPRE
POQVYTLPPSRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVESCSVMHEA
LHNRFTQKSLSLSPGGGGGSGGGGSDIQMTQSPSTLSASVGDRVTITCQASQSISSHLNWYQQKPGKAPKLLIYKASTLASGVPSR
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FSGSGSGTEFTLTISSLOPDDFATYYCQQGYSWGNVDNVEGGGTKVTVLGGGGSGGGGSGGGGSGGGGSEVQLLESGGGLVQPGGS
LSLSCAASGFSFSSGYDMCWVRQAPGKGLEWIACTIAAGSAGITYDANWAKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARSAF
SFDYAMDLWGQGTLVTVSS

>Sequence ID 132: SI-38P11 Chain B Nucleotide Sequence

GAAAATGTATTGACACAGAGCCCCGCCTCCCTCAGTGCCTCACCTGGGGAAAGGGTAACTATCACTTGCTCTGCATCAAGCAGCGT
CTCATACATGCATTGGTATCAACAAAAGCCTGGACAGGCCCCCAAGCTCTGGATATACGATACGAGCAAGCTGGCTTCCGGCGTAC
CTAGCCGCTTCAGTGGTTCCGGCTCAGGCAACGATCACACCCTTACGATTTCCAGTATGGAACCCGAAGATTTTGCAACTTATTAT
TGTTTCCAGGGGAGCGTGTACCCATTCACTTTCGGGCAGGGGACAAAAGTGACCGTCCTAGGCGGTGGCGGTAGTGGGGGAGGCGG
TTCTGGCGGCGGAGGGTCCGGCGGTGGAGGATCACAGGTCACATTGAAGGAATCTGGCCCCGGCCTTGTTCAGCCAGGACAGACCC
TTAGCCTCACCTGTGCCTTCAGTGGTTTTTCTCTTAGCACTAGCGGTATGGGGGTCGGCTGGATTCGGCAGCCTCCCGGCAAAGGT
CTTGAGTGGTTGGCTCACATTTGGTGGGACGACGACAAACGGTATAATCCTGCCTTGAAAAGTCGGCTGACCATTAGTAAGGATAC
CTCAAAAAATCAAGTGTACTTGCAAATGAATAGCCTTGACGCCGAGGATACGGCTGTATATTATTGCGCGCGGATGGAACTCTGGT
CTTACTACTTTGATTATTGGGGGCAGGGGACTCTCGTCACGGTCTCGAGCGGCGGTGGAGGGTCCGGCGGTGGTGGATCAGACGTC
GTGATGACCCAGTCTCCTTCCACCCTGTCTGCATCTGTAGGAGACAGAGT CACCATCAATTGCCAAGCCAGTGAGAGCATTAGCAG
TTGGTTAGCCTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAGCTCCTGATCTATGAAGCATCCAAACTGGCATCTGGGGTCCCAT
CAAGGTTCAGCGGCAGTGGATCTGGGACAGAATTCACTCTCACCATCAGCAGCCTGCAGCCTGATGATTTTGCAACTTATTACTGC
CAAGGCTATTTTTATTTTATTAGTCGTACTTATGTAAATTCTTTCGGCGGAGGGACCAAGGTGGAGATCAAACGTACGGTGGCTGC
ACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTATC
CCAGAGAGGCCAAAGTACAGTGGAAGGTGGATAACGCCCTCCAATCGGGTAACTCCCAGGAGAGTGTCACAGAGCAGGACAGCAAG
GACAGCACCTACAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAGAAACACAAAGTCTACGCCTGCGAAGTCACCCA
TCAGGGCCTGAGCTCGCCCGTCACAAAGAGCTTCAACAGGGGAGAGTGTGGAGGCGACAAAACT CACACATGCCCACCGTGCCCAG
CACCTGAAGCCGCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTC
ACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAA
GACAAAGCCGCGGGAGGAGCAGTACAACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCA
AGGAGTACAAGTGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCCCGAGAA
CCACAGGTGTACACCCTGCCCCCAAGCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTGGTGCCTGGTCAAAGGCTTCTATCC
CAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGCT
CCTTCTTCCTCTATAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCATGAGGCT
CTGCACAACAGATTCACGCAGAAGAGCCTCTCCCTGTCTCCGGGTGGCGGTGGAGGGTCCGGCGGTGGTGGATCCGACATTCAGAT
GACACAGTCACCGTCTACGCTCTCAGCCTCAGTAGGCGATAGGGTGACTATCACCTGCCAAGCCTCCCAATCTATAAGTTCACACC
TCAACTGGTATCAACAGAAACCCGGTAAAGCACCGAAGCTGCTCATCTACAAGGCATCAACTCTTGCCTCAGGTGTGCCTAGTCGC
TTCTCCGGGAGCGGCTCCGGTACTGAGTTTACTTTGACGATATCTTCCCTCCAACCCGACGACTTCGCCACATACTATTGTCAGCA
GGGTTATAGTTGGGGAAATGTTGACAATGTGTTTGGAGGGGGAACGAAAGTGACTGTGTTGGGAGGGGGAGGAAGTGGCGGCGGCG
GAAGCGGAGGTGGTGGCTCCGGCGGGGGTGGAAGCGAAGTGCAATTGCTCGAAAGTGGTGGCGGACTTGTGCAACCTGGTGGAAGC
CTCTCACTCTCTTGCGCGGCGAGTGGTTTTAGCTTCAGTAGCGGCTACGATATGTGCTGGGTAAGACAGGCTCCTGGTAAAGGCCT
TGAGTGGATTGCGTGTATCGCCGCCGGGTCTGCTGGTATAACATACGATGCAAACTGGGCGAAAGGGCGCTTCACAATCTCCAGGG
ACAACTCAAAAAATACATTGTACCTCCAGATGAATAGCCTGAGAGCCGAAGACACCGCAGTCTACTATTGCGCAAGGTCAGCATTT
AGCTTCGATTATGCAATGGATCTTTGGGGCCAGGGGACGCTCGTCACCGTCTCATCTTGA

>3equence ID 133: SI-76PM1 Chain A Amino Acid Sequence

QIVLSQSPAILSASPGEKVTMTCRASSSVSYIHWFQQOKPGSSPKPWIYATSNLASGVPVRFSGSGSGTSYSLTISRVEAEDAATYY
COQOWTSNPPTFGGGTKLTVLGGGGSGGGGSGGGGSGGGGSQVOLOOPGAELVKPGASVRMSCKASGYTFTSYNMHWVKQTPGRGLE
WIGAIYPGNGDTSYNQKFKGKATLTADKSSSTAYMQLSSLTSEDSAVYYCARSTYYGGDWYFNVWGAGTTVTIVSSGGGGSGGGGSE
VOLVESGGGLVQPGGSLRLSCAASGFTISTNAMSWVRQAPGKCLEWIGVITGRDITYYASWAKGRFTI SRDNSKNTLYLOMNSLRA
EDTAVYYCARDGGSSAITSNNIWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALT SGVHTFE
PAVLQOSSGLYSLSSVVTIVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGP SVEFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCAVSNKALPAPIEKTI SKAKGQ
PREPQVYTLPPSRDELTKNQVSLSCAVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQOGNVESCSVM
HEALHNHYTQKSLSLSPGGGGGSGGGGSDVVMTQSPSSVSASVGDRVTITCQASONIRTYLSWYQQKPGKAPKLLI YAAANLASGV
PSRFSGSGSGTDFTLTISDLEPGDAATYYCQSTYLGTDYVGGAFGGGTKLTVLGGGGSGGGGSGGGGSGGGGSEVQLVESGGGLVQ
PGGSLRLSCTASGFTISSYHMOWVRQAPGKGLEYIGTISSGGNVYYASSARGRFTISRPSSKNTVDLOMNSLRAEDTAVYYCARDS
GYSDPMWGQGTLVTVSS

>Sequence ID 134: SI-76PM1 Chain A Nucleotide Sequence

CAGATCGTGCTGAGCCAGAGCCCCGCCATCCTGAGCGCCAGCCCCGGCGAGAAGGTGACCATGACCTGCCGGGCCAGCAGCAGCGT
GAGCTACATCCACTGGTTCCAGCAGAAGCCCGGCAGCAGCCCCAAGCCCTGGATCTACGCCACCAGCAACCTGGCCAGCGGCGTGC
CCGTGCGGTTCAGCGGCAGCGGCAGCGGCACCAGCTACAGCCTGACCATCAGCCGGGTGGAGGCCGAGGACGCCGCCACCTACTAC
TGCCAGCAGTGGACCAGCAACCCCCCCACCTTCGGCGGCGGCACCAAGCTGACCGTGCTGGGCGGTGGCGGTAGTGGGGGAGGCGG
TTCTGGCGGCGGAGGGTCCGGCGGTGGAGGATCACAGGTGCAGCTGCAGCAGCCCGGCGCCGAGCTGGTGAAGCCCGGCGCCAGCG
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TGAAGATGAGCTGCAAGGCCAGCGGCTACACCTTCACCAGCTACAACATGCACTGGGTGAAGCAGACCCCCGGCCGGGGCCTGGAG
TGGATCGGCGCCATCTACCCCGGCAACGGCGACACCAGCTACAACCAGAAGTTCAAGGGCAAGGCCACCCTGACCGCCGACAAGAG
CAGCAGCACCGCCTACATGCAGCTGAGCAGCCTGACCAGCGAGGACAGCGCCGTGTACTACTGCGCCCGGAGCACCTACTACGGCG
GCGACTGGTACTTCAACGTGTGGGGCGCCGGCACCACCGTGACCGTCTCGAGCGGCGGTGGAGGGTCCGGCGGTGGTGGATCAGAG
GTGCAGCTGGTGGAGTCTGGGGGAGGCTTGGTCCAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCACCATCAG
TACCAATGCAATGAGCTGGGTCCGCCAGGCTCCAGGGAAGTGTCTGGAGT GGAT CGGAGT CATTACTGGTCGTGATAT CACATACT
ACGCGAGCTGGGCGAAAGGCAGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTTCAAATGAACAGCCTGAGAGCC
GAGGACACGGCTGTGTATTACTGTGCGAGAGACGGTGGTTCTTCTGCTATTACTAGTAACAACATTTGGGGCCAGGGAACCCTGGT
CACCGTGTCCTCAGCTAGCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCC
TGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTC
CCGGCTGTCCTACAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACAT
CTGCAACGTGAATCACAAGCCCAGCAACACCAAGGTGGACAAGAGAGTTGAGCCCAAATCTTGTGACAAAACTCACACATGCCCAC
CGTGCCCAGCACCTGAAGCCGCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACC
CCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCA
TAATGCCAAGACAAAGCCGCGGGAGGAGCAGTACAACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGL
TGAATGGCAAGGAGTACAAGTGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAG
CCCCGAGAACCACAGGTGTATACCCTGCCCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTCCTGCGCCGTCAAAGG
CTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACT
CCGACGGCTCCTTCTTCCTCGTGAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATG
CATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTGGCGGCGGCGGTTCAGGTGGTGGGGGATCCGA
CGTTGTGATGACGCAGTCTCCTAGTTCAGTATCAGCGTCTGTTGGGGATCGAGT CACGATTACATGCCAGGCGAGCCAAAATATTA
GGACGTATCTGTCTTGGTATCAACAAAAGCCTGGTAAGGCTCCAAAACTCCTCATTTACGCCGCTGCCAACTTGGCTAGTGGAGTA
CCTTCACGCTTTAGTGGGTCAGGTTCTGGAACAGATTTTACGTTGACGATCTCCGATTTGGAACCAGGGGACGCTGCCACGTATTA
TTGCCAGTCCACCTACCTCGGGACTGACTACGTTGGTGGGGCGTTTGGCGGAGGAACAAAACTCACTGTACTTGGTGGTGGTGGTT
CAGGCGGGGGGGGTTCCGGCGGAGGCGGTTCTGGGGGTGGAGGTTCCCGAGGTTCAGTTGGTTGAAAGTGGGGGGGGACTCGTTCAG
CCTGGAGGCTCTTTGCGACTTTCTTGTACCGCTTCTGGGTTCACTATAAGTTCATATCATATGCAATGGGTAAGACAGGCGCCTGG
TAAGGGACTTGAATACATAGGAACAATAAGCTCTGGTGGTAACGTCTATTACGCCTCATCCGCGCGGGGGAGGTTTACAATTTCCA
GGCCTTCTAGCAAAAACACGGTAGATCTGCAAATGAACTCTCTTCGCGCTGAAGATACAGCAGTCTACTACTGCGCCAGGGATTCA
GGGTATTCTGACCCCATGTGGGGGCAGGGCACATTGGTTACCGTGTCCTCTTGA

>Sequence ID 135: SI-76PM1 Chain B Amino Acid Seguence

ENVLTQSPASLSASPGERVTITCSASSSVSYMHWYQQOKPGQAPKLWIYDT SKLASGVPSRESGSGSGNDHTLTISSMEPEDFATYY
CFQGSVYPFTFGQGTKVTVLGGGGSGGGGSGGGGSGGGGSQVILKESGPGLVOPGOTLSLTCAFSGFSLSTSGMGVGWIRQPPGKG
LEWLAHIWWDDDKRYNPALKSRLTISKDTSKNQVYLOMNSLDAEDTAVYYCARMELWSYYFDYWGQGTLVTVSSGGGGSGGGGSDV
VMTQSPSTLSASVGDRVTINCQASESISSWLAWYQQKPGKAPKLLIYEASKLASGVPSRFSGSGSGTEFTLTISSLOQPDDFATYYC
QGYFYFISRTYVNSFGCGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQOSGNSQESVTEQDSK
DSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMI SRTPEV
TCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPIEKTISKAKGQPRE
PQVYTLPPSRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVESCSVMHEA
LHNRFTQKSLSLSPGGGGGSGGGGSDIOMTQSPSTLSASVGDRVTITCQASQSI SSHLNWYQQKPGKAPKLLIYKASTLASGVPSR
FSGSGSGTEFTLTISSLOPDDFATYYCQQOGYSWGNVDNVEGGGTKVTVLGGGGSGGGGSGGGGSGGGGSEVQLLESGGGLVQPGGS
LSLSCAASGFSFSSGYDMCWVRQAPGKGLEWIACIAAGSAGITYDANWAKGRFTISRDNSKNTLYLOMNS LRAEDTAVYYCARSAF
SFDYAMDLWGQGTLVTVSS

>Sequence ID 136: SI-76PM1 Chain B Nucleotide Sequence

GAAAATGTATTGACACAGAGCCCCGCCTCCCTCAGTGCCTCACCTGGGGAAAGGGTAACTATCACTTGCTCTGCAT CAAGCAGCGT
CTCATACATGCATTGGTATCAACAAAAGCCTGGACAGGCCCCCAAGCTCTGGATATACGATACGAGCAAGCTGGCTTCCGGCGTAC
CTAGCCGCTTCAGTGGTTCCGGCTCAGGCAACGATCACACCCTTACGATTTCCAGTATGGAACCCGAAGATTTTGCAACTTATTAT
TGTTTCCAGGGGAGCGTGTACCCATTCACTTTCGGGCAGGGGACAAAAGTGACCGTCCTAGGCGGTGGCGGTAGTGGGGGAGGCGG
TTCTGGCGGCGGAGGGTCCGGCGGTGGAGGAT CACAGGTCACATTGAAGGAATCTGGCCCCGGCCTTGTTCAGCCAGGACAGACCC
TTAGCCTCACCTGTGCCTTCAGTGGTTTTTCTCTTAGCACTAGCGGTATGGGGGTCGGCTGGATTCGGCAGCCTCCCGGCAAAGGT
CTTGAGTGGTTGGCTCACATTTGGTGGGACGACGACAAACGGTATAATCCTGCCTTGAAAAGTCGGCTGACCATTAGTAAGGATAC
CTCAAAAAATCAAGTGTACTTGCAAATGAATAGCCTTGACGCCGAGGATACGGCTGTATATTATTGCGCGCGGATGGAACTCTGGT
CTTACTACTTTGATTATTGGGGGCAGGGGACTCTCGTCACGGTCTCGAGCGGCGGTGGAGGGTCCGGCGGTGGTGGATCAGACGTC
GTGATGACCCAGTCTCCTTCCACCCTGTCTGCATCTGTAGGAGACAGAGT CACCATCAATTGCCAAGCCAGTGAGAGCATTAGCAG
TTGGTTAGCCTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAGCTCCTGATCTATGAAGCATCCAAACTGGCATCTGGGGTCCCAT
CAAGGTTCAGCGGCAGTGGATCTGGGACAGAATTCACTCTCACCATCAGCAGCCTGCAGCCTGATGATTTTGCAACTTATTACTGC
CAAGGCTATTTTTATTTTATTAGTCGTACTTATGTAAATTCTTTCGGCTGTGGGACCAAGGT GGAGATCAAACGTACGGTGGCTGC
ACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTATC
CCAGAGAGGCCAAAGTACAGTGGAAGGTGGATAACGCCCTCCAATCGGGTAACTCCCAGGAGAGTGTCACAGAGCAGGACAGCAAG
GACAGCACCTACAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAGAAACACAAAGTCTACGCCTGCGAAGTCACCCA
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TCAGGGCCTGAGCTCGCCCGTCACAAAGAGCTTCAACAGGGGAGAGTGTGGAGGCGACAAAACTCACACATGCCCACCGTGCCCAG
CACCTGAAGCCGCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTC
ACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAA
GACAAAGCCGCGGGAGGAGCAGTACAACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCA
AGGAGTACAAGTGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCARAAGCCAAAGGGCAGCCCCGAGAA
CCACAGGTGTACACCCTGCCCCCAAGCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTGGTGCCTGGTCAAAGGCTTCTATCC
CAGCGACATCGCCGTGGAGT GGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGCT
CCTTCTTCCTCTATAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCATGAGGCT
CTGCACAACAGATTCACGCAGAAGAGCCTCTCCCTGTCTCCGGGTGGCGGTGGAGGGTCCGGCGGTGGTGGATCCGACATTCAGAT
GACACAGTCACCGTCTACGCTCTCAGCCTCAGTAGGCGATAGGGTGACTATCACCTGCCAAGCCTCCCAATCTATAAGTTCACACC
TCAACTGGTATCAACAGAAACCCGGTAAAGCACCGAAGCTGCTCATCTACAAGGCATCAACTCTTGCCTCAGGTGTGCCTAGTCGC
TTCTCCGGGAGCGGCTCCGGTACTGAGTTTACTTTGACGATATCTTCCCTCCAACCCGACGACTTCGCCACATACTATTGTCAGCA
GGGTTATAGTTGGGGAAATGTTGACAATGTGTTTGGAGGGGGAACGAAAGTGACTGTGTTGGGAGGGGGAGGAAGTGGCGGCGGCG
GAAGCGGAGGTGGTGGCTCCGGCGGGGGTGGAAGCGAAGTGCAATTGCTCGAAAGTGGTGGCGGACTTGTGCAACCTGGTGGAAGC
CTCTCACTCTCTTGCGCGGCGAGTGGTTTTAGCTTCAGTAGCGGCTACGATATGTGCTGGGTAAGACAGGCTCCTGGTAAAGGCCT
TGAGTGGATTGCGTGTATCGCCGCCGGGTCTGCTGGTATAACATACGATGCAAACTGGGCGAAAGGGCGCTTCACAATCTCCAGGG
ACAACTCAAAAAATACATTGTACCTCCAGATGAATAGCCTGAGAGCCGAAGACACCGCAGTCTACTATTGCGCAAGGTCAGCATTT
AGCTTCGATTATGCAATGGATCTTTGGGGCCAGGGGACGCTCGTCACCGTCTCATCTTGA

>Sequence ID 137: SI-68X2 Chain A Amino Acid Sequence

DIOMTQSPSSLSASVGDRVTITCQASQDISNYLNWYQQKPGKAPKLLIYDASNLETGVPSRFSGSGSGTDFTFTISSLOPEDIATY
FCOHFDHLPLAFGCGTKVEIKGGGGSGGGGSGGGGSGGGGSQVOLOESGPGLVKPSETLSLTCTVSGGSVSSGDYYWTWIRQSPGK
CLEWIGHIYYSGNTNYNPSLKSRLTISIDTSKTQFSLKLSSVTAADTAIYYCVRDRVTGAFDIWGQGTMVTVSTGGGGSGGGGSEV
QLVESGGGLVQPGGSLRLSCAASGFTISTNAMSWVRQAPGKGLEWIGVITGRDITYYASWAKGRFTISRDNSKNTLYLOMNSLRAE
DTAVYYCARDGGSSAITSNNIWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTEP
AVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMI SRTP
EVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYASTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPIEKTISKAKGQP
REPQVCTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVEFSCSVMH
EALHNHYTQKSLSLSPGK

>Sequence ID 138: SI-68X2 Chain A Nucleotide Seguence

GACATCCAGATGACCCAGTCTCCATCCTCCCTGTCTGCATCTGTAGGAGACAGAGT CACCATCACTTGCCAGGCGAGT CAGGACAT
CAGCAACTATTTAAATTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAACTCCTGATCTACGATGCATCCAATTTGGAAACAGGGG
TCCCATCAAGGTTCAGTGGAAGTGGATCTGGGACAGATTTTACTTTCACCATCAGCAGCCTGCAGCCTGAAGATATTGCAACATAT
TTCTGTCAACACTTTGATCATCTCCCGCTCGCTTTCGGCTGTGGGACCAAGGTGGARAATTAAAGGCGGTGGCGGTAGTGGGGGAGG
CGGTTCTGGCGGCGGAGGGTCCGGCGGTGGAGGATCACAGGTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCTTCGGAGA
CCCTGTCCCTCACCTGCACTGTCTCTGGTGGCTCCGTCAGCAGTGGTGATTACTACTGGACCTGGATCCGGCAGTCCCCAGGGAAG
TGCCTGGAGTGGATTGGACACATCTATTACAGTGGGAACACCAATTATAACCCCTCCCTCAAGAGCCGACTCACCATATCAATTGA
CACGTCCAAGACTCAGTTCTCCCTGAAGCTGAGTTCTGTGACCGCTGCGGACACGGCCATTTATTACTGTGTGCGAGATCGAGTGA
CTGGTGCTTTTGATATCTGGGGCCAAGGGACAATGGTCACCGTGTCGACAGGCGGTGGAGGGTCCGGCGGTGGTGGAT CAGAGGTG
CAGCTGGTGGAGTCTGGGGGAGGCTTGGTCCAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCACCATCAGTAC
CAATGCAATGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGATCGGAGTCATTACTGGTCGTGATATCACATACTACG
CGAGCTGGGCGAAAGGCAGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTTCAAATGAACAGCCTGAGAGCCGAG
GACACGGCTGTGTATTACTGTGCGAGAGACGGTGGTTCTTCTGCTATTACTAGTAACAACATTTGGGGCCAGGGAACCCTGGTCAC
CGTGTCCTCAGCTAGCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTGG
GCTGCCTGGTCAAGGACTACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTCCCG
GCTGTCCTACAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACATCTG
CAACGTGAATCACAAGCCCAGCAACACCAAGGTGGACAAGAGAGTTGAGCCCAAATCTTGTGACAAAACT CACACATGCCCACCGT
GCCCAGCACCTGAAGCCGCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCT
GAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAA
TGCCAAGACAAAGCCGCGGGAGGAGCAGTACGCCAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGA
ATGGCAAGGAGTACAAGTGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGARAAACCATCTCCAAAGCCAAAGGGCAGCCC
CGAGAACCACAGGTGTGTACCCTGCCCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTCCTGCGCCGTCAAAGGCTT
CTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCG
ACGGCTCCTTCTTCCTCGTGAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCAT
GAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTAAATAG
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>Sequence ID 139: SI-68X2 Chain B Amino Acid Sequence

QSALTQPASVSGSPGOSITISCTGTSSDVGGYNFVSWYQQHPGKAPKLMIYDVSDRPSGVSDRESGSKSGNTASLIISGLQADDEA
DYYCSSYGSSSTHVIFGCGTKVTVLGGGGSGGGGSGGGGSGGGGSQVQLOESGGGLVKPGGSLRLSCAASGFTEFSSYWMSWVRQAP
GKCLEWVANINRDGSASYYVDSVKGRFTISRDDAKNSLYLOMNSLRAEDTAVYYCARDRGVGYFDLWGRGTLVTVSTGGGGSGGGG
SDVVMTQSPSTLSASVGDRVTINCQASESI SSWLAWYQQKPGKAPKLLIYEASKLASGVPSRESGSGSGTEFTLTISSLOPDDFAT
YYCQGYFYFISRTYVNSFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQSGNSQESVTEQ
DSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLS SPVTKSFNRGECGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYASTYRVVSVLTVLHQDWLNGKEYKCAVSNKALPAPIEKTISKAKGQ
PREPQVYTLPPCRDELTKNQVSLWCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVM
HEALHNHYTQKSLSLSPGK

>Sequence ID 140: SI-68X2 Chain B Nucleotide Sequence

CAGTCTGCCCTGACTCAGCCTGCCTCCGTGTCTGGGTCTCCTGGACAGTCGATCACCATCTCCTGCACTGGAACCAGCAGTGACGT
TGGTGGTTATAACTTTGTCTCCTGGTACCAACAACACCCAGGCAAAGCCCCCAAACTCATGATCTATGATGT CAGTGATCGGCCCT
CAGGGGTGTCTGATCGCTTCTCCGGCTCCAAGTCTGGCAACACGGCCTCCCTGATCATCTCTGGCCTCCAGGCTGACGACGAGGCT
GATTATTACTGCAGCTCATATGGGAGCAGCAGCACTCATGTGATTTTCGGCTGTGGGACCAAGGTGACCGTCCTAGGCGGTGGCGG
TAGTGGGGGAGGCGGTTCTGGCGGCGGAGGGTCCGGCGGTGGAGGATCACAGGTGCAATTGCAGGAGT CGGGGGGAGGCCTGGTCA
AGCCTGGAGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCACCTTTAGTAGTTATTGGATGAGCTGGGTCCGCCAGGCTCCA
GGGAAGTGCCTGGAGTGGGTGGCCAACATAAACCGCGATGGAAGTGCGAGTTACTATGTGGACTCTGTGAAGGGCCGATTCACCAT
CTCCAGAGACGACGCCAAGAACTCACTGTATCTGCAAATGAACAGCCTGAGAGCTGAGGACACGGCTGTGTATTACTGTGCGAGAG
ATCGTGGGGTGGGCTACTTCGATCTCTGGGGCCGTGGCACCCTGGTCACCGTGTCGACAGGCGGTGGAGGGTCCGGCGGTGGTGGA
TCAGACGTCGTGATGACCCAGTCTCCTTCCACCCTGTCTGCATCTGTAGGAGACAGAGTCACCATCAATTGCCAAGCCAGTGAGAG
CATTAGCAGTTGGTTAGCCTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAGCTCCTGATCTATGAAGCATCCAAACTGGCATCTG
GGGTCCCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGAATTCACTCTCACCATCAGCAGCCTGCAGCCTGATGATTTTGCAACT
TATTACTGCCAAGGCTATTTTTATTTTATTAGTCGTACTTATGTAAATTCTTTCGGCGGAGGGACCAAGGTGGAGATCAAACGTAC
GGTGGCTGCACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATA
ACTTCTATCCCAGAGAGGCCAAAGTACAGTGGAAGGTGGATAACGCCCTCCAATCGGGTAACTCCCAGGAGAGTGTCACAGAGCAG
GACAGCAAGGACAGCACCTACAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAGAAACACAAAGTCTACGCCTGCGA
AGTCACCCATCAGGGCCTGAGCTCGCCCGTCACAAAGAGCTTCAACAGGGGAGAGTGTGGAGGCGACAAAACTCACACATGCCCAL
CGTGCCCAGCACCTGAAGCCGCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACC
CCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCA
TAATGCCAAGACAAAGCCGCGGGAGGAGCAGTACGCCAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGC
TGAATGGCAAGGAGTACAAGTGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAG
CCCCGAGAACCACAGGTGTACACCCTGCCCCCATGTCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTGGTGCCTGGTCAAAGG
CTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACT
CCGACGGCTCCTTCTTCCTCTATAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATG
CATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTAAATAG

>Sequence ID 141: SI-68E1l Chain A Amino Acid Seguence

DIQMTQSPSSLSASVGDRVTITCQASQDISNYLNWYQQKPGKAPKLLIYDASNLETGVPSRFSGSGSGTDFTFTISSLOPEDIATY
FCOHFDHLPLAFGCGTKVEIKGGGGSGGGGSGGGGSGGGGSQVOLOESGPGLVKPSETLSLTCTVSGGSVSSGDYYWTWIRQSPGK
CLEWIGHIYYSGNTNYNPSLKSRLTISIDTSKTQFSLKLSSVTAADTAIYYCVRDRVTGAFDIWGQGTMVTVSTGGGGSGGGGSEV
QLVESGGGLVQPGGSLRLSCAASGFTISTNAMSWVRQAPGKGLEWIGVITGRDITYYASWAKGRFTISRDNSKNTLYLOMNSLRAE
DTAVYYCARDGGSSAITSNNIWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFEP
AVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMI SRTP
EVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYASTYRVVSVLTVLHQDWLNGKEYKCAVSNKALPAPIEKTISKAKGOP
REPQVCTLPPSRDELTKNQVSLSCAVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVESCSVMH
EALHNHYTQKSLSLSPGGGGGSGGGGSRSLVESGGGLVQPGGSLRLSCTASGEFTIS SYHMOWVRQAPGKCLEYIGTISSGGNVY YA
SSARGRFTISRPSSKNTVDLOMNSLRAEDTAVYYCARDSGYSDPMWGQGTLVTVSSGGGGSGGGGSGGGGSGGGGSDVVMTQSPSS
VSASVGDRVTITCQASONIRTYLSWYQOKPGKAPKLLIYAAANLASGVPSRFSGSGSGTDFTLTISDLEPGDAATYYCQSTYLGTD
YVGGAFGCGTKVEIK

>Sequence ID 142: SI-68El Chain A Nucleotide Sequence

GACATCCAGATGACCCAGTCTCCATCCTCCCTGTCTGCATCTGTAGGAGACAGAGTCACCATCACTTGCCAGGCGAGT CAGGACAT
CAGCAACTATTTAAATTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAACTCCTGATCTACGATGCATCCAATTTGGARAACAGGGG
TCCCATCAAGGTTCAGTGGAAGTGGATCTGGGACAGATTTTACTTTCACCATCAGCAGCCTGCAGCCTGAAGATATTGCAACATAT
TTCTGTCAACACTTTGATCATCTCCCGCTCGCTTTCGGCTGTGGGACCAAGGTGGAAATTAAAGGCGGTGGCGGTAGTGGGGGAGG
CGGTTCTGGCGGCGGAGGGTCCGGCGGTGGAGGATCACAGGTGCAGCTGCAGGAGT CGGGCCCAGGACTGGTGAAGCCTTCGGAGA
CCCTGTCCCTCACCTGCACTGTCTCTGGTGGCTCCGTCAGCAGTGGTGATTACTACTGGACCTGGATCCGGCAGTCCCCAGGGAAG
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TGCCTGGAGTGGATTGGACACATCTATTACAGTGGGAACACCAATTATAACCCCTCCCTCAAGAGCCGACTCACCATATCAATTGA
CACGTCCAAGACTCAGTTCTCCCTGAAGCTGAGTTCTGTGACCGCTGCGGACACGGCCATTTATTACTGTGTGCGAGATCGAGTGA
CTGGTGCTTTTGATATCTGGGGCCAAGGGACAATGGTCACCGTGTCGACAGGCGGTGGAGGGTCCGGCGGTGGTGGAT CAGAGGTG
CAGCTGGTGGAGTCTGGGGGAGGCTTGGTCCAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCACCATCAGTAC
CAATGCAATGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGATCGGAGTCATTACTGGTCGTGATATCACATACTACG
CGAGCTGGGCGAAAGGCAGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTTCAAATGAACAGCCTGAGAGCCGAG
GACACGGCTGTGTATTACTGTGCGAGAGACGGTGGTTCTTCTGCTATTACTAGTAACAACATTTGGGGCCAGGGAACCCTGGTCAC
CGTGTCCTCAGCTAGCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTGG
GCTGCCTGGTCAAGGACTACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTCCCG
GCTGTCCTACAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACATCTG
CAACGTGAATCACAAGCCCAGCAACACCAAGGTGGACAAGAGAGTTGAGCCCAAATCTTGTGACAAAACTCACACATGCCCACCGT
GCCCAGCACCTGAAGCCGCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCT
GAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAA
TGCCAAGACAAAGCCGCGGGAGGAGCAGTACGCCAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGA
ATGGCAAGGAGTACAAGTGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCC
CGAGAACCACAGGTGTGTACCCTGCCCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTCCTGCGCCGTCAAAGGCTT
CTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCG
ACGGCTCCTTCTTCCTCGTGAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCAT
GAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTGGCGGTGGAGGGTCCGGCGGTGGTGGATCCCGGTC
GCTGGTGGAGTCTGGGGGAGGCTTGGTCCAGCCTGGGGGGTCCCTGAGACTCTCCTGTACTGCCTCTGGATTCACCATCAGTAGCT
ACCACATGCAGTGGGTCCGGCAGGCACCTGGGAAGTGCCTGGAGTACATCGGAACCATTAGTAGTGGTGGTAATGTATACTACGCA
AGCTCCGCTAGAGGCAGATTCACCATCTCCAGACCCTCGTCCAAGAACACGGTGGATCTTCAAATGAACAGCCTGAGAGCCGAGGA
CACGGCTGTGTATTACTGTGCGAGAGACTCTGGTTATAGTGATCCTATGTGGGGCCAGGGAACCCTGGTCACCGTCTCTTCAGGCG
GTGGCGGTAGTGGGGGAGGCGGTTCTGGCGGCGGAGGGTCCGGCGGTGGAGGAT CAGACGTTGTGATGACCCAGTCTCCATCTTCC
GTGTCTGCATCTGTAGGAGACAGAGTCACCATCACCTGTCAGGCCAGTCAGAACATTAGGACTTACTTATCCTGGTATCAGCAGAA
ACCAGGGAAAGCCCCTAAGCTCCTGATCTATGCTGCAGCCAATCTGGCATCTGGGGTCCCATCAAGGTTCAGCGGCAGTGGATCTG
GGACAGATTTCACTCTCACCATCAGCGACTTGGAACCTGGCGATGCTGCAACTTACTATTGTCAGTCTACCTATCTTGGTACTGAT
TATGTTGGCGGTGCTTTCGGCTGTGGGACCAAGGTGGAGATCARAATGA

>Sequence ID 143: SI-68E1l Chain B Amino Acid Segquence

QSALTQPASVSGSPGQSITISCTGTSSDVGGYNFVSWYQQHPGKAPKLMIYDVSDRPSGVSDREFSGSKSGNTASLIISGLQADDEA
DYYCSSYGSSSTHVIFGCGTKVIVLGGGGSGGGGSGGGEGSGGGGSQVOLOESGGGLVKPGGS LRLSCAASGFTEFSSYWMSWVRQAP
GKCLEWVANINRDGSASYYVDSVKGRFTISRDDAKNSLYLOMNSLRAEDTAVYYCARDRGVGYFDLWGRGTLVTVSTGGGGSGGGG
SDVVMTQSPSTLSASVGDRVTINCQASESI SSWLAWYQQKPGKAPKLLIYEASKLASGVPSRFSGSGSGTEFTLTISSLOPDDFAT
YYCQGYFYFISRTYVNSFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOQWKVDNALQOSGN SQESVTEQ
DSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLS SPVTKSFNRGECGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYASTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPTIEKTI SKAKGQ
PREPQVYTLPPCRDELTKNQVSLWCLVKGFYPSDIAVEWESNGOQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVM
HEALHNHYTQKSLSLSPGK

>3equence ID 144: SI-68El Chain B Nucleotide Sequence

CAGTCTGCCCTGACTCAGCCTGCCTCCGTGTCTGGGTCTCCTGGACAGTCGATCACCATCTCCTGCACTGGAACCAGCAGTGACGT
TGGTGGTTATAACTTTGTCTCCTGGTACCAACAACACCCAGGCAAAGCCCCCAAACTCATGATCTATGATGTCAGTGATCGGCCCT
CAGGGGTGTCTGATCGCTTCTCCGGCTCCAAGTCTGGCAACACGGCCTCCCTGATCATCTCTGGCCTCCAGGCTGACGACGAGGCT
GATTATTACTGCAGCTCATATGGGAGCAGCAGCACTCATGTGATTTTCGGCTGTGGGACCAAGGTGACCGTCCTAGGCGGTGGCGG
TAGTGGGGGAGGCGGTTCTGGCGGCGGAGGGTCCGGCGGTGGAGGATCACAGGTGCAATTGCAGGAGT CGGGGGGAGGCCTGGTCA
AGCCTGGAGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCACCTTTAGTAGTTATTGGATGAGCTGGGTCCGCCAGGCTCCA
GGGAAGTGCCTGGAGTGGGTGGCCAACATAAACCGCGATGGAAGTGCGAGTTACTATGTGGACT CTGTGAAGGGCCGATTCACCAT
CTCCAGAGACGACGCCAAGAACTCACTGTATCTGCAAATGAACAGCCTGAGAGCTGAGGACACGGCTGTGTATTACTGTGCGAGAG
ATCGTGGGGTGGGCTACTTCGATCTCTGGGGCCGTGGCACCCTGGTCACCGTGTCGACAGGCGGTGGAGGGTCCGGCGGTGGTGGA
TCAGACGTCGTGATGACCCAGTCTCCTTCCACCCTGTCTGCATCTGTAGGAGACAGAGTCACCATCAATTGCCAAGCCAGTGAGAG
CATTAGCAGTTGGTTAGCCTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAGCTCCTGATCTATGAAGCATCCAAACTGGCATCTG
GGGTCCCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGAATTCACTCTCACCATCAGCAGCCTGCAGCCTGATGATTTTGCAACT
TATTACTGCCAAGGCTATTTTTATTTTATTAGTCGTACTTATGTAAATTCTTTCGGCGGAGGGACCAAGGTGGAGATCAAACGTAC
GGTGGCTGCACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATA
ACTTCTATCCCAGAGAGGCCAAAGTACAGTGGAAGGTGGATAACGCCCTCCAATCGGGTAACTCCCAGGAGAGTGTCACAGAGCAG
GACAGCAAGGACAGCACCTACAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAGAAACACAAAGTCTACGCCTGCGA
AGTCACCCATCAGGGCCTGAGCTCGCCCGTCACAAAGAGCTTCAACAGGGGAGAGTGTGGAGGCGACAAAACTCACACATGCCCAC
CGTGCCCAGCACCTGAAGCCGCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACC
CCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCA
TAATGCCAAGACAAAGCCGCGGGAGGAGCAGTACGCCAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGL
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TGAATGGCAAGGAGTACAAGTGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAG
CCCCGAGAACCACAGGTGTACACCCTGCCCCCATGTCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTGGTGCCTGGTCAAAGG
CTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACT
CCGACGGCTCCTTCTTCCTCTATAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATG
CATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTAAATAG

>Sequence ID 145: SI-68E2 Chain A Amino Acid Seguence

DIQMTQSPSSLSASVGDRVTITCQASQDISNYLNWYQQOKPGKAPKLLIYDASNLETGVPSRFSGSGSGTDFTFTISSLOPEDIATY
FCOHFDHLPLAFGCGTKVEIKGGGGSGGGGSGGGGSGGGGSQVOLOESGPGLVKPSETLSLTCTVSGGSVSSGDYYWTWIRQSPGK
CLEWIGHIYYSGNTNYNPSLKSRLTISIDTSKTQFSLKLSSVTAADTAIYYCVRDRVTGAFDIWGQGTMVTVSTGGGGSGGGGSEV
QLVESGGGLVQPGGSLRLSCAASGEFTISTNAMSWVRQAPGKGLEWIGVITGRDITYYASWAKGRFTISRDNSKNTLYLOMNSLRAE
DTAVYYCARDGGSSAITSNNIWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFEP
AVLESSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMI SRTP
EVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYASTYRVVSVLTVLHQDWLNGKEYKCAVSNKALPAPIEKTISKAKGQP
REPQVCTLPPSRDELTKNQVSLSCAVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVESCSVMH
EALHNHYTQKSLSLSPGK

>3equence ID 146: SI-68E2 Chain A Nucleotide Sequence

GACATCCAGATGACCCAGTCTCCATCCTCCCTGTCTGCATCTGTAGGAGACAGAGTCACCATCACTTGCCAGGCGAGT CAGGACAT
CAGCAACTATTTAAATTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAACTCCTGATCTACGATGCATCCAATTTGGAAACAGGGG
TCCCATCAAGGTTCAGTGGAAGTGGATCTGGGACAGATTTTACTTTCACCATCAGCAGCCTGCAGCCTGAAGATATTGCAACATAT
TTCTGTCAACACTTTGATCATCTCCCGCTCGCTTTCGGCTGTGGGACCAAGGTGGARAATTAAAGGCGGTGGCGGTAGTGGGGGAGG
CGGTTCTGGCGGCGGAGGGTCCGGCGGTGGAGGATCACAGGTGCAGCTGCAGGAGT CGGGCCCAGGACTGGTGAAGCCTTCGGAGA
CCCTGTCCCTCACCTGCACTGTCTCTGGTGGCTCCGTCAGCAGTGGTGATTACTACTGGACCTGGATCCGGCAGTCCCCAGGGAAG
TGCCTGGAGTGGATTGGACACATCTATTACAGTGGGAACACCAATTATAACCCCTCCCTCAAGAGCCGACTCACCATATCAATTGA
CACGTCCAAGACTCAGTTCTCCCTGAAGCTGAGTTCTGTGACCGCTGCGGACACGGCCATTTATTACTGTGTGCGAGATCGAGTGA
CTGGTGCTTTTGATATCTGGGGCCAAGGGACAATGGTCACCGTGTCGACAGGCGGTGGAGGGTCCGGCGGTGGTGGATCAGAGGTG
CAGCTGGTGGAGTCTGGGGGAGGCTTGGTCCAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCACCATCAGTAC
CAATGCAATGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGATCGGAGTCATTACTGGTCGTGATATCACATACTACG
CGAGCTGGGCGAAAGGCAGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTTCAAATGAACAGCCTGAGAGCCGAG
GACACGGCTGTGTATTACTGTGCGAGAGACGGTGGTTCTTCTGCTATTACTAGTAACAACATTTGGGGCCAGGGAACCCTGGTCAC
CGTGTCCTCAGCTAGCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTGG
GCTGCCTGGTCAAGGACTACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTCCCG
GCTGTCCTACAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACATCTG
CAACGTGAATCACAAGCCCAGCAACACCAAGGTGGACAAGAGAGTTGAGCCCAAATCTTGTGACAAAACT CACACATGCCCACCGT
GCCCAGCACCTGAAGCCGCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCT
GAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAA
TGCCAAGACAAAGCCGCGGGAGGAGCAGTACGCCAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGA
ATGGCAAGGAGTACAAGTGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGARAAACCATCTCCAAAGCCAAAGGGCAGCCC
CGAGAACCACAGGTGTGTACCCTGCCCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTCCTGCGCCGTCAAAGGCTT
CTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCG
ACGGCTCCTTCTTCCTCGTGAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCAT
GAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTAAATAG

>3equence ID 147: SI-68E2 Chain B Amino Acid Sequence

QSALTQPASVSGSPGQOSITISCTGTSSDVGGYNFVSWYQQHPGKAPKLMIYDVSDRPSGVSDRESGSKSGNTASLIISGLQADDEA
DYYCSSYGSSSTHVIFGCGTKVTVLGGGGSGGGGSGGGGSGGGGSQVRLOESGGGLVKPGGSLRLSCAASGFTEFSSYWMSWVRQAP
GKCLEWVANINRDGSASYYVDSVKGRFTISRDDAKNSLYLOMNSLRAEDTAVYYCARDRGVGYFDLWGRGTLVTVSTGGGGSGGGG
SDVVMTQSPSTLSASVGDRVTINCQASESI SSWLAWYQQKPGKAPKLLIYEASKLASGVPSRFSGSGSGTEFTLTISSLOPDDFAT
YYCOGYFYFISRTYVNSFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOQWKVDNALQOSGN SQESVTEQ
DSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLS SPVTKSFNRGECGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYASTYRVVSVLTVLHQDWLNGKEYKCAVSNKALPAPIEKTI SKAKGQ
PREPQVYTLPPCRDELTKNQVSLWCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVM
HEALHNHYTQKSLSLSPGGGGGSGGGGSEVQLLESGGGLVQPGGSLRLSCAASGFSFSSGYDMCWVRQAPGKCLEWIACIAAGSAG
ITYDANWAKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARSAFSFDYAMDLWGQGTLVTVSSGGGGSGGGGSGGGGSGGGGSDI
OMTQSPSTLSASVGDRVTITCQASQSISSHLNWYQQKPGKAPKLLIYKASTLASGVPSRFSGSGSGTEFTLTISSLOPDDFATYYC
QOGYSWGNVDNVFGCGTKVEIK

>3equence ID 148: SI-68E2 Chain B Nucleotide Sequence
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CAGTCTGCCCTGACTCAGCCTGCCTCCGTGTCTGGGTCTCCTGGACAGTCGATCACCATCTCCTGCACTGGAACCAGCAGTGACGT
TGGTGGTTATAACTTTGTCTCCTGGTACCAACAACACCCAGGCAAAGCCCCCAAACTCATGATCTATGATGTCAGTGATCGGCCCT
CAGGGGTGTCTGATCGCTTCTCCGGCTCCAAGTCTGGCAACACGGCCTCCCTGATCATCTCTGGCCTCCAGGCTGACGACGAGGCT
GATTATTACTGCAGCTCATATGGGAGCAGCAGCACTCATGTGATTTTCGGCTGTGGGACCAAGGTGACCGTCCTAGGCGGTGGCGG
TAGTGGGGGAGGCGGTTCTGGCGGCGGAGGGTCCGGCGGTGGAGGATCACAGGTGCAATTGCAGGAGT CGGGGGGAGGCCTGGTCA
AGCCTGGAGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCACCTTTAGTAGTTATTGGATGAGCTGGGTCCGCCAGGCTCCA
GGGAAGTGCCTGGAGTGGGTGGCCAACATAAACCGCGATGGAAGTGCGAGTTACTATGTGGACT CTGTGAAGGGCCGATTCACCAT
CTCCAGAGACGACGCCAAGAACTCACTGTATCTGCAAATGAACAGCCTGAGAGCTGAGGACACGGCTGTGTATTACTGTGCGAGAG
ATCGTGGGGTGGGCTACTTCGATCTCTGGGGCCGTGGCACCCTGGTCACCGTGTCGACAGGCGGTGGAGGGTCCGGCGGTGGTGGA
TCAGACGTCGTGATGACCCAGTCTCCTTCCACCCTGTCTGCATCTGTAGGAGACAGAGTCACCATCAATTGCCAAGCCAGTGAGAG
CATTAGCAGTTGGTTAGCCTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAGCTCCTGATCTATGAAGCATCCAARACTGGCATCTG
GGGTCCCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGAATTCACTCTCACCATCAGCAGCCTGCAGCCTGATGATTTTGCAACT
TATTACTGCCAAGGCTATTTTTATTTTATTAGTCGTACTTATGTAAATTCTTTCGGCGGAGGGACCAAGGTGGAGATCAAACGTAC
GGTGGCTGCACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATA
ACTTCTATCCCAGAGAGGCCAAAGTACAGTGGAAGGTGGATAACGCCCTCCAATCGGGTAACTCCCAGGAGAGTGTCACAGAGCAG
GACAGCAAGGACAGCACCTACAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAGAAACACAAAGTCTACGCCTGCGA
AGTCACCCATCAGGGCCTGAGCTCGCCCGTCACAAAGAGCTTCAACAGGGGAGAGTGTGGAGGCGACAAAACTCACACATGCCCAC
CGTGCCCAGCACCTGAAGCCGCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACC
CCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCA
TAATGCCAAGACAAAGCCGCGGGAGGAGCAGTACGCCAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGC
TGAATGGCAAGGAGTACAAGTGCGCGGTCTCCAACARAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAG
CCCCGAGAACCACAGGTGTACACCCTGCCCCCATGTCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTGGTGCCTGGTCAAAGG
CTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACT
CCGACGGCTCCTTCTTCCTCTATAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATG
CATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTGGCGGTGGAGGGTCCGGCGGTGGTGGATCCGA
GGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCTCCTTCA
GTAGCGGGTACGACATGTGCTGGGTCCGCCAGGCTCCAGGGAAGTGCCTGGAGTGGATCGCATGCATTGCTGCTGGTAGTGCTGGT
ATCACTTACGACGCGAACTGGGCGAAAGGCCGGTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAACAG
CCTGAGAGCCGAGGACACGGCCGTATATTACTGTGCGAGATCGGCGTTTTCGTTCGACTACGCCATGGACCTCTGGGGCCAGGGAA
CCCTGGTCACCGTCTCGTCTGGTGGAGGCGGTTCAGGCGGAGGTGGAAGTGGTGGTGGCGGCTCTGGAGGCGGCGGATCTGACATC
CAGATGACCCAGTCTCCTTCCACCCTGTCTGCATCTGTAGGAGACAGAGT CACCATCACTTGCCAGGCCAGTCAGAGCATTAGTTC
CCACTTAAACTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAGCTCCTGATCTATAAGGCATCCACTCTGGCATCTGGGGTCCCAT
CAAGGTTCAGCGGCAGTGGATCTGGGACAGAATTTACTCTCACCATCAGCAGCCTGCAGCCTGATGATTTTGCAACTTATTACTGC
CAACAGGGTTATAGTTGGGGTAATGTTGATAATGTTTTCGGCTGCGGGACCAAGGTGGAGATCAAATAG

>Sequence ID 149: SI-68P1 Chain A Amino Acid Sequence

DIOMTQSPSSLSASVGDRVTITCQASQDISNYLNWYQQKPGKAPKLLIYDASNLETGVPSRFSGSGSGTDFTFTISSLOPEDIATY
FCOHFDHLPLAFGCGTKVEIKGGGGSGGGGSGGGGSGGGGSQVOLOESGPGLVKPSETLSLTCTVSGGSVSSGDYYWTWIRQSPGK
CLEWIGHIYYSGNTNYNPSLKSRLTISIDTSKTQFSLKLSSVTAADTAIYYCVRDRVTGAFDIWGQGTMVTVSTGGGGSGGGGSEV
QLVESGGGLVQPGGSLRLSCAASGFTISTNAMSWVRQAPGKGLEWIGVITGRDITYYASWAKGRFTISRDNSKNTLYLOMNSLRAE
DTAVYYCARDGGSSAITSNNIWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTEP
AVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMI SRTP
EVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYASTYRVVSVLTVLHOQDWLNGKEYKCAVSNKALPAPIEKTISKAKGQP
REPQVCTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVEFSCSVMH
EALHNHYTQKSLSLSPGGGGGSGGGGSRSLVESGGGLVQPGGSLRLSCTASGFTISSYHMOWVRQAPGKCLEYIGTISSGGNVY YA
SSARGRFTISRPSSKNTVDLOMNSLRAEDTAVYYCARDSGYSDPMWGQGTLVTVSSGGGGSGGGGSGGGGSGGGGSDVVMTQSPSS
VSASVGDRVTITCQASONIRTYLSWYQQKPGKAPKLLIYAAANLASGVPSRESGSGSGTDFTLTISDLEPGDAATYYCQSTYLGTD
YVGGAFGCGTKVEIK

>3equence ID 150: SI-68P1 Chain A Nucleotide Sequence

GACATCCAGATGACCCAGTCTCCATCCTCCCTGTCTGCATCTGTAGGAGACAGAGT CACCATCACTTGCCAGGCGAGT CAGGACAT
CAGCAACTATTTAAATTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAACTCCTGATCTACGATGCATCCAATTTGGAAACAGGGG
TCCCATCAAGGTTCAGTGGAAGTGGATCTGGGACAGATTTTACTTTCACCATCAGCAGCCTGCAGCCTGAAGATATTGCAACATAT
TTCTGTCAACACTTTGATCATCTCCCGCTCGCTTTCGGCTGTGGGACCAAGGTGGAAATTAAAGGCGGTGGCGGTAGTGGGGGAGG
CGGTTCTGGCGGCGGAGGGTCCGGCGGTGGAGGATCACAGGTGCAGCTGCAGGAGT CGGGCCCAGGACTGGTGAAGCCTTCGGAGA
CCCTGTCCCTCACCTGCACTGTCTCTGGTGGCTCCGTCAGCAGTGGTGATTACTACTGGACCTGGATCCGGCAGTCCCCAGGGAAG
TGCCTGGAGTGGATTGGACACATCTATTACAGTGGGAACACCAATTATAACCCCTCCCTCAAGAGCCGACTCACCATATCAATTGA
CACGTCCAAGACTCAGTTCTCCCTGAAGCTGAGTTCTGTGACCGCTGCGGACACGGCCATTTATTACTGTGTGCGAGATCGAGTGA
CTGGTGCTTTTGATATCTGGGGCCAAGGGACAATGGTCACCGTGTCGACAGGCGGTGGAGGGTCCGGCGGTGGTGGATCAGAGGTG
CAGCTGGTGGAGTCTGGGGGAGGCTTGGTCCAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCACCATCAGTAC
CAATGCAATGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGATCGGAGTCATTACTGGTCGTGATATCACATACTACG
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CGAGCTGGGCGAAAGGCAGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTTCAAATGAACAGCCTGAGAGCCGAG
GACACGGCTGTGTATTACTGTGCGAGAGACGGTGGTTCTTCTGCTATTACTAGTAACAACATTTGGGGCCAGGGAACCCTGGTCAC
CGTGTCCTCAGCTAGCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTGG
GCTGCCTGGTCAAGGACTACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTCCCG
GCTGTCCTACAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACATCTG
CAACGTGAATCACAAGCCCAGCAACACCAAGGTGGACAAGAGAGTTGAGCCCAAAT CTTGTGACAAAACT CACACATGCCCACCGT
GCCCAGCACCTGAAGCCGCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCT
GAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAA
TGCCAAGACAAAGCCGCGGGAGGAGCAGTACGCCAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGA
ATGGCAAGGAGTACAAGTGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGARAACCATCTCCAAAGCCAAAGGGCAGCCC
CGAGAACCACAGGTGTGTACCCTGCCCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTCCTGCGCCGTCAAAGGCTT
CTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCG
ACGGCTCCTTCTTCCTCGTGAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCAT
GAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTGGCGGTGGAGGGTCCGGCGGTGGTGGATCCCGGTC
GCTGGTGGAGTCTGGGGGAGGCTTGGTCCAGCCTGGGGGGTCCCTGAGACTCTCCTGTACTGCCTCTGGATTCACCATCAGTAGCT
ACCACATGCAGTGGGTCCGGCAGGCACCTGGGAAGTGCCTGGAGTACATCGGAACCATTAGTAGTGGTGGTAATGTATACTACGCA
AGCTCCGCTAGAGGCAGATTCACCATCTCCAGACCCTCGTCCAAGAACACGGTGGATCTTCAAATGAACAGCCTGAGAGCCGAGGA
CACGGCTGTGTATTACTGTGCGAGAGACTCTGGTTATAGTGATCCTATGTGGGGCCAGGGAACCCTGGTCACCGTCTCTTCAGGCG
GTGGCGGTAGTGGGGGAGGCGGTTCTGGCGGCGGAGGGTCCGGCGGTGGAGGAT CAGACGTTGTGATGACCCAGTCTCCATCTTCC
GTGTCTGCATCTGTAGGAGACAGAGTCACCATCACCTGTCAGGCCAGTCAGAACATTAGGACTTACTTATCCTGGTATCAGCAGAA
ACCAGGGAAAGCCCCTAAGCTCCTGATCTATGCTGCAGCCAATCTGGCATCTGGGGTCCCATCAAGGTTCAGCGGCAGTGGATCTG
GGACAGATTTCACTCTCACCATCAGCGACTTGGAACCTGGCGATGCTGCAACTTACTATTGTCAGTCTACCTATCTTGGTACTGAT
TATGTTGGCGGTGCTTTCGGCTGTGGGACCAAGGTGGAGATCAAATGA

>3equence ID 151: SI-68P1 Chain B Amino Acid Sequence

OSALTQPASVSGSPGQSITISCTGTS SDVGGYNFVSWYQOHPGKAPKLMIYDVSDRPSGVSDRFSGSKSGNTASLIISGLOADDEA
DYYCSSYGSSSTHVIFGCGTKVTVLGGGGSGGGGSGGGGSGGGGSQVOLOESGGGLVKPGGSLRLSCAASGFTEFSSYWMSWVRQAP
GKCLEWVANINRDGSASYYVDSVKGRFTISRDDAKNSLYLOMNSLRAEDTAVYYCARDRGVGYFDLWGRGTLVTVSTGGGGSGGGG
SDVVMTQSPSTLSASVGDRVTINCQASESI SSWLAWYQQKPGKAPKLLIYEASKLASGVPSRESGSGSGTEFTLTISSLOPDDFAT
YYCQGYFYFISRTYVNSFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOQWKVDNALQSGNSQESVTEQ
DSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLS SPVTKSFNRGECGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYASTYRVVSVLTVLHQDWLNGKEYKCAVSNKALPAPIEKTI SKAKGQ
PREPQVYTLPPCRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVM
HEALHNHYTQKSLSLSPGGGGGSGGGGSEVQLLESGGGLVQPGGSLRLSCAASGEFSFS SGYDMCWVROQAPGKCLEWIACIAAGSAG
ITYDANWAKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARSAFSFDYAMDLWGQGTLVTVSSGGGGSGGGGSGGGGSGGGGSDI
OMTQSPSTLSASVGDRVTITCQASQSISSHLNWYQQKPGKAPKLLIYKASTLASGVPSRESGSGSGTEFTLTISSLOPDDFATYYC
QOGYSWGNVDNVEFGCGTKVEIK

>Sequence ID 152: SI-68P1 Chain B Nucleotide Segquence

CAGTCTGCCCTGACTCAGCCTGCCTCCGTGTCTGGGTCTCCTGGACAGTCGATCACCATCTCCTGCACTGGAACCAGCAGTGACGT
TGGTGGTTATAACTTTGTCTCCTGGTACCAACAACACCCAGGCAAAGCCCCCAAACTCATGATCTATGATGTCAGTGATCGGCCCT
CAGGGGTGTCTGATCGCTTCTCCGGCTCCAAGTCTGGCAACACGGCCTCCCTGATCATCTCTGGCCTCCAGGCTGACGACGAGGCT
GATTATTACTGCAGCTCATATGGGAGCAGCAGCACTCATGTGATTTTCGGCTGTGGGACCAAGGTGACCGTCCTAGGCGGTGGCGG
TAGTGGGGGAGGCGGTTCTGGCGGCGGAGGGTCCGGCGGTGGAGGATCACAGGTGCAATTGCAGGAGT CGGGGGGAGGCCTGGTCA
AGCCTGGAGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCACCTTTAGTAGTTATTGGATGAGCTGGGTCCGCCAGGCTCCA
GGGAAGTGCCTGGAGTGGGTGGCCAACATAAACCGCGATGGAAGTGCGAGTTACTATGTGGACT CTGTGAAGGGCCGATTCACCAT
CTCCAGAGACGACGCCAAGAACTCACTGTATCTGCAAATGAACAGCCTGAGAGCTGAGGACACGGCTGTGTATTACTGTGCGAGAG
ATCGTGGGGTGGGCTACTTCGATCTCTGGGGCCGTGGCACCCTGGTCACCGTGTCGACAGGCGGTGGAGGGTCCGGCGGTGGTGGA
TCAGACGTCGTGATGACCCAGTCTCCTTCCACCCTGTCTGCATCTGTAGGAGACAGAGTCACCATCAATTGCCAAGCCAGTGAGAG
CATTAGCAGTTGGTTAGCCTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAGCTCCTGATCTATGAAGCATCCAAACTGGCATCTG
GGGTCCCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGAATTCACTCTCACCATCAGCAGCCTGCAGCCTGATGATTTTGCAACT
TATTACTGCCAAGGCTATTTTTATTTTATTAGTCGTACTTATGTAAATTCTTTCGGCGGAGGGACCAAGGTGGAGATCAAACGTAC
GGTGGCTGCACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATA
ACTTCTATCCCAGAGAGGCCAAAGTACAGTGGAAGGTGGATAACGCCCTCCAATCGGGTAACTCCCAGGAGAGTGTCACAGAGCAG
GACAGCAAGGACAGCACCTACAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAGAAACACAAAGT CTACGCCTGCGA
AGTCACCCATCAGGGCCTGAGCTCGCCCGTCACAAAGAGCTTCAACAGGGGAGAGT GTGGAGGCGACAAAACTCACACATGCCCAC
CGTGCCCAGCACCTGAAGCCGCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACC
CCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCA
TAATGCCAAGACAAAGCCGCGGGAGGAGCAGTACGCCAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGC
TGAATGGCAAGGAGTACAAGTGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGARAAACCATCTCCAAAGCCARAAGGGCAG
CCCCGAGAACCACAGGTGTACACCCTGCCCCCATGTCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTGGTGCCTGGTCAAAGG
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CTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACT
CCGACGGCTCCTTCTTCCTCTATAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATG
CATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTGGCGGTGGAGGGTCCGGCGGTGGTGGATCCGA
GGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCTCCTTCA
GTAGCGGGTACGACATGTGCTGGGTCCGCCAGGCTCCAGGGAAGTGCCTGGAGTGGATCGCATGCATTGCTGCTGGTAGTGCTGGT
ATCACTTACGACGCGAACTGGGCGAAAGGCCGGTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAACAG
CCTGAGAGCCGAGGACACGGCCGTATATTACTGTGCGAGATCGGCGTTTTCGTTCGACTACGCCATGGACCTCTGGGGCCAGGGAA
CCCTGGTCACCGTCTCGTCTGGTGGAGGCGGTTCAGGCGGAGGTGGAAGTGGTGGTGGCGGCTCTGGAGGCGGCGGATCTGACATC
CAGATGACCCAGTCTCCTTCCACCCTGTCTGCATCTGTAGGAGACAGAGTCACCATCACTTGCCAGGCCAGTCAGAGCATTAGTTC
CCACTTAAACTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAGCTCCTGATCTATAAGGCATCCACTCTGGCATCTGGGGTCCCAT
CAAGGTTCAGCGGCAGTGGATCTGGGACAGAATTTACTCTCACCATCAGCAGCCTGCAGCCTGATGATTTTGCAACTTATTACTGC
CAACAGGGTTATAGTTGGGGTAATGTTGATAATGTTTTCGGCTGCGGGACCAAGGTGGAGATCAAATAG

>Sequence ID 153: SI-49R26 Chain A Amino Acid Seguence

FLNSLFNQEVQIPLTESYCGPCPKNWICYKNNCYQFFDESKNWYESQASCMSONASLLKVYSKEDQDLLKLVKS YHWMGLVHIPTN
GSWOWEDGSILSPNLLTIIEMQKGDCALYASSFKGYIENCSTPNTYICMORTVASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEAAG
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYASTYRVVSVLTVLHOQDWLNGKEYKCA
VSNKALPAPIEKTISKAKGQPREPQVCTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVS
KLTVDKSRWQQGNVFEFSCSVMHEALHNHYTQKSLSLSPG

>Sequence ID 154: SI-49R26 Chain A Nucleotide Sequence

TTTCTTAATTCCCTTTTCAACCAAGAGGTTCAGATCCCCTTGACTGAAAGCTATTGCGGCCCTTGTCCGAAAAACTGGATATGTTA
CAAGAATAATTGTTACCAATTCTTCGACGAAAGCAAGAACTGGTATGAGAGT CAGGCGTCTTGTATGAGT CAGAATGCCAGCCTGC
TTAAGGTTTATTCAAAAGAAGACCAGGATCTGCTTAAGTTGGTAAAGAGCTACCACTGGATGGGGCTGGTACATATCCCAACGAAT
GGGTCATGGCAGTGGGAGGACGGTTCTATTCTGAGTCCAAAT CTCCTGACGATCAT CGAAATGCAGAAAGGGGACTGTGCCCTGTA
TGCATCATCCTTCAAGGGGTACATCGAGAACTGCAGTACCCCAAATACCTACATTTGTATGCAAAGAACGGTTGCTAGCACCAAGG
GCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTC
CCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTCCCGGCTGTCCTACAGTCCTCAGGACT
CTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACATCTGCAACGTGAATCACAAGCCCAGCA
ACACCAAGGTGGACAAGAGAGTTGAGCCCAAATCTTGTGACAAAACTCACACATGCCCACCGTGCCCAGCACCTGAAGCCGLGGGG
GGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGTGGTGGA
CGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAAGACAAAGCCGCGGGAGG
AGCAGTACGCCAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCAAGGAGTACAAGTGCGCG
GTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCCCGAGAACCACAGGTGTGTACCCT
GCCCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTCCTGCGCCGTCAAAGGCTTCTATCCCAGCGACATCGCCGTGG
AGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTCGTGAGC
AAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCACTACAL
GCAGAAGAGCCTCTCCCTGTCTCCGGGTTAA

>Sequence ID 155: SI-49R26 Chain B Amino Acid Seguence

FLNSLFNQEVQIPLTESYCGPCPKNWICYKNNCYQFFDESKNWYESQASCMSONASLLKVYSKEDQDLLKLVKS YHWMGLVHIPTN
GSWOWEDGSILSPNLLTIIEMQKGDCALYASSFKGYIENCSTPNTYICMQRTVRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEY
PREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLS SPVTKSFNRGECGGDKTHTCPPCP
APEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYASTYRVVSVLTVLHODWLNG
KEYKCAVSNKALPAPIEKTISKAKGQPREPQVYTLPPCRDELTKNQVSLWCLVKGEFYPSDIAVEWESNGOPENNYKTTPPVLDSDG
SFFLYSKLTVDKSRWQQGNVFEFSCSVMHEALHNHYTQKSLSLSPG

>Sequence ID 156: SI-49R26 Chain B Nucleotide Seguence

TTCCTAAACTCATTATTCAACCAAGAAGTTCAAATTCCCTTGACCGAAAGTTACTGTGGCCCATGTCCTAAAAACTGGATATGTTA
CAAAAATAACTGCTACCAATTTTTTGAT GAGAGTAAAAACTGGTATGAGAGCCAGGCTTCTTGTATGTCTCAAAATGCCAGCCTTC
TGAAAGTATACAGCAAAGAGGACCAGGATTTACTTAAACTGGTGAAGT CATATCATTGGATGGGACTAGTACACATTCCAACAAAT
GGATCTTGGCAGTGGGAAGATGGCTCCATTCTCTCACCCAACCTACTAACAATAATTGAAAT GCAGAAGGGAGACTGTGCACTCTA
TGCCTCGAGCTTTAAAGGCTATATAGAAAACTGTTCAACTCCAAATACGTACATCTGCATGCAAAGGACTGTGCGTACGGTGGCTG
CACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTAT
CCCAGAGAGGCCAAAGTACAGTGGAAGGTGGATAACGCCCTCCAATCGGGTAACTCCCAGGAGAGTGTCACAGAGCAGGACAGCAA
GGACAGCACCTACAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAGAAACACAAAGTCTACGCCTGCGAAGTCACCC
ATCAGGGCCTGAGCTCGCCCGTCACAAAGAGCTTCAACAGGGGAGAGT GTGGAGGCGACAAAACTCACACATGCCCACCGTGCCCA
GCACCTGAAGCCGCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGT
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CACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCA
AGACAAAGCCGCGGGAGGAGCAGTACGCCAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGC
AAGGAGTACAAGTGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCARAGCCARAAGGGCAGCCCCGAGA
ACCACAGGTGTACACCCTGCCCCCATGTCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTGGTGCCTGGTCARAAGGCTTCTATC
CCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGC
TCCTTCTTCCTCTATAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCATGAGGC
TCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTTAA

>3equence ID 157: SI-49R27 Chain A Amino Acid Sequence

EIVMTQSPSTLSASVGDRVIITCQASESIS SWLAWYQQKPGKAPKLLIYEASKLASGVPSRFSGSGSGAEFTLTISSLOPDDFATY
YCOGYFYFISRTYVNSFGCGTKLTVLGSTGSGSKPGSGEGSTKGEVQLVESGGGLVOPGGSLRLSCTASGFTISTNAMSWVRQAPG
KCLEWVGVITGRDITYYASWAKGREFTISRDTSKNTVYLOMNS LRAEDTAVYYCARDGGSSAITSNNIWGOGTLVTVSTGGGGSGGG
GSFLNSLENQEVQIPLTESYCGPCPKNWICYKNNCYQFFDESKNWYESQASCMSQONASLLKVYSKEDQDLLKLVKS YHWMGLVHIP
TNGSWQWEDGSILSPNLLTIIEMQKGDCALYASSFKGYIENCSTPNTYICMQRTVASTKGPSVFPLAPSSKSTSGGTAALGCLVKD
YFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEA
AGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYASTYRVVSVLTVLHODWLNGKEYK
CAVSNKALPAPIEKTISKAKGQPREPQVCTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
VSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG

>3equence ID 158: SI-49R27 Chain A Nucleotide Sequence

GAGATCGTGATGACACAATCTCCATCTACGCTCTCCGCCTCAGTGGGCGATAGAGTAATTATTACTTGTCAAGCCTCAGAGAGCAT
TTCATCATGGCTCGCCTGGTATCAGCAAAAGCCTGGGAAGGCCCCCAAACTTCTCATCTATGAAGCATCAAAGCTGGCCTCTGGGG
TTCCGTCTCGCTTCTCCGGGTCCGGCAGTGGTGCAGAGTTTACGTTGACTATATCTTCTTTGCAACCTGACGATTTCGCAACATAT
TATTGCCAGGGATACTTTTATTTTATTTCCCGAACATATGTTAACTCTTTTGGGTGCGGGACCAAACTCACTGTGCTGGGGTCTAC
CGGTAGTGGTTCTAAGCCTGGTTCAGGCGAAGGCAGTACGAAAGGGGAAGTGCAACTGGTCGAAAGCGGTGGAGGGCTTGTTCAAC
CTGGAGGAAGCCTCCGCTTGTCCTGCACGGCTAGCGGCTTTACAATAAGTACGAACGCCATGAGCTGGGTCCGGCAGGCTCCAGGT
AAGTGTCTCGAATGGGTGGGGGTCATAACAGGCAGGGACATTACCTACTACGCCAGTTGGGCCAAGGGTCGATTTACCATTTCTAG
AGATACATCCAAGAACACGGTGTACCTCCAGATGAATTCTCTTAGGGCGGAAGACACAGCAGTATACTACTGCGCGCGAGATGGCG
GGAGCAGTGCGATCACATCCAACAACATCTGGGGTCAGGGCACTCTTGTCACGGTGTCGACTGGCGGTGGAGGGTCCGGCGGTGET
GGATCATTTCTTAATTCCCTTTTCAACCAAGAGGTTCAGATCCCCTTGACTGAAAGCTATTGCGGCCCTTGTCCGAAAAACTGGAT
ATGTTACAAGAATAATTGTTACCAATTCTTCGACGAAAGCAAGAACTGGTATGAGAGTCAGGCGTCTTGTATGAGT CAGAATGCCA
GCCTGCTTAAGGTTTATTCAAAAGAAGACCAGGATCTGCTTAAGTTGGTAAAGAGCTACCACTGGATGGGGCTGGTACATATCCCA
ACGAATGGGTCATGGCAGTGGGAGGACGGTTCTATTCTGAGT CCAAATCTCCTGACGATCATCGAAATGCAGAAAGGGGACTGTGC
CCTGTATGCATCATCCTTCAAGGGGTACATCGAGAACTGCAGTACCCCAAATACCTACATTTGTATGCAAAGAACGGTTGCTAGCA
CCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGAC
TACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTCCCGGCTGTCCTACAGTCCTC
AGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACATCTGCAACGTGAATCACAAGC
CCAGCAACACCAAGGTGGACAAGAGAGTTGAGCCCAAATCTTGTGACAAAACTCACACATGCCCACCGTGCCCAGCACCTGAAGCC
GCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGT
GGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGCAGGTGCATAAT GCCAAGACAAAGCCGC
GGGAGGAGCAGTACGCCAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCAAGGAGTACAAG
TGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCCCGAGAACCACAGGTGTG
TACCCTGCCCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTCCTGCGCCGTCAAAGGCTTCTATCCCAGCGACATCG
CCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTC
GTGAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCA
CTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTTAA

>Sequence ID 159: SI-49R27 Chain B Amino Acid Seguence

FLNSLFNQEVQIPLTESYCGPCPKNWICYKNNCYQFFDESKNWYESQASCMSONASLLKVYSKEDQDLLKLVKS YHWMGLVHIPTN
GSWOWEDGSILSPNLLTIIEMQKGDCALYASSFKGYIENCSTPNTYICMORTVRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEY
PREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLS SPVTKSFNRGECGGDKTHTCPPCP
APEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYASTYRVVSVLTVLHQDWLNG
KEYKCAVSNKALPAPIEKTISKAKGQPREPQVYTLPPCRDELTKNQVSLWCLVKGEFYPSDIAVEWESNGOPENNYKTTPPVLDSDG
SFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG

>Sequence ID 160: SI-49R27 Chain B Nucleotide Sequences
TTCCTAAACTCATTATTCAACCAAGAAGTTCAAATTCCCTTGACCGAAAGTTACTGTGGCCCATGT CCTAAAAACTGGATATGTTA

CAAAAATAACTGCTACCAATTTTTTGAT GAGAGTAAAAACTGGTATGAGAGCCAGGCTTCTTGTATGTCTCAAAATGCCAGCCTTC
TGAAAGTATACAGCAAAGAGGACCAGGATTTACTTAAACTGGTGAAGT CATATCATTGGATGGGACTAGTACACATTCCAACAAAT
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GGATCTTGGCAGTGGGAAGATGGCTCCATTCTCTCACCCAACCTACTAACAATAATTGAAATGCAGAAGGGAGACTGTGCACTCTA
TGCCTCGAGCTTTAAAGGCTATATAGAAAACTGTTCAACTCCARAATACGTACATCTGCATGCAAAGGACTGTGCGTACGGTGGCTG
CACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTAT
CCCAGAGAGGCCAAAGTACAGTGGAAGGTGGATAACGCCCTCCAATCGGGTAACTCCCAGGAGAGTGTCACAGAGCAGGACAGCAA
GGACAGCACCTACAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAGAAACACAAAGTCTACGCCTGCGAAGTCACCC
ATCAGGGCCTGAGCTCGCCCGTCACAAAGAGCTTCAACAGGGGAGAGT GTGGAGGCGACAAAACTCACACATGCCCACCGTGCCCA
GCACCTGAAGCCGCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGT
CACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGT CAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCA
AGACAAAGCCGCGGGAGGAGCAGTACGCCAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGC
AAGGAGTACAAGTGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCARAAGCCARAAGGGCAGCCCCGAGA
ACCACAGGTGTACACCCTGCCCCCATGTCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTGGTGCCTGGTCARAAGGCTTCTATC
CCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGC
TCCTTCTTCCTCTATAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCATGAGGC
TCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTTAA

>3equence ID 161: SI-49R25 Chain A Amino Acid Sequence

EIVMTQSPSTLSASVGDRVIITCQASESIS SWLAWYQQKPGKAPKLLIYEASKLASGVPSRFSGSGSGAEFTLTISSLOPDDFATY
YCOGYFYFISRTYVNSFGCGTKLTVLGSTGSGSKPGSGEGSTKGEVQLVESGGGLVQPGGSLRLSCTASGFTISTNAMSWVRQAPG
KCLEWVGVITGRDITYYASWAKGREFTISRDTSKNTVYLOMNS LRAEDTAVYYCARDGGSSAITSNNIWGOGTLVTVSTGGGGSGGG
GSFLNSLEFNQEVQIPLTESYCGPCPKNWICYKNNCYQFFDESKNWYESQASCMSQONASLLKVYSKEDQDLLKLVKS YHWMGLVHIP
TNGSWOQWEDGSILSPNLLTIIEMQOKGDCALYASSFKGYIENCSTPNTYICMQRTVASTKGPSVFPLAPSSKSTSGGTAALGCLVKD
YFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEA
AGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYASTYRVVSVLTVLHODWLNGKEYK
CAVSNKALPAPIEKTISKAKGQPREPQVCTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
VSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG

>Sequence ID 162: SI-49R25 Chain A Nucleotide Sequence

GAGATCGTGATGACACAATCTCCATCTACGCTCTCCGCCTCAGTGGGCGATAGAGTAATTATTACTTGTCAAGCCTCAGAGAGCAT
TTCATCATGGCTCGCCTGGTATCAGCAAAAGCCTGGGAAGGCCCCCAAACTTCTCATCTATGAAGCATCAAAGCTGGCCTCTGGGG
TTCCGTCTCGCTTCTCCGGGTCCGGCAGTGGTGCAGAGTTTACGTTGACTATATCTTCTTTGCAACCTGACGATTTCGCAACATAT
TATTGCCAGGGATACTTTTATTTTATTTCCCGAACATATGTTAACTCTTTTGGGTGCGGGACCAAACTCACTGTGCTGGGGTCTAC
CGGTAGTGGTTCTAAGCCTGGTTCAGGCGAAGGCAGTACGAAAGGGGAAGTGCAACTGGTCGAAAGCGGTGGAGGGCTTGTTCAAC
CTGGAGGAAGCCTCCGCTTGTCCTGCACGGCTAGCGGCTTTACAATAAGTACGAACGCCATGAGCTGGGTCCGGCAGGCTCCAGGT
AAGTGTCTCGAATGGGTGGGGGTCATAACAGGCAGGGACATTACCTACTACGCCAGTTGGGCCAAGGGTCGATTTACCATTTCTAG
AGATACATCCAAGAACACGGTGTACCTCCAGATGAATTCTCTTAGGGCGGAAGACACAGCAGTATACTACTGCGCGCGAGATGGCG
GGAGCAGTGCGATCACATCCAACAACATCTGGGGTCAGGGCACTCTTGTCACGGTGTCGACTGGCGGTGGAGGGTCCGGCGGTGET
GGATCATTTCTTAATTCCCTTTTCAACCAAGAGGTTCAGATCCCCTTGACTGAAAGCTATTGCGGCCCTTGTCCGAAAAACTGGAT
ATGTTACAAGAATAATTGTTACCAATTCTTCGACGAAAGCAAGAACTGGTATGAGAGTCAGGCGTCTTGTATGAGT CAGAATGCCA
GCCTGCTTAAGGTTTATTCAAAAGAAGACCAGGATCTGCTTAAGTTGGTAAAGAGCTACCACTGGATGGGGCTGGTACATATCCCA
ACGAATGGGTCATGGCAGTGGGAGGACGGTTCTATTCTGAGTCCAAATCTCCTGACGATCATCGAAATGCAGAAAGGGGACTGTGC
CCTGTATGCATCATCCTTCAAGGGGTACATCGAGAACTGCAGTACCCCAAATACCTACATTTGTATGCAAAGAACGGTTGCTAGCA
CCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGAC
TACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTCCCGGCTGTCCTACAGTCCTC
AGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACATCTGCAACGTGAATCACAAGC
CCAGCAACACCAAGGTGGACAAGAGAGTTGAGCCCAAATCTTGTGACAAAACTCACACATGCCCACCGTGCCCAGCACCTGAAGCC
GCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGT
GGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAAGACAAAGCCGC
GGGAGGAGCAGTACGCCAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCAAGGAGTACAAG
TGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCCCGAGAACCACAGGTGTG
TACCCTGCCCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTCCTGCGCCGTCAAAGGCTTCTATCCCAGCGACATCG
CCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTC
GTGAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCA
CTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTTAA

>Sequence ID 163: SI-49R25 Chain B Amino Acid Segquence

ENVLTQSPASLSASPGERVTITCSASSSVSYMHWYQQOKPGQAPKLWIYDT SKLASGVPSRESGSGSGNDHTLTISSMEPEDFATYY
CFQGSVYPFTFGQGTKLEIKGSTGSGSKPGSGEGSTKGOQVTLKESGPGLVQPGOTLRLTCAFSGFSLSTSGMGVGWIRQPPGKGLE
WLAHIWWDDDKRYNPALKSRLTISKDTSKNQVYLOMNS LDAEDTAVYYCARMELWSYYFDYWGQGTLVTVSTGGGGSGGGGSFLNS
LENQEVQIPLTESYCGPCPRNWICYKNNCYQFFDESKNWYESQASCMSONASLLKVYSKEDQDLLKLVKS YHWMGLVHIPTNGSWQ
WEDGSILSPNLLTITEMOKGDCALYASSFKGYIENCSTPNTYICMQRTVRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREA
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KVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLS SPVTKSFNRGECGGDKTHTCPPCPAPEA
AGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYASTYRVVSVLTVLHQDWLNGKEYK
CAVSNKALPAPIEKTISKAKGQPREPQVYTLPPCRDELTKNQVSLWCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG

>Sequence ID 164: SI-49R25 Chain B Nucleotide Seguence

GAAAATGTATTGACACAGAGCCCCGCCTCCCTCAGTGCCTCACCTGGGGAAAGGGTAACTAT CACTTGCTCTGCAT CAAGCAGCGT
CTCATACATGCATTGGTATCAACAAAAGCCTGGACAGGCCCCCAAGCTCTGGATATACGATACGAGCAAGCTGGCTTCCGGCGTAC
CTAGCCGCTTCAGTGGTTCCGGCTCAGGCAACGATCACACCCTTACGATTTCCAGTATGGAACCCGAAGATTTTGCAACTTATTAT
TGTTTCCAGGGGAGCGTGTACCCATTCACTTTCGGGCAGGGGACAAAATT GGAGATAAAGGGAAGTACTGGTTCTGGGTCTAAACC
CGGTTCCGGCGAAGGTAGTACTAAAGGACAGGTCACATTGAAGGAATCTGGCCCCGGCCTTGTTCAGCCAGGACAGACCCTTAGGC
TCACCTGTGCCTTCAGTGGTTTTTCTCTTAGCACTAGCGGTATGGGGGTCGGCTGGATTCGGCAGCCTCCCGGCAAAGGTCTTGAG
TGGTTGGCTCACATTTGGTGGGACGACGACAAACGGTATAATCCTGCCTTGAAAAGTCGGCTGACCATTAGTAAGGATACCTCAAA
AAATCAAGTGTACTTGCAAATGAATAGCCTTGACGCCGAGGATACGGCTGTATATTATTGCGCGCGGATGGAACTCTGGTCTTACT
ACTTTGATTATTGGGGGCAGGGGACTCTCGTCACGGTGTCGACTGGCGGTGGAGGGTCCGGCGGTGGTGGATCATTCCTAAACTCA
TTATTCAACCAAGAAGTTCAAATTCCCTTGACCGAAAGTTACTGTGGCCCATGTCCTAAAAACTGGATATGTTACAAAAATAACTG
CTACCAATTTTTTGATGAGAGTAAAAACTGGTATGAGAGCCAGGCTTCTTGTATGTCTCAAAATGCCAGCCTTCTGAAAGTATACA
GCAAAGAGGACCAGGATTTACTTAAACTGGTGAAGT CATATCATTGGATGGGACTAGTACACATTCCAACAAATGGATCTTGGCAG
TGGGAAGATGGCTCCATTCTCTCACCCAACCTACTAACAATAATTGAAATGCAGAAGGGAGACTGTGCACTCTATGCCTCGAGCTT
TAAAGGCTATATAGAAAACTGTTCAACTCCAAATACGTACATCTGCATGCAAAGGACTGTGCGTACGGTGGCTGCACCATCTGTCT
TCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTATCCCAGAGAGGCC
AAAGTACAGTGGAAGGTGGATAACGCCCTCCAATCGGGTAACTCCCAGGAGAGTGTCACAGAGCAGGACAGCAAGGACAGCACCTA
CAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAGAAACACAAAGTCTACGCCTGCGAAGTCACCCATCAGGGCCTGA
GCTCGCCCGTCACAAAGAGCTTCAACAGGGGCAGAGTGTGGAGGCGACAAAACTCACACATGCCCACCGTGCCCAGCACCTGAAGCC
GCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGT
GGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAAGACAAAGCCGC
GGGAGGAGCAGTACGCCAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCAAGGAGTACAAG
TGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCCCGAGAACCACAGGTGTA
CACCCTGCCCCCATGTCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTGGTGCCTGGTCAAAGGCTTCTATCCCAGCGACATCG
CCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTC
TATAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCA
CTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTTAA

>Sequence ID 165: SI-49P x Chain A Amino Acid Sequence

EIVMTQSPSTLSASVGDRVIITCQASESIS SWLAWYQQKPGKAPKLLIYEASKLASGVPSRFSGSGSGAEFTLTISSLOPDDFATY
YCOGYFYFISRTYVNSFGCGTKLTVLGSTGSGSKPGSGEGSTKGEVQLVESGGGLVOPGGSLRLSCTASGFTISTNAMSWVRQAPG
KCLEWVGVITGRDITYYASWAKGREFTISRDTSKNTVYLOMNS LRAEDTAVYYCARDGGSSAITSNNIWGOGTLVTVSTGGGGSGGG
GSFLNSLENQEVQIPLTESYCGPCPKNWICYKNNCYQFFDESKNWYESQASCMSQONASLLKVYSKEDQDLLKLVKS YHWMGLVHIP
TNGSWQWEDGSILSPNLLTIIEMQKGDCALYASSFKGYIENCSTPNTYICMQRTVASTKGPSVFPLAPSSKSTSGGTAALGCLVKD
YFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEA
AGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYASTYRVVSVLTVLHODWLNGKEYK
CAVSNKALPAPIEKTISKAKGQPREPQVCTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
VSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG

>Sequence ID 166: SI-49P x Chain A Nucleotide Sequence

GAGATCGTGATGACACAATCTCCATCTACGCTCTCCGCCTCAGTGGGCGATAGAGTAATTATTACTTGTCAAGCCTCAGAGAGCAT
TTCATCATGGCTCGCCTGGTATCAGCAAAAGCCTGGGAAGGCCCCCAAACTTCTCATCTATGAAGCATCAAAGCTGGCCTCTGGGE
TTCCGTCTCGCTTCTCCGGGTCCGGCAGTGGTGCAGAGTTTACGTTGACTATATCTTCTTTGCAACCTGACGATTTCGCAACATAT
TATTGCCAGGGATACTTTTATTTTATTTCCCGAACATATGTTAACTCTTTTGGGTGCGGGACCAAACTCACTGTGCTGGGGTCTAC
CGGTAGTGGTTCTAAGCCTGGTTCAGGCGAAGGCAGTACGAAAGGGGAAGTGCAACTGGT CGAAAGCGGTGGAGGGCTTGTTCAAC
CTGGAGGAAGCCTCCGCTTGTCCTGCACGGCTAGCGGCTTTACAATAAGTACGAACGCCATGAGCTGGGTCCGGCAGGCTCCAGGT
AAGTGTCTCGAATGGGTGGGGGTCATAACAGGCAGGGACATTACCTACTACGCCAGTTGGGCCAAGGGTCGATTTACCATTTCTAG
AGATACATCCAAGAACACGGTGTACCTCCAGATGAATTCTCTTAGGGCGGAAGACACAGCAGTATACTACTGCGCGCGAGATGGCG
GGAGCAGTGCGATCACATCCAACAACATCTGGGGTCAGGGCACTCTTGTCACGGTGTCGACTGGCGGTGGAGGGTCCGGCGGTGET
GGATCATTTCTTAATTCCCTTTTCAACCAAGAGGTTCAGATCCCCTTGACTGAAAGCTATTGCGGCCCTTGTCCGAAARAACTGGAT
ATGTTACAAGAATAATTGTTACCAATTCTTCGACGAAAGCAAGAACTGGTATGAGAGTCAGGCGTCTTGTATGAGT CAGAATGCCA
GCCTGCTTAAGGTTTATTCAAAAGAAGACCAGGATCTGCTTAAGTTGGTAAAGAGCTACCACTGGATGGGGCTGGTACATATCCCA
ACGAATGGGTCATGGCAGTGGGAGGACGGTTCTATTCTGAGTCCAAATCTCCTGACGATCATCGAAATGCAGAAAGGGGACTGTGC
CCTGTATGCATCATCCTTCAAGGGGTACATCGAGAACTGCAGTACCCCAAATACCTACATTTGTATGCAAAGAACGGTTGCTAGCA
CCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGAC
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TACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTCCCGGCTGTCCTACAGTCCTC
AGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACATCTGCAACGTGAATCACAAGC
CCAGCAACACCAAGGTGGACAAGAGAGTTGAGCCCAAATCTTGTGACAAAACTCACACATGCCCACCGTGCCCAGCACCTGAAGCC
GCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGT
GGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAAGACAAAGCCGC
GGGAGGAGCAGTACGCCAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCAAGGAGTACAAG
TGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCCCGAGAACCACAGGTGTG
TACCCTGCCCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTCCTGCGCCGTCAAAGGCTTCTATCCCAGCGACATCG
CCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTC
GTGAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCA
CTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTTAA

>Sequence ID 167: SI-49P x Chain B Amino Acid Sequence

ENVLTQSPASLSASPGERVTITCSASSSVSYMHWYQQOKPGQAPKLWIYDT SKLASGVPSRESGSGSGNDHTLTISSMEPEDFATYY
CFQGSVYPFTFGQGTKLEIKGSTGSGSKPGSGEGSTKGQVTLKESGPGLVQPGQTLRLTCAFSGEFSLSTSGMGVGWIRQPPGKGLE
WLAHIWWDDDKRYNPALKSRLTISKDTSKNQVYLOMNS LDAEDTAVYYCARMELWSYYFDYWGQGTLVTVSTGGGGSGGGGSFLNS
LENQEVQIPLTESYCGPCPRKNWICYKNNCYQFFDESKNWYESQASCMSONASLLKVYSKEDQDLLKLVKS YHWMGLVHIPTNGSWQ
WEDGSILSPNLLTIIEMOKGDCALYASSFKGYIENCSTPNTYICMQRTVRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREA
KVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLS SPVTKSFNRGECGGDKTHTCPPCPAPEA
AGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKEFNWYVDGVEVHNAKTKPREEQYASTYRVVSVLTVLHODWLNGKEYK
CAVSNKALPAPIEKTISKAKGQPREPQVYTLPPCRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGGSGGGGSEVQLLESGGGLVQPGGSLRLSCAASGEFSFSSGYDMC
WVRQAPGKCLEWIACIAAGSAGITYDANWAKGRFTISRDNSKNTLYLOMN SLRAEDTAVYYCARSAFSFDYAMDLWGQGTLVTVSS
GGGGSGGGG3GGGGSGGGGSDIOMTQSPSTLSASVGDRVTITCQASQSISSHLNWYQQKPGKAPKLLIYKASTLASGVPSRESGSG
SGTEFTLTISSLOPDDFATYYCQQGYSWGNVDNVFGCGTKVEIK

>Sequence ID 168: SI-49P x Chain B Nucleotide Sequence

GAAAATGTATTGACACAGAGCCCCGCCTCCCTCAGTGCCTCACCTGGGGAAAGGGTAACTATCACTTGCTCTGCATCAAGCAGCGT
CTCATACATGCATTGGTATCAACAAAAGCCTGGACAGGCCCCCAAGCTCTGGATATACGATACGAGCAAGCTGGCTTCCGGCGTAC
CTAGCCGCTTCAGTGGTTCCGGCTCAGGCAACGATCACACCCTTACGATTTCCAGTATGGAACCCGAAGATTTTGCAACTTATTAT
TGTTTCCAGGGGAGCGTGTACCCATTCACTTTCGGGCAGGGGACAAAATTGGAGATAAAGGGAAGTACTGGTTCTGGGTCTAAACC
CGGTTCCGGCGAAGGTAGTACTAAAGGACAGGTCACATTGAAGGAATCTGGCCCCGGCCTTGTTCAGCCAGGACAGACCCTTAGGC
TCACCTGTGCCTTCAGTGGTTTTTCTCTTAGCACTAGCGGTATGGGGGTCGGCTGGATTCGGCAGCCTCCCGGCAAAGGTCTTGAG
TGGTTGGCTCACATTTGGTGGGACGACGACAAACGGTATAATCCTGCCTTGAAAAGTCGGCTGACCATTAGTAAGGATACCTCAAA
AAATCAAGTGTACTTGCAAATGAATAGCCTTGACGCCGAGGATACGGCTGTATATTATTGCGCGCGGATGGAACTCTGGTCTTACT
ACTTTGATTATTGGGGGCAGGGGACTCTCGTCACGGTGTCGACTGGCGGTGCAGGGTCCGGCGGTGGTGGATCATTCCTAAACTCA
TTATTCAACCAAGAAGTTCAAATTCCCTTGACCGAAAGTTACTGTGGCCCATGTCCTAAAAACTGGATATGTTACAAAAATAACTG
CTACCAATTTTTTGATGAGAGTAAAAACTGGTATGAGAGCCAGGCTTCTTGTATGTCTCAAARATGCCAGCCTTCTGAAAGTATACA
GCAAAGAGGACCAGGATTTACTTAAACTGGTGAAGTCATATCATTGGATGGGACTAGTACACATTCCAACAAATGGATCTTGGCAG
TGGGAAGATGGCTCCATTCTCTCACCCAACCTACTAACAATAATTGAAAT GCAGAAGGGAGACTGTGCACTCTATGCCTCGAGCTT
TAAAGGCTATATAGAAAACTGTTCAACTCCAAATACGTACATCTGCATGCAAAGGACTGTGCGTACGGTGGCTGCACCATCTGTCT
TCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTATCCCAGAGAGGCC
AAAGTACAGTGGAAGGTGGATAACGCCCTCCAATCGGGTAACTCCCAGGAGAGTGTCACAGAGCAGGACAGCAAGGACAGCACCTA
CAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAGAAACACAAAGTCTACGCCTGCGAAGTCACCCATCAGGGCCTGA
GCTCGCCCGTCACAAAGAGCTTCAACAGGGGAGAGTGTGGAGGCGACAAAACTCACACATGCCCACCGTGCCCAGCACCTGAAGCC
GCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGT
GGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAAGACAAAGCCGC
GGGAGGAGCAGTACGCCAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCAAGGAGTACAAG
TGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCCCGAGAACCACAGGTGTA
CACCCTGCCCCCATGTCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTGGTGCCTGGTCAAAGGCTTCTATCCCAGCGACATCG
CCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTC
TATAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCA
CTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTGGCGGTGGAGGGTCCGGCGGTGGTGGATCCGAGGTGCAGCTGTTGGAGTCTG
GGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCTCCTTCAGTAGCGGGTACGACATGTGC
TGGGTCCGCCAGGCTCCAGGGAAGTGCCTGGAGTGGATCGCATGCATTGCTGCTGGTAGTGCTGGTATCACTTACGACGCGAACTG
GGCGAAAGGCCGGTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAACAGCCTGAGAGCCGAGGACACGG
CCGTATATTACTGTGCGAGATCGGCGTTTTCGTTCGACTACGCCATGGACCTCTGGGGCCAGGGAACCCTGGTCACCGTCTCGTCT
GGTGGAGGCGGTTCAGGCGGAGGTGGAAGTGGTGGTGGCGGCTCTGGAGGCGGCGGATCTGACATCCAGATGACCCAGTCTCCTTC
CACCCTGTCTGCATCTGTAGGAGACAGAGTCACCATCACTTGCCAGGCCAGTCAGAGCATTAGTTCCCACTTAAACTGGTATCAGC
AGAAACCAGGGAAAGCCCCTAAGCTCCTGATCTATAAGGCATCCACTCTGGCATCTGGGGTCCCATCAAGGTTCAGCGGCAGTGGA
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TCTGGGACAGAATTTACTCTCACCATCAGCAGCCTGCAGCCTGATGATTTTGCAACTTATTACTGCCAACAGGGTTATAGTTGGGG
TAATGTTGATAATGTTTTCGGCTGCGGGACCAAGGTGGAGATCAAATAG

>Sequence ID 169: SI-49P8 Chain A Amino Acid Sequence

EIVMTQSPSTLSASVGDRVIITCQASESISSWLAWYQQKPGKAPKLLIYEASKLASGVPSRFSGSGSGAEFTLTISSLOPDDFATY
YCOGYFYFISRTYVNSFGCGTKLTVLGSTGSGSKPGSGEGSTKGEVQLVESGGGLVQPGGSLRLSCTASGFTISTNAMSWVRQAPG
KCLEWVGVITGRDITYYASWAKGREFTISRDTSKNTVYLOMNS LRAEDTAVYYCARDGGSSAITSNNIWGQGTLVTVSTGGGGSGGG
GSFLNSLENQEVQIPLTESYCGPCPKNWICYKNNCYQFFDESKNWYESQASCMSQONASLLKVYSKEDQDLLKLVKS YHWMGLVHIP
TNGSWQWEDGSILSPNLLTIIEMQKGDCALYASSFKGYIENCSTPNTYICMQRTVASTKGPSVFPLAPSSKSTSGGTAALGCLVKD
YFPEPVTVSWNSGALTSGVHTFPAVLQOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKP SNTKVDKRVEPKSCDKTHTCPPCPAPEA
AGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYASTYRVVSVLTVLHQDWLNGKEYK
CAVSNKALPAPIEKTISKAKGQPREPQVCTLPPSRDELTKNQVSLSCAVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
VSKLTVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPGGGGGSGGGGSRSLVESGGGLVQPGGSLRLSCTASGEFTISSYHMOWY
ROAPGKCLEYIGTISSGGNVYYASSARGRFTISRPSSKNTVDLOMNSLRAEDTAVYYCARDSGY SDPMWGQGTLVTVSSGGGGSGG
GGSGGGGSGGGGSDVVMTQOSPSSVSASVGDRVTITCOASONIRTYLSWYQQKPGKAPKLLIYAAANLASGVPSRESGSGSGTDETL
TISDLEPGDAATYYCQSTYLGTDYVGGAFGCGTKVEIK

>3equence ID 170: SI-49P8 Chain A Nucleotide Sequence

GAGATCGTGATGACACAATCTCCATCTACGCTCTCCGCCTCAGTGGGCGATAGAGTAATTATTACTTGTCAAGCCTCAGAGAGCAT
TTCATCATGGCTCGCCTGGTATCAGCAAAAGCCTGGGAAGGCCCCCAAACTTCTCATCTATGAAGCATCAAAGCTGGCCTCTGGGG
TTCCGTCTCGCTTCTCCGGGTCCGGCAGTGGTGCAGAGTTTACGTTGACTATATCTTCTTTGCAACCTGACGATTTCGCAACATAT
TATTGCCAGGGATACTTTTATTTTATTTCCCGAACATATGTTAACTCTTTTGGGTGCGGGACCAAACTCACTGTGCTGGGGTCTAC
CGGTAGTGGTTCTAAGCCTGGTTCAGGCGAAGGCAGTACGAAAGGGGAAGTGCAACTGGTCGAAAGCGGTGGAGGGCTTGTTCAAC
CTGGAGGAAGCCTCCGCTTGTCCTGCACGGCTAGCGGCTTTACAATAAGTACGAACGCCATGAGCTGGGTCCGGCAGGCTCCAGGT
AAGTGTCTCGAATGGGTGGGGGTCATAACAGGCAGGGACATTACCTACTACGCCAGTTGGGCCAAGGGTCGATTTACCATTTCTAG
AGATACATCCAAGAACACGGTGTACCTCCAGATGAATTCTCTTAGGGCGGAAGACACAGCAGTATACTACTGCGCGCGAGATGGCG
GGAGCAGTGCGATCACATCCAACAACATCTGGGGTCAGGGCACTCTTGTCACGGTGTCGACTGGCGGTGGAGGGTCCGGCGGTGGT
GGATCATTTCTTAATTCCCTTTTCAACCAAGAGGTTCAGATCCCCTTGACTGAAAGCTATTGCGGCCCTTGTCCGAAAAACTGGAT
ATGTTACAAGAATAATTGTTACCAATTCTTCGACGAAAGCAAGAACTGGTATGAGAGTCAGGCGTCTTGTATGAGT CAGAATGCCA
GCCTGCTTAAGGTTTATTCAAAAGAAGACCAGGATCTGCTTAAGTTGGTAAAGAGCTACCACTGGATGGGGCTGGTACATATCCCA
ACGAATGGGTCATGGCAGTGGGAGGACGGTTCTATTCTGAGTCCAAATCTCCTGACGATCATCGAAATGCAGAAAGGGGACTGTGC
CCTGTATGCATCATCCTTCAAGGGGTACATCGAGAACTGCAGTACCCCAAATACCTACATTTGTATGCAAAGAACGGTTGCTAGCA
CCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGAC
TACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTCCCGGCTGTCCTACAGTCCTC
AGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACATCTGCAACGTGAATCACAAGC
CCAGCAACACCAAGGTGGACAAGAGAGTTGAGCCCAAATCTTGTGACAAAACTCACACATGCCCACCGTGCCCAGCACCTGAAGCC
GCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGET
GGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAAGACAAAGCCGC
GGGAGGAGCAGTACGCCAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCAAGGAGTACAAG
TGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCCCGAGAACCACAGGTGTG
TACCCTGCCCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTCCTGCGCCGTCAAAGGCTTCTATCCCAGCGACATCG
CCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTC
GTGAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCA
CTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTGGCGGTGGAGGGTCCGGCGGTGGTGGATCCCGGTCGCTGGTGGAGTCTGGGE
GAGGCTTGGTCCAGCCTGGGGGGTCCCTGAGACTCTCCTGTACTGCCTCTGGATTCACCATCAGTAGCTACCACATGCAGTGGGTC
CGGCAGGCACCTGGGAAGTGCCTGGAGTACATCGGAACCATTAGTAGTGGTGGTAATGTATACTACGCAAGCTCCGCTAGAGGCAG
ATTCACCATCTCCAGACCCTCGTCCAAGAACACGGTGGATCTTCAAATGAACAGCCTGAGAGCCGAGGACACGGCTGTGTATTACT
GTGCGAGAGACTCTGGTTATAGTGATCCTATGTGGGGCCAGGGAACCCTGGTCACCGTCTCTTCAGGCGGTGGCGGTAGTGGGGGA
GGCGGTTCTGGCGGCGCAGGGTCCGGCGGTGGAGGATCAGACGTTGTGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGG
AGACAGAGTCACCATCACCTGTCAGGCCAGTCAGAACATTAGGACTTACTTATCCTGGTATCAGCAGAAACCAGGGAAAGCCCCTA
AGCTCCTGATCTATGCTGCAGCCAATCTGGCATCTGGGGTCCCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTC
ACCATCAGCGACTTGGAACCTGGCGATGCTGCAACTTACTATTGTCAGTCTACCTATCTTGGTACTGATTATGTTGGCGGTGCTTT
CGGCTGTGGGACCAAGGTGGAGATCAAATGA

>Sequence ID 171: SI-49P8 Chain B Amino Acid Sequence

ENVLTQSPASLSASPGERVTITCSASSSVSYMHWYQQOKPGQAPKLWIYDT SKLASGVPSRESGSGSGNDHTLTISSMEPEDFATYY
CFQGSVYPFTFGQGTKLEIKGSTGSGSKPGSGEGSTKGOQVTLKESGPGLVQPGOTLRLTCAFSGFSLSTSGMGVGWIRQPPGKGLE
WLAHIWWDDDKRYNPALKSRLTISKDTSKNQVYLOMNS LDAEDTAVYYCARMELWSYYFDYWGQGTLVTVSTGGGGSGGGGSFLNS
LENQEVQIPLTESYCGPCPRNWICYKNNCYQFFDESKNWYESQASCMSONASLLKVYSKEDQDLLKLVKS YHWMGLVHIPTNGSWQ
WEDGSILSPNLLTITEMOKGDCALYASSFKGYIENCSTPNTYICMQRTVRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREA
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KVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLS SPVTKSFNRGECGGDKTHTCPPCPAPEA
AGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYASTYRVVSVLTVLHQDWLNGKEYK
CAVSNKALPAPIEKTISKAKGQPREPQVYTLPPCRDELTKNQVSLWCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVEFSCSVMHEALHNHYTQKSLSLSPGGGGGSGGGGSEVQLLESGGGLVQPGGSLRLSCAASGESEFSSGYDMC
WVRQAPGKCLEWIACIAAGSAGITYDANWAKGRFTI SRDNSKNTLYLOMNSLRAEDTAVYYCARSAFSFDYAMDLWGQGTLVTVSS
GGGGSGGGG3GGGGSGGGGSDIOMTQSPSTLSASVGDRVTITCQASQSISSHLNWYQQKPGKAPKLLIYKASTLASGVPSRESGSG
SGTEFTLTISSLOPDDFATYYCQQGYSWGNVDNVFGCGTKVEIK

>3equence ID 172: SI-49P8 Chain B Nucleotide Sequence

GAAAATGTATTGACACAGAGCCCCGCCTCCCTCAGTGCCTCACCTGGGGAAAGGGTAACTATCACTTGCTCTGCATCAAGCAGCGT
CTCATACATGCATTGGTATCAACAARAAGCCTGGACAGGCCCCCAAGCTCTGGATATACGATACGAGCAAGCTGGCTTCCGGCGTAC
CTAGCCGCTTCAGTGGTTCCGGCTCAGGCAACGATCACACCCTTACGATTTCCAGTATGGAACCCGAAGATTTTGCAACTTATTAT
TGTTTCCAGGGGAGCGTGTACCCATTCACTTTCGGGCAGGGGACAAAATTGGAGATAAAGGGAAGTACTGGTTCTGGGTCTAAACC
CGGTTCCGGCGAAGGTAGTACTAAAGGACAGGTCACATTGAAGGAATCTGGCCCCGGCCTTGTTCAGCCAGGACAGACCCTTAGGC
TCACCTGTGCCTTCAGTGGTTTTTCTCTTAGCACTAGCGGTATGGGGGTCGGCTGGATTCGGCAGCCTCCCGGCAAAGGT CTTGAG
TGGTTGGCTCACATTTGGTGGGACGACGACAAACGGTATAATCCTGCCTTGAAAAGTCGGCTGACCATTAGTAAGGATACCTCAAA
AAATCAAGTGTACTTGCAAATGAATAGCCTTGACGCCGAGGATACGGCTGTATATTATTGCGCGCGGATGGAACTCTGGTCTTACT
ACTTTGATTATTGGGGGCAGGGGACTCTCGTCACGGTGTCGACTGGCGGTGGAGGGTCCGGCGGTGGTGGATCATTCCTAAACTCA
TTATTCAACCAAGAAGTTCAAATTCCCTTGACCGAAAGTTACTGTGGCCCATGTCCTAAAAACTGGATATGTTACAAAAATAACTG
CTACCAATTTTTTGATGAGAGTAAAAACTGGTATGAGAGCCAGGCTTCTTGTATGTCTCAAAATGCCAGCCTTCTGAAAGTATACA
GCAAAGAGGACCAGGATTTACTTAAACTGGTGAAGTCATATCATTGGATGGGACTAGTACACATTCCAACAAATGGATCTTGGCAG
TGGGAAGATGGCTCCATTCTCTCACCCAACCTACTAACAATAATTGAAATGCAGAAGGGAGACTGTGCACTCTATGCCTCGAGCTT
TAAAGGCTATATAGAAAACTGTTCAACTCCAAATACGTACATCTGCATGCAAAGGACTGTGCGTACGGTGGCTGCACCATCTGTCT
TCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTATCCCAGAGAGGCC
AAAGTACAGTGGAAGGTGGATAACGCCCTCCAATCGGGTAACTCCCAGGAGAGTGTCACAGAGCAGGACAGCAAGGACAGCACCTA
CAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAGAAACACAAAGTCTACGCCTGCGAAGTCACCCATCAGGGCCTGA
GCTCGCCCGTCACAAAGAGCTTCAACAGGGGAGAGTGTGGAGGCGACAAAACTCACACATGCCCACCGTGCCCAGCACCTGAAGCC
GCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGET
GGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAAGACAAAGCCGC
GGGAGGAGCAGTACGCCAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCAAGGAGTACAAG
TGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCCCGAGAACCACAGGTGTA
CACCCTGCCCCCATGTCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTGGTGCCTGGTCAAAGGCTTCTATCCCAGCGACATCG
CCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTC
TATAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCA
CTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTGGCGGTGGAGGGTCCGGCGGTGGTGGATCCGAGGTGCAGCTGTTGGAGTCTG
GGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCTCCTTCAGTAGCGGGTACGACATGTGC
TGGGTCCGCCAGGCTCCAGGGAAGTGCCTGGAGTGGATCGCATGCATTGCTGCTGGTAGTGCTGGTATCACTTACGACGCGAACTG
GGCGAAAGGCCGGTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAACAGCCTGAGAGCCGAGGACACGG
CCGTATATTACTGTGCGAGATCGGCGTTTTCGTTCGACTACGCCATGGACCTCTGGGGCCAGGGAACCCTGGTCACCGTCTCGTCT
GGTGGAGGCGGTTCAGGCGGAGGTGGAAGTGGTGGTGGCGGCTCTGGAGGCGGCGGATCTGACATCCAGATGACCCAGTCTCCTTC
CACCCTGTCTGCATCTGTAGGAGACAGAGTCACCATCACTTGCCAGGCCAGTCAGAGCATTAGTTCCCACTTAAACTGGTATCAGC
AGAAACCAGGGAAAGCCCCTAAGCTCCTGATCTATAAGGCATCCACTCTGGCATCTGGGGTCCCATCAAGGTTCAGCGGCAGTGGA
TCTGGGACAGAATTTACTCTCACCATCAGCAGCCTGCAGCCTGATGATTTTGCAACTTATTACTGCCAACAGGGTTATAGTTGGGG
TAATGTTGATAATGTTTTCGGCTGCGGGACCAAGGTGGAGAT CAAATAG

>Sequence ID 173: SI-49PM1 Chain A Amino Acid Segquence

FLNSLEFNQEVQIPLTESYCGPCPKNWICYKNNCYQFFDESKNWYESQASCMSONASLLKVYSKEDQDLLKLVKS YHWMGLVHIPTN
GSWOWEDGSILSPNLLTIIEMQKGDCALYASSFKGYIENCSTPNTYICMORTVGGGGSGGGGSGGGGSGGGGSFLNSLENQEVQIP
LTESYCGPCPRKNWICYKNNCYQFFDESKNWYESQASCMSQONASLLKVYSKEDODLLKLVKSYHWMGLVHIPTNGSWOQWEDGSILSP
NLLTIIEMQOKGDCALYASSFKGYIENCSTPNTYICMQRTVVDGGGGSGGGGSEVQLVESGGGLVQPGGSLRLSCAASGEFTISTNAM
SWVROAPGKGLEWIGVITGRDITYYASWAKGRFTISRDNSKNTLYLOMNS LRAEDTAVYYCARDGGSSAITSNNIWGQGTLVTVSS
ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTIVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVN
HKPSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKT
KPREEQYASTYRVVSVLTVLHQDWLNGKEYKCAVSNKALPAPIEKTISKAKGQPREPQVCTLPPSRDELTKNQVSLSCAVKGFYPS
DIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPGGGGGSGGGGSRSLVE
SGGGLVQPGGSLRLSCTASGEFTISSYHMOWVRQAPGKCLEYIGTISSGGNVYYASSARGRETISRPSSKNTVDLOMNS LRAEDTAV
YYCARDSGYSDPMWGQGTLVTVSSGGGGSGGGGSGGGGSGGGGSDVVMTQSPSSVSASVGDRVTITCQASONIRTYLSWYQQKPGK
APKLLIYAAANLASGVPSREFSGSGSGTDFTLTISDLEPGDAATYYCQOSTYLGTDYVGGAFGCGTKVEIK

>3equence ID 174: SI-49PM1 Chain A Nucleotide Sequence
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TTTCTTAATTCCCTTTTCAACCAAGAGGTTCAGATCCCCTTGACTGAAAGCTATTGCGGCCCTTGTCCGAAAAACTGGATATGTTA
CAAGAATAATTGTTACCAATTCTTCGACGAAAGCAAGAACTGGTATGAGAGT CAGGCGTCTTGTATGAGT CAGAATGCCAGCCTGC
TTAAGGTTTATTCAAAAGAAGACCAGGATCTGCTTAAGTTGGTAAAGAGCTACCACTGGATGGGGCTGGTACATATCCCAACGAAT
GGGTCATGGCAGTGGGAGGACGGTTCTATTCTGAGTCCAAATCTCCTGACGATCATCGAAATGCAGAAAGGGGACTGTGCCCTGTA
TGCATCATCCTTCAAGGGGTACATCGAGAACTGCAGTACCCCARATACCTACATTTGTATGCAAAGAACGGTTGGAGGCGGTGGCT
CAGGCGGAGGCGGCTCAGGAGGTGGCGGTTCAGGAGGCGGCGGATCTTTCCTAAACTCATTATTCAACCAAGAAGTTCAAATTCCC
TTGACCGAAAGTTACTGTGGCCCATGTCCTAAAAACTGGATATGTTACAAAAATAACTGCTACCAATTTTTTGATGAGAGTAAAAA
CTGGTATGAGAGCCAGGCTTCTTGTATGTCTCAAAATGCCAGCCTTCTGAAAGTATACAGCAAAGAGGACCAGGATTTACTTAAAC
TGGTGAAGTCATATCATTGGATGGGACTAGTACACATTCCAACAAATGGATCTTGGCAGTGGGAAGATGGCTCCATTCTCTCACCC
AACCTACTAACAATAATTGAAATGCAGAAGGGAGACTGTGCACTCTATGCCTCGAGCTTTAAAGGCTATATAGAAAACTGTTCAAC
TCCAAATACGTACATCTGCATGCAAAGGACTGTGGTCGACGGCGGTGCGAGGGTCCGGCGGTGGTGGAT CAGAGGTGCAGCTGGTGG
AGTCTGGGGGAGGCTTGGTCCAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCACCATCAGTACCAATGCAATG
AGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGATCGGAGTCATTACTGGTCGTGATATCACATACTACGCGAGCTGGGL
GAAAGGCAGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTTCAAATGAACAGCCTGAGAGCCGAGGACACGGCTG
TGTATTACTGTGCGAGAGACGGTGGTTCTTCTGCTATTACTAGTAACAACATTTGGGGCCAGGGAACCCTGGTCACCGTGTCCTCA
GCTAGCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGT
CAAGGACTACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTCCCGGCTGTCCTAC
AGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACATCTGCAACGTGAAT
CACAAGCCCAGCAACACCAAGGTGGACAAGAGAGTTGAGCCCAAATCTTGTGACAAAACT CACACATGCCCACCGTGCCCAGCACC
TGAAGCCGCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCARAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACAT
GCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAAGACA
AAGCCGCGGGAGGAGCAGTACGCCAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCAAGGA
GTACAAGTGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCCCGAGAACCAC
AGGTGTGTACCCTGCCCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTCCTGCGCCGTCAAAGGCTTCTATCCCAGC
GACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGCTCCTT
CTTCCTCGTGAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGC
ACAACCACTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTGGCGGTGGAGGGTCCGGCGGTGGTGGATCCCGGTCGCTGGTGGAG
TCTGGGGGAGGCTTGGTCCAGCCTGGGGGGTCCCTGAGACTCTCCTGTACTGCCTCTGGATTCACCATCAGTAGCTACCACATGCA
GTGGGTCCGGCAGGCACCTGGGAAGTGCCTGGAGTACATCGGAACCATTAGTAGTGGTGGTAATGTATACTACGCAAGCTCCGCTA
GAGGCAGATTCACCATCTCCAGACCCTCGTCCAAGAACACGGTGGATCTTCAAATGAACAGCCTGAGAGCCGAGGACACGGCTGTG
TATTACTGTGCGAGAGACTCTGGTTATAGTGATCCTATGTGGGGCCAGGGAACCCTGGTCACCGTCTCTTCAGGCGGTGGCGGTAG
TGGGGGAGGCGGTTCTGGCGGCGGAGGGTCCGGCGGTGGAGGAT CAGACGTTGTGATGACCCAGTCTCCATCTTCCGTGTCTGCAT
CTGTAGGAGACAGAGTCACCATCACCTGTCAGGCCAGTCAGAACATTAGGACTTACTTATCCTGGTATCAGCAGAAACCAGGGAAA
GCCCCTAAGCTCCTGATCTATGCTGCAGCCAATCTGGCATCTGGGGTCCCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTT
CACTCTCACCATCAGCGACTTGGAACCTGGCGATGCTGCAACTTACTATTGTCAGTCTACCTATCTTGGTACTGATTATGTTGGCG
GTGCTTTCGGCTGTGGGACCAAGGTGGAGATCAAATGA

>Sequence ID 175: SI-49PM1 Chain B Amino Acid Segquence

ENVLTQSPASLSASPGERVTITCSASSSVSYMHWYQQOKPGQAPKLWIYDT SKLASGVPSRESGSGSGNDHTLTISSMEPEDFATYY
CFQGSVYPFTFGQGTKVIVLGGGGSGGGGSGGGGSGGGGSQVILKESGPGLVOPGOTLSLTCAFSGFSLSTSGMGVGWIRQPPGKG
LEWLAHIWWDDDKRYNPALKSRLTISKDTSKNQVYLOMNSLDAEDTAVYYCARMELWSYYFDYWGQGTLVTVSSGGGGSGGGGSDV
VMTQSPSTLSASVGDRVTINCQOASESISSWLAWYQQKPGKAPKLLIYEASKLASGVPSRFSGSGSGTEFTLTISSLOQPDDFATYYC
OGYFYFISRTYVNSFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEFYPREAKVOWKVDNALQSGNSQESVTEQDSK
DSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMI SRTPEV
TCVVVDVSHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPIEKTISKAKGQPRE
PQVYTLPPSRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVESCSVMHEA
LHNREFTQKSLSLSPGGGGGSGGGGSDIOMTQSPSTLSASVGDRVTITCQASQSI SSHLNWYQQKPGKAPKLLIYKASTLASGVPSR
FSGSGSGTEFTLTISSLOPDDFATYYCQOGYSWGNVDNVEGGGTKVTVLGGGGSGGGGSGGGGSGGGGSEVQLLESGGGLVQPGGS
LSLSCAASGFSFSSGYDMCWVRQAPGKGLEWIACIAAGSAGITYDANWAKGRFTISRDNSKNTLYLOMNS LRAEDTAVYYCARSAF
SFDYAMDLWGQGTLVTVSS

>Sequence ID 176: SI-49PM1 Chain B Nucleotide Sequence

GAAAATGTATTGACACAGAGCCCCGCCTCCCTCAGTGCCTCACCTGGGGAAAGGGTAACTATCACTTGCTCTGCATCAAGCAGCGT
CTCATACATGCATTGGTATCAACAARAAGCCTGGACAGGCCCCCAAGCTCTGGATATACGATACGAGCAAGCTGGCTTCCGGCGTAC
CTAGCCGCTTCAGTGGTTCCGGCTCAGGCAACGATCACACCCTTACGATTTCCAGTATGGAACCCGAAGATTTTGCAACTTATTAT
TGTTTCCAGGGGAGCGTGTACCCATTCACTTTCGGGCAGGGGACAAAAGTGACCGTCCTAGGCGGTGGCGGTAGTGGGGGAGGCGG
TTCTGGCGGCGGAGGGTCCGGCGGTGGAGGAT CACAGGTCACATTGAAGGAATCTGGCCCCGGCCTTGTTCAGCCAGGACAGACCC
TTAGCCTCACCTGTGCCTTCAGTGGTTTTTCTCTTAGCACTAGCGGTATGGGGGTCGGCTGGATTCGGCAGCCTCCCGGCAAAGGT
CTTGAGTGGTTGGCTCACATTTGGTGGGACGACGACAAACGGTATAATCCTGCCTTGAAAAGTCGGCTGACCATTAGTAAGGATAC
CTCAAAAAATCAAGTGTACTTGCAAATGAATAGCCTTGACGCCGAGGATACGGCTGTATATTATTGCGCGCGGATGGAACTCTGGT
CTTACTACTTTGATTATTGGGGGCAGGGGACTCTCGTCACGGTCTCGAGCGGCGGTGGAGGGTCCGGCGGTGGTGGATCAGACGTC
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GTGATGACCCAGTCTCCTTCCACCCTGTCTGCATCTGTAGGAGACAGAGTCACCATCAATTGCCAAGCCAGTGAGAGCATTAGCAG
TTGGTTAGCCTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAGCTCCTGATCTATGAAGCATCCAAACTGGCATCTGGGGTCCCAT
CAAGGTTCAGCGGCAGTGGATCTGGGACAGAATTCACTCTCACCATCAGCAGCCTGCAGCCTGATGATTTTGCAACTTATTACTGC
CAAGGCTATTTTTATTTTATTAGTCGTACTTATGTAAATTCTTTCGGCGGAGGGACCAAGGTGGAGATCAAACGTACGGTGGCTGC
ACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTATC
CCAGAGAGGCCAAAGTACAGTGGAAGGTGGATAACGCCCTCCAATCGGGTAACTCCCAGGAGAGTGTCACAGAGCAGGACAGCAAG
GACAGCACCTACAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAGAAACACAAAGTCTACGCCTGCGAAGTCACCCA
TCAGGGCCTGAGCTCGCCCGTCACAAAGAGCTTCAACAGGGGAGAGTGTGGAGGCGACAAAACTCACACATGCCCACCGTGCCCAG
CACCTGAAGCCGCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTC
ACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAA
GACAAAGCCGCGGGAGGAGCAGTACAACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCA
AGGAGTACAAGTGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCARAAGCCAAAGGGCAGCCCCGAGAA
CCACAGGTGTACACCCTGCCCCCAAGCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTGGTGCCTGGTCAAAGGCTTCTATCC
CAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGCT
CCTTCTTCCTCTATAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCATGAGGCT
CTGCACAACAGATTCACGCAGAAGAGCCTCTCCCTGTCTCCGGGTGGCGGTGGAGGGTCCGGCGGTGGTGGATCCGACATTCAGAT
GACACAGTCACCGTCTACGCTCTCAGCCTCAGTAGGCGATAGGGTGACTATCACCTGCCAAGCCTCCCAATCTATAAGTTCACACC
TCAACTGGTATCAACAGAAACCCGGTAAAGCACCGAAGCTGCTCATCTACAAGGCATCAACTCTTGCCTCAGGTGTGCCTAGTCGC
TTCTCCGGGAGCGGCTCCGGTACTGAGTTTACTTTGACGATATCTTCCCTCCAACCCGACGACTTCGCCACATACTATTGTCAGCA
GGGTTATAGTTGGGGAAATGTTGACAATGTGTTTGGAGGGGGAACGAAAGTGACTGTGTTGGGAGGGGGAGGAAGTGGCGGCGGCG
GAAGCGGAGGTGGTGGCTCCGGCGGGGGTGGAAGCGAAGTGCAATTGCTCGAAAGTGGTGGCGGACTTGTGCAACCTGGTGGAAGC
CTCTCACTCTCTTGCGCGGCGAGTGGTTTTAGCTTCAGTAGCGGCTACGATATGTGCTGGGTAAGACAGGCTCCTGGTAAAGGCCT
TGAGTGGATTGCGTGTATCGCCGCCGGGTCTGCTGGTATAACATACGATGCAAACTGGGCGAAAGGGCGCTTCACAATCTCCAGGG
ACAACTCAAAAAATACATTGTACCTCCAGATGAATAGCCTGAGAGCCGAAGACACCGCAGTCTACTATTGCGCAAGGTCAGCATTT
AGCTTCGATTATGCAATGGATCTTTGGGGCCAGGGGACGCTCGTCACCGTCTCATCTTGA

>Sequence ID 177: 3I-49P9 Chain A Amino Acid

EIVMTQSPSTLSASVGDRVIITCQASESISSWLAWYQQKPGKAPKLLIYEASKLASGVPSRFSGSGSGAEFTLTISSLOPDDFATY
YCOGYFYFISRTYVNSFGCGTKLTVLGSTGSGSKPGSGEGSTKGEVQLVESGGGLVQPGGSLRLSCTASGFTISTNAMSWVRQAPG
KCLEWVGVITGRDITYYASWAKGRFTISRDTSKNTVYLOMNSLRAEDTAVYYCARDGGSSAITSNNIWGQGTLVTVSTGGGGSGGG
GSFLNSLFNQEVQIPLTESYCGPCPKNWICYKNNCYQFFDESKNWYESQASCMSONASLLKVYSKEDQDLLKLVKSYHWMGLVHIP
TNGSWQWEDGSILSPNLLTIIEMQKGDCALYASSFKGYIENCSTPNTYICMQRTVASTKGPSVFPLAPSSKSTSGGTAALGCLVKD
YFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEA
AGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYASTYRVVSVLTVLHODWLNGKEYK
CAVSNKALPAPIEKTISKAKGQPREPQVCTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
VSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGGSGGGGSREGPELSPDDPAGLLDLRQGMFAQLVAQNVLLIDGP
LSWYSDPGLAGVSLTGGLSYKEDTKELVVAKAGVYYVFFQLELRRVVAGEGSGSVSLALHLOPLRSAAGAAALALTVDLPPASSEA
RNSAFGFQGRLLHLSAGQRLGVHLHTEARARHAWQLTQGATVLGLFRVTPEIPAGLGSTGSGSKPGSGEGSTKGREGPELSPDDPA
GLLDLRQGMFAQLVAQNVLLIDGPLSWYSDPGLAGVSLTGGLSYKEDTKELVVAKAGVYYVFFQLELRRVVAGEGSGSVSLALHLQ
PLRSAAGAAALALTVDLPPASSEARNSAFGFQGRLLHLSAGQRLGVHLHTEARARHAWQLTQGATVLGLFRVTPEIPAGLGGGGSG
GGGSREGPELSPDDPAGLLDLRQGMFAQLVAQNVLLIDGPLSWYSDPGLAGVSLTGGLSYKEDTKELVVAKAGVYYVEFQLELRRV
VAGEGSGSVSLALHLQPLRSAAGAAALALTVDLPPASSEARNSAFGFQGRLLHLSAGQRLGVHLHTEARARHAWQLTQGATVLGLE
RVTPEIPAGL

>Sequence ID 178: SI-49P9 Chain A Nucleotide Sequence

GAGATCGTGATGACACAATCTCCATCTACGCTCTCCGCCTCAGTGGGCGATAGAGTAATTATTACTTGTCAAGCCT CAGAGAGCAT
TTCATCATGGCTCGCCTGGTATCAGCAAAAGCCTGGGAAGGCCCCCAAACTTCTCATCTATGAAGCAT CAAAGCTGGCCTCTGGGG
TTCCGTCTCGCTTCTCCGGGTCCGGCAGTGGTGCAGAGTTTACGTTGACTATATCTTCTTTGCAACCTGACGATTTCGCAACATAT
TATTGCCAGGGATACTTTTATTTTATTTCCCGAACATATGTTAACTCTTTTGGGTGCGGGACCAAACTCACTGTGCTGGGGTCTAC
CGGTAGTGGTTCTAAGCCTGGTTCAGGCGAAGGCAGTACGAAAGGGGAAGTGCAACTGGTCGAAAGCGGTGGAGGGCTTGTTCAAC
CTGGAGGAAGCCTCCGCTTGTCCTGCACGGCTAGCGGCTTTACAATAAGTACGAACGCCATGAGCTGGGTCCGGCAGGCTCCAGGT
AAGTGTCTCGAATGGGTGGGGGTCATAACAGGCAGGGACATTACCTACTACGCCAGTTGGGCCAAGGGTCGATTTACCATTTCTAG
AGATACATCCAAGAACACGGTGTACCTCCAGATGAATTCTCTTAGGGCGGAAGACACAGCAGTATACTACTGCGCGCGAGATGGCG
GGAGCAGTGCGATCACATCCAACAACATCTGGGGTCAGGGCACTCTTGTCACGGTGTCGACTGGCGGTGGAGGGTCCGGCGGTGGT
GGATCATTTCTTAATTCCCTTTTCAACCAAGAGGTTCAGATCCCCTTGACTGAAAGCTATTGCGGCCCTTGTCCGAAAAACTGGAT
ATGTTACAAGAATAATTGTTACCAATTCTTCGACGAAAGCAAGAACTGGTATGAGAGTCAGGCGTCTTGTATGAGTCAGAATGCCA
GCCTGCTTAAGGTTTATTCAAAAGAAGACCAGGATCTGCTTAAGTTGGTAAAGAGCTACCACTGGATGGGGCTGGTACATATCCCA
ACGAATGGGTCATGGCAGTGGGAGGACGGTTCTATTCTGAGTCCAAATCTCCTGACGATCATCGAAATGCAGAAAGGGGACTGTGC
CCTGTATGCATCATCCTTCAAGGGGTACATCGAGAACTGCAGTACCCCAAATACCTACATTTGTATGCAAAGAACGGTTGCTAGCA
CCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGAC
TACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTCCCGGCTGTCCTACAGTCCTC
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AGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACATCTGCAACGTGAATCACAAGC
CCAGCAACACCAAGGTGGACAAGAGAGTTGAGCCCAAATCTTGTGACAAAACTCACACATGCCCACCGTGCCCAGCACCTGAAGCC
GCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGET
GGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAAGACAAAGCCGC
GGGAGGAGCAGTACGCCAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCAAGGAGTACAAG
TGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCCCGAGAACCACAGGTGTG
TACCCTGCCCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTCCTGCGCCGTCAAAGGCTTCTATCCCAGCGACATCG
CCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTC
GTGAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCA
CTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTGGCGGTGGAGGGTCCGGCGGTGGTGGATCCCGAGAGGGCCCCGAGCTGTCTC
CTGATGACCCAGCAGGCCTCTTGGACTTGCGGCAGGGTATGTTCGCTCAACTTGTGGCTCAGAATGTTCTGCTCATTGATGGACCA
CTCTCTTGGTATAGTGACCCCGGTCTGGCCGGGGTGAGTCTGACCGGCGGGCTCTCTTATAAAGAGGATACTAAGGAACTGGTCGT
AGCAAAAGCGGGCGTTTATTACGTTTTTTTTCAGCTGGAGCTCAGGCGCGTGGTGGCCGGCGAGGGCAGTGGCTCTGTGTCCCTGG
CCCTGCACTTACAGCCCTTGAGAAGCGCTGCAGGTGCTGCCGCACTGGCTTTAACTGTTGACCTCCCTCCGGCCTCTTCTGAAGCT
AGAAACAGCGCTTTCGGCTTCCAAGGGCGCCTGCTGCACCTGAGCGCAGGCCAGCGCTTAGGTGTGCACCTTCATACAGAGGCCAG
GGCCCGACACGCTTGGCAGCTCACACAGGGTGCCACGGTTCTCGGACTTTTCCGCGTTACTCCCGAGATCCCCGCTGGCCTCGGAA
GTACTGGTTCTGGGTCTAAACCCGGTTCCGGCGAAGGTAGTACTAAAGGACGAGAAGGGCCAGAGTTAAGTCCAGATGACCCTGCT
GGGCTTTTGGACCTGCGGCAGGGCATGTTCGCTCAACTGGTGGCTCAGAACGTGCTGCTGATCGATGGCCCCCTGAGTTGGTACAG
CGATCCCGGGCTGGCAGGCGTGTCACTTACAGGGGGCCTCTCTTACAAGGAAGACACCAAGGAGTTAGTGGTCGCTAAGGCTGGCG
TGTATTACGTGTTCTTCCAACTGGAGCTGAGAAGGGTTGTGGCAGGAGAGGGTAGCGGCAGCGTGTCTTTAGCCCTTCACTTGCAG
CCCCTGAGGTCTGCTGCAGGTGCAGCCGCTCTCGCGCTCACCGTGGATCTCCCCCCAGCCTCATCTGAAGCTAGGAACAGTGCATT
TGGCTTTCAGGGACGCTTGCTGCACCTCTCCGCTGGACAGAGGCTGGGCGTGCACCTTCACACAGAGGCCCGTGCCAGGCATGCAT
GGCAGCTCACTCAGGGGGCAACAGTGCTGGGTCTCTTCCGCGTGACTCCTGAAATACCAGCTGGACTTGGCGGTGGAGGCAGCGGC
GGAGGAGGATCTCGTGAGGGGCCAGAACTGTCCCCCGATGACCCAGCCGGACTGCTCGATCTCAGACAGGGCATGTTCGCTCAGCT
TGTAGCCCAAAATGTCCTCCTGATTGACGGCCCTTTGAGCTGGTATAGTGATCCCGGCTTGGCCGGGGTATCTCTGACCGGAGGCC
TCTCCTACAAGGAAGACACCAAAGAGCTGGTGGTGGCAAAAGCGGGGGTGTATTATGTGTTCTTTCAGCTCGAGCTGCGGAGAGTT
GTGGCCGGGGAAGGGTCTGGGAGCGTATCTCTTGCACTTCACCTGCAGCCCCTGCGCAGCGCCGCTGGAGCCGCCGCCCTTGCTCT
TACTGTGGATCTGCCTCCTGCTTCCTCAGAAGCACGCAACAGCGCCTTCGGCTTTCAAGGACGTCTCCTGCACTTGTCCGCAGGAC
AGAGGTTGGGCGTCCATTTACACACTGAGGCACGGGCACGGCACGCTTGGCAGCTTACCCAGGGAGCCACCGTGCTGGGACTCTTT
AGAGTGACACCCGAGATCCCCGCTGGCTTGTAA

>Sequence ID 179: SI-49P9 Chain B Amino Acid Seguence

ENVLTQSPASLSASPGERVTITCSASSSVSYMHWYQQOKPGQAPKLWIYDT SKLASGVPSRESGSGSGNDHTLTISSMEPEDFATYY
CFQGSVYPFTFGQGTKLEIKGSTGSGSKPGSGEGSTKGQVTLKESGPGLVQPGQTLRLTCAFSGFSLSTSGMGVGWIRQPPGKGLE
WLAHIWWDDDKRYNPALKSRLTISKDTSKNQVYLOMNS LDAEDTAVYYCARMELWSYYFDYWGQGTLVTVSTGGGGSGGGGSFLNS
LEFNQEVQIPLTESYCGPCPKNWICYKNNCYQFFDESKNWYESQASCMSQONASLLKVYSKEDQDLLKLVKS YHWMGLVHIPTNGSWQ
WEDGSILSPNLLTIIEMQKGDCALYASSFKGYIENCSTPNTYICMORTVRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEYPREA
KVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGGDKTHTCPPCPAPEA
AGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKEFNWYVDGVEVHNAKTKPREEQYASTYRVVSVLTVLHODWLNGKEYK
CAVSNKALPAPIEKTISKAKGQPREPQVYTLPPCRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGGSGGGGSEVQLLESGGGLVQPGGSLRLSCAASGESFSSGYDMC
WVRQAPGKCLEWIACIAAGSAGITYDANWAKGRFTISRDN SKNTLYLOMN SLRAEDTAVYYCARSAFSFDYAMDLWGQGTLVTVSS
GGGGSGGGGSGGGGSGGGGSDIOMTOSPSTLSASVGDRVTITCOASOSIS SHLNWYQQOKPGKAPKLLIYKASTLASGVPSRESGSG
SGTEFTLTISSLOPDDFATYYCQQGYSWGNVDNVFGCGTKVEIK

>Sequence ID 180: SI-49P9 Chain B Nucleotide Sequence

GAAAATGTATTGACACAGAGCCCCGCCTCCCTCAGTGCCTCACCTGGGGAAAGGGTAACTATCACTTGCTCTGCAT CAAGCAGCGT
CTCATACATGCATTGGTATCAACAAAAGCCTGGACAGGCCCCCAAGCTCTGGATATACGATACGAGCAAGCTGGCTTCCGGCGTAC
CTAGCCGCTTCAGTGGTTCCGGCTCAGGCAACGATCACACCCTTACGATTTCCAGTATGGAACCCGAAGATTTTGCAACTTATTAT
TGTTTCCAGGGGAGCGTGTACCCATTCACTTTCGGGCAGGGGACAAAATT GGAGATAAAGGGAAGTACTGGTTCTGGGTCTAAACC
CGGTTCCGGCGAAGGTAGTACTAAAGGACAGGTCACATTGAAGGAATCTGGCCCCGGCCTTGTTCAGCCAGGACAGACCCTTAGGC
TCACCTGTGCCTTCAGTGGTTTTTCTCTTAGCACTAGCGGTATGGGGGTCGGCTGGATTCGGCAGCCTCCCGGCAAAGGTCTTGAG
TGGTTGGCTCACATTTGGTGGGACGACGACAAACGGTATAATCCTGCCTTGAAAAGTCGGCTGACCATTAGTAAGGATACCTCAAA
AAATCAAGTGTACTTGCAAATGAATAGCCTTGACGCCGAGGATACGGCTGTATATTATTGCGCGCGGATGGAACTCTGGTCTTACT
ACTTTGATTATTGGGGGCAGGGGACTCTCGTCACGGTGTCGACTGGCGGTGGAGGGTCCGGCGGTGGTGGATCATTCCTAAACTCA
TTATTCAACCAAGAAGTTCAAATTCCCTTGACCGAAAGTTACTGTGGCCCATGTCCTAAAAACTGGATATGTTACAAAAATAACTG
CTACCAATTTTTTGATGAGAGTAAAAACTGGTATGAGAGCCAGGCTTCTTGTATGTCTCAAAATGCCAGCCTTCTGAAAGTATACA
GCAAAGAGGACCAGGATTTACTTAAACTGGTGAAGT CATATCATTGGATGGGACTAGTACACATTCCAACAAATGGATCTTGGCAG
TGGGAAGATGGCTCCATTCTCTCACCCAACCTACTAACAATAATTGAAATGCAGAAGGGAGACTGTGCACTCTATGCCTCGAGCTT
TAAAGGCTATATAGAAAACTGTTCAACTCCAAATACGTACATCTGCATGCAAAGGACTGTGCGTACGGTGGCTGCACCATCTGTCT
TCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTATCCCAGAGAGGCC
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AAAGTACAGTGGAAGGTGGATAACGCCCTCCAATCGGGTAACTCCCAGGAGAGTGTCACAGAGCAGGACAGCAAGGACAGCACCTA
CAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAGAAACACAAAGTCTACGCCTGCGAAGTCACCCATCAGGGCCTGA
GCTCGCCCGTCACAAAGAGCTTCAACAGGGGAGAGTGTGGAGGCGACAAAACTCACACATGCCCACCGTGCCCAGCACCTGAAGCC
GCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGT
GGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAAGACAAAGCCGC
GGGAGGAGCAGTACGCCAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCAAGGAGTACAAG
TGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCCCGAGAACCACAGGTGTA
CACCCTGCCCCCATGTCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTGGTGCCTGGTCAAAGGCTTCTATCCCAGCGACATCG
CCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTC
TATAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCA
CTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTGGCGGTGGAGGGTCCGGCGGTGGTGGATCCGAGGTGCAGCTGTTGGAGTCTG
GGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCTCCTTCAGTAGCGGGTACGACATGTGC
TGGGTCCGCCAGGCTCCAGGGAAGTGCCTGGAGTGGATCGCATGCATTGCTGCTGGTAGTGCTGGTATCACTTACGACGCGAACTG
GGCGAAAGGCCGGTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAARATGAACAGCCTGAGAGCCGAGGACACGG
CCGTATATTACTGTGCGAGATCGGCGTTTTCGTTCGACTACGCCATGGACCTCTGGGGCCAGGGAACCCTGGTCACCGTCTCGTCT
GGTGGAGGCGGTTCAGGCGGAGGTGGAAGTGGTGGTGGCGGCTCTGGAGGCGGCGGATCTGACATCCAGATGACCCAGTCTCCTTC
CACCCTGTCTGCATCTGTAGGAGACAGAGTCACCATCACTTGCCAGGCCAGTCAGAGCATTAGTTCCCACTTAAACTGGTATCAGC
AGAAACCAGGGAAAGCCCCTAAGCTCCTGATCTATAAGGCATCCACTCTGGCATCTGGGGTCCCATCAAGGTTCAGCGGCAGTGGA
TCTGGGACAGAATTTACTCTCACCATCAGCAGCCTGCAGCCTGATGATTTTGCAACTTATTACTGCCAACAGGGTTATAGTTGGGG
TAATGTTGATAATGTTTTCGGCTGCGGGACCAAGGTGGAGAT CAAATAG

>Sequence ID 181: SI-1C3 Heavy Chain Amino Acid Segquence

OVQOLOESGPGLVKPSETLSLTCTVSGGSVSSGDYYWTWIRQSPGKGLEWIGHIYYSGNTNYNPSLKSRLTISIDTSKTQFSLKLSS
VTAADTAIYYCVRDRVTGAFDIWGQGTMVTVSSASTKGPSVEFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALT SGVHTFE
PAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTEKTI SKAKGQ
PREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVM
HEALHNHYTQKSLSLSPGK

>Sequence ID 182: SI-1C3 Heavy Chain Nucleotide Sequence

CAGGTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCTTCGGAGACCCTGTCCCTCACCTGCACTGTCTCTGGTGGCTCCGT
CAGCAGTGGTGATTACTACTGGACCTGGATCCGGCAGTCCCCAGGGAAGGGACTGGAGTGGATTGGACACATCTATTACAGTGGGA
ACACCAATTATAACCCCTCCCTCAAGAGCCGACTCACCATATCAATTGACACGTCCAAGACTCAGTTCTCCCTGAAGCTGAGTTCT
GTGACCGCTGCGGACACGGCCATTTATTACTGTGTGCGAGAT CGAGTGACTGGTGCTTTTGATATCTGGGGCCAAGGGACAATGGT
CACCGTCTCGAGCGCTAGCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGLCCC
TGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTC
CCGGCTGTCCTACAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACAT
CTGCAACGTGAATCACAAGCCCAGCAACACCAAGGTGGACAAGAGAGTTGAGCCCAAATCTTGTGACAAAACTCACACATGCCCAC
CGTGCCCAGCACCTGAACTCCTGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACC
CCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCA
TAATGCCAAGACAAAGCCGCGGGAGGAGCAGTACAACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGC
TGAATGGCAAGGAGTACAAGTGCAAGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAG
CCCCGAGAACCACAGGTGTACACCCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAGGTCAGCCTGACCTGCCTGGTCAAAGG
CTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACT
CCGACGGCTCCTTCTTCCTCTATAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATG
CATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTAAATGA

>Sequence ID 183: SI-1C3 Light Chain Amino Acid Segquence

DIQMTQSPSSLSASVGDRVTITCQASQDISNYLNWYQOKPGKAPKLLIYDASNLETGVPSRFSGSGSGTDFTFTISSLOPEDIATY
FCOQHFDHLPLAFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQSGN SQESVTEQDSKDST
YSLSSTLTLSKADYEKHKVYACEVTHQGLS SPVTKSFNRGEC

>3equence ID 184: SI-1C3 Light Chain Nucleotide Sequence

GACATCCAGATGACCCAGTCTCCATCCTCCCTGTCTGCATCTGTAGGAGACAGAGTCACCATCACTTGCCAGGCGAGT CAGGACAT
CAGCAACTATTTAAATTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAACTCCTGATCTACGATGCATCCAATTTGGARAACAGGGG
TCCCATCAAGGTTCAGTGGAAGTGGATCTGGGACAGATTTTACTTTCACCATCAGCAGCCTGCAGCCTGAAGATATTGCAACATAT
TTCTGTCAACACTTTGATCATCTCCCGCTCGCTTTCGGCGGAGGGACCAAGGTGGAAATTAAACGTACGGTGGCTGCACCATCTGT
CTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTAT CCCAGAGAGG
CCAAAGTACAGTGGAAGGTGGATAACGCCCTCCAATCGGGTAACTCCCAGGAGAGTGTCACAGAGCAGGACAGCAAGGACAGCACC

97



WO 2021/188736 PCT/US2021/022847

TACAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAGAAACACAAAGTCTACGCCTGCGAAGTCACCCATCAGGGCCT
GAGCTCGCCCGTCACAAAGAGCTTCAACAGGGGAGAGTGTTAG

>Sequence ID 185: SI-1C7 Amino Acid Sequence

EPKSSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYR
VVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGEFYPSDIAVEWESNGQP
ENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVESCSVMHEALHNHYTQKSLSLSPGGGGGSGGGGSQVQLOESGGGLVKPGGS
LRLSCAASGFTFSSYWMSWVRQAPGKGLEWVANINRDGSASYYVDSVKGRFTISRDDAKNSLYLOMNSLRAEDTAVYYCARDRGVG
YFDLWGRGTLVTVSSGGGGSGGGGSGGGGSQSALTQPASVSGSPGQSITISCTGTSSDVGGYNFVSWYQQHPGKAPKLMIYDVSDR
PSGVSDREFSGSKSGNTASLIISGLQADDEADYYCSSYGSSSTHVIFGGGTKVTVL

>Sequence ID 186: SI-1C7 Nucleotide Sequence

GAGCCCAAATCTTCCGACAAAACTCACACATGCCCACCGTGCCCAGCACCTGAACTCCTGGGGGGACCGTCAGTCTTCCTCTTCCC
CCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGG
TCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAAGACAAAGCCGCGGGAGGAGCAGTACAACAGCACGTACCGT
GTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCAAGGAGTACAAGTGCAAGGTCTCCAACAAAGCCCTCCCAGC
CCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCCCGAGAACCACAGGTGTACACCCTGCCCCCATCCCGGGATGAGCTGA
CCAAGAACCAGGTCAGCCTGACCTGCCTGGTCAAAGGCTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCG
GAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTCTATAGCAAGCTCACCGTGGACAAGAGCAG
GTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCTC
CGGGTGGCGGTGGAGGGTCCGGCGGTGGTGGATCCCAGGTGCAGCTGCAGGAGT CGGGGGGAGGCCTGGTCAAGCCTGGAGGGTCC
CTGAGACTCTCCTGTGCAGCCTCTGGATTCACCTTTAGTAGTTATTGGATGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGA
GTGGGTGGCCAACATAAACCGCGATGGAAGTGCGAGTTACTATGTGGACT CTGTGAAGGGCCGATTCACCATCTCCAGAGACGACG
CCAAGAACTCACTGTATCTGCAAATGAACAGCCTGAGAGCTGAGGACACGGCTGTGTATTACTGTGCGAGAGATCGTGGGGTGGGC
TACTTCGATCTCTGGGGCCGTGGCACCCTGGTCACCGTCTCGAGCGGTGGAGGCGGTTCAGGCGGAGGTGGTTCCGGCGGTGGCGG
CTCCCAGTCTGCCCTGACTCAGCCTGCCTCCGTGTCTGGGTCTCCTGGACAGTCGATCACCATCTCCTGCACTGGAACCAGCAGTG
ACGTTGGTGGTTATAACTTTGTCTCCTGGTACCAACAACACCCAGGCAAAGCCCCCAAACTCATGATCTATGATGTCAGTGATCGG
CCCTCAGGGGTGTCTGATCGCTTCTCCGGCTCCAAGTCTGGCAACACGGCCTCCCTGATCATCTCTGGCCTCCAGGCTGACGACGA
GGCTGATTATTACTGCAGCTCATATGGGAGCAGCAGCACTCATGTGATTTTCGGCGGAGGGACCAAGGTGACCGTCCTATAA

>Sequence ID 187: SI-9C21 Heavy Chain Amino Acid Seguence

EVQLVESGGGLVQPGGSLRLSCTASGFTISTNAMSWVROQAPGKGLEWVGVITGRDITYYASWAKGREFTISRDTSKNTVYLOMNSLR
AEDTAVYYCARDGGSSAITSNNIWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHT
FPAVLOSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGAPSVFLFPPKPKDTLMI SR
TPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPTIEKTISKAKG
QPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFLLYSKLTVDKSRWQQGNVESCSV
MHEALHNHYTQKSLSLSPG

>Sequence ID 188: SI-9C21 Heavy Chain Nucleotide Sequence

GAAGTCCAATTGGTAGAAAGTGGCGGTGGTCTGGTGCAACCTGGTGGATCTCTTCGCCTCTCATGCACGGCTAGTGGCTTTACTAT
TTCAACTAATGCGATGAGCTGGGTTCGCCAGGCCCCCGGCAAAGGACTTGAGTGGGTCGGCGTCATCACCGGCAGGGACATTACAT
ACTATGCGAGTTGGGCAAAGGGCAGGTTCACGATTAGCCGCGATACTTCAAAGAATACCGTTTACCTTCAAATGAATAGCTTGCGC
GCGGAAGACACAGCTGTGTATTACTGCGCGCGGGATGGAGGTAGTTCCGCCATAACTTCCAACAACATATGGGGACAAGGCACGCT
GGTTACTGTGTCGTCAGCTAGCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGG
CCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACACC
TTCCCGGCTGTCCTACAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTA
CATCTGCAACGTGAATCACAAGCCCAGCAACACCAAGGTGGACAAGAGAGTTGAGCCCAAATCTTGTGACAAAACTCACACATGCC
CACCGTGCCCAGCACCTGAAGCCGCGGGGGCACCGTCAGTCTTCCTCTTCCCCCCARAACCCAAGGACACCCTCATGATCTCCCGG
ACCCCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGT
GCATAATGCCAAGACAAAGCCGCGGGAGGAGCAGTACAACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACT
GGCTGAATGGCAAGGAGTACAAGTGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGG
CAGCCCCGAGAACCACAGGTGTACACCCTGCCCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGACCTGCCTGGTCAA
AGGCTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGG
ACTCCGACGGCTCCTTCCTGCTCTATAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTG
ATGCATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTTGA

>Sequence ID 189: SI-9C21 Light Chain Amino Acid Seguence
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EIVMTQSPSTLSASVGDRVIITCQASESIS SWLAWYQQKPGKAPKLLIYEASKLASGVPSRFSGSGSGAEFTLTISSLOPDDFATY
YCOGYFYFISRTYVNSFGOGTKLTVLRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOQWKVDNALQSGNSQESVTEQD
SKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

>Sequence ID 190: SI-9C21 Light Chain Nucleotide Sequence

GAAATCGTTATGACGCAGAGTCCCTCCACGCTCTCCGCTAGTGTCGGGGATCGCGTCATTATCACATGCCAGGCCTCCGAGT CAAT
CAGCAGCTGGCTTGCATGGTATCAACAGAAGCCGGGAAAAGCTCCTAAATTGCTGATCTATGAAGCGTCAAAATTGGCGTCTGGTG
TCCCATCTAGGTTCTCCGGCTCTGGGTCTGGTGCGGAATTTACTTTGACAAT CTCCAGTCTTCAACCAGACGATTTCGCTACCTAC
TACTGCCAAGGGTATTTCTATTTTATAAGCCGGACATATGTAAACTCCTTCGGCCAAGGAACAAAGTTGACTGTTCTTCGTACGGT
GGCTGCACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAACT
TCTATCCCAGAGAGGCCAAAGTACAGTGGAAGGTGGATAACGCCCTCCAATCGGGTAACTCCCAGGAGAGTGTCACAGAGCAGGAC
AGCAAGGACAGCACCTACAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAGAAACACAAAGTCTACGCCTGCGAAGT
CACCCATCAGGGCCTGAGCTCGCCCGTCACAAAGAGCTTCAACAGGGGAGAGTGTTAG

>Sequence ID 191: SI-35FS11 Amino Acid Seguence

EPKSSDKTHTCPPCPAPEAAGAPSVFLFPPKPKDTLMI SRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYR
VVSVLTVLHODWLNGKEYKCAVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGEFYPSDIAVEWESNGQP
ENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVESCSVMHEALHNHYTQKSLSLSPGGGGGSGGGGSRSLVESGGGLVQPGGSL
RLSCTASGFTISSYHMOWVRQAPGKGLEYIGTISSGGNVYYASSARGRFTISRPSSKNTVDLOMNS LRAEDTAVYYCARDSGYSDP
MWGQGTLVTVSSGGGGSGGGGSGGGGSGGGGSDVVMTQSPSSVSASVGDRVTITCOASONIRTYLSWYQOKPGKAPKLLI YAAANL
ASGVPSRFSGSGSGTDFTLTISDLEPGDAATYYCQOSTYLGTDYVGGAFGGGTKVEIK

>Sequence ID 192: SI-35FS11 Nucleotide Sequence

GAGCCCAAATCTTCCGACAAAACTCACACATGCCCACCGTGCCCAGCACCTGAAGCCGCGGGGGCACCGTCAGTCTTCCTCTTCCC
CCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGG
TCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAAGACAAAGCCGCGGGAGGAGCAGTACAACAGCACGTACCGT
GTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCAAGGAGTACAAGTGCGCGGTCTCCAACAAAGCCCTCCCAGC
CCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCCCGAGAACCACAGGTGTACACCCTGCCCCCATCCCGGGATGAGCTGA
CCAAGAACCAGGTCAGCCTGACCTGCCTGGTCAAAGGCTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCG
GAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTCTATAGCAAGCTCACCGTGGACAAGAGCAG
GTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCTC
CGGGTGGCGGTGGAGGGTCCGGCGGTGGTGCGATCCCGGTCGCTGGCTGCGAGTCTGGGGGAGGCTTGGTCCAGCCTGGGGGGTCCCTG
AGACTCTCCTGTACTGCCTCTGGATTCACCATCAGTAGCTACCACATGCAGTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTA
CATCGGAACCATTAGTAGTGGTGGTAATGTATACTACGCGAGCTCCGCGAGAGGCAGATTCACCATCTCCAGACCCTCGTCCAAGA
ACACGGTGGATCTTCAAATGAACAGCCTGAGAGCCGAGGACACGGCTGTGTATTACTGTGCGAGAGACTCTGGTTATAGTGATCCT
ATGTGGGGCCAGGGAACCCTGGTCACCGTCTCTTCAGGCGGTGGCGGTAGTGGGGCAGGCGCTTCTGGCGGCEGAGGGTCCGGLGE
TGGAGGATCAGACGTTGTGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGT CACCATCACCTGTCAGGCCA
GTCAGAACATTAGGACTTACTTATCCTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAGCTCCTGATCTATGCTGCAGCCAATCTG
GCATCTGGGGTCCCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCGACCTGGAGCCTGGCGATGC
TGCAACTTACTATTGTCAGTCTACCTATCTTGGTACTGATTATGTTGGCGGTGCTTTCGGCGGAGGGACCAAGGTGGAGATCAAAT
GA

>3equence ID 193: SI-3FS1ll Amino Acid Sequence

EPKSSDKTHTCPPCPAPEAAGAPSVFLFPPKPKDTLMI SRTPEVTCVVVDVSHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYR
VVSVLTVLHODWLNGKEYKCAVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGEFYPSDIAVEWESNGQP
ENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPGGGGGSGGGGSEVQLLESGGGLVQPGGS
LRLSCAASGFSFSSGYDMCWVRQAPGKGLEWIACIAAGSAGITYDANWAKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARSAF
SEFDYAMDLWGQGTLVTVSSGGGGSGGGGSGGGGSGGGGSDIOMTQSPSTLSASVGDRVTITCQASQSI SSHLNWYQQKPGKAPKLL
IYKASTLASGVPSRFSGSGSGTEFTLTISSLOPDDFATYYCQQGYSWGNVDNVEFGGGTKVEIK

>3equence ID 194: SI-3FS1ll Nucleotide Sequence

GAGCCCAAATCTTCCGACAAAACTCACACATGCCCACCGTGCCCAGCACCTGAAGCCGCGGGGGCACCGTCAGTCTTCCTCTTCCC
CCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGG
TCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAAGACAAAGCCGCGGGAGGAGCAGTACAACAGCACGTACCGT
GTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCAAGGAGTACAAGTGCGCGGTCTCCAACAAAGCCCTCCCAGC
CCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCCCGAGAACCACAGGTGTACACCCTGCCCCCATCCCGGGATGAGCTGA
CCAAGAACCAGGTCAGCCTGACCTGCCTGGTCAAAGGCTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCG
GAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTCTATAGCAAGCTCACCGTGGACAAGAGCAG
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GTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCTC
CGGGTGGCGGTGGAGGGTCCGGCGGTGGTGGATCCGAGGTGCAGCTGTTGGAGT CTGGGGGAGGCTTGGTACAGCCTGGGGGGTCC
CTGAGACTCTCCTGTGCAGCCTCTGGATTCTCCTTCAGTAGCGGGTACGACATGTGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCT
GGAGTGGATCGCATGCATTGCTGCTGGTAGTGCTGGTATCACTTACGACGCGAACTGGGCGAAAGGCCGGTTCACCATCTCCAGAG
ACAATTCCAAGAACACGCTGTATCTGCAAATGAACAGCCTGAGAGCCGAGGACACGGCCGTATATTACTGTGCGAGAT CGGCGTTT
TCGTTCGACTACGCCATGGACCTCTGGGGCCAGGGAACCCTGGTCACCGTCTCGAGCGGTGGAGGCGGATCTGGCGGAGGTGGTTC
CGGCGGTGGCGGCTCCGGTGGAGGCGGCTCTGACATCCAGATGACCCAGTCTCCTTCCACCCTGTCTGCATCTGTAGGAGACAGAG
TCACCATCACTTGCCAGGCCAGTCAGAGCATTAGTTCCCACTTAAACTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAGCTCCTG
ATCTATAAGGCATCCACTCTGGCATCTGGGGTCCCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGAATTTACTCTCACCATCAG
CAGCCTGCAGCCTGATGATTTTGCAACTTATTACTGCCAACAGGGTTATAGTTGGGGTAATGTTGATAATGTTTTCGGCGGAGGGA
CCAAGGTGGAGATCAAATAA

>Sequence ID 195: SI-68X1 Chain A Amino Acid Sequence

DIOMTQSPSTLSASVGDRVTITCQASENIYSNLAWYQQKPGKAPKLLIYDASTLASGVPSRFSGSGSGTEFTLTISSLOPDDFATY
YCOSTYYNNIIYGAAFGCGTKVEIKGGGGSGGGGSGGGGSGGGGSEVQLVESGGGLYVQPGGSLRLSCAASGFSFSGTQYVCWVROA
PGKCLEWIGCIYVDVANTYYATSVKGREFTISRDNSKNTLYLOMNSLRAEDTAVYYCASHDTVCAGCGLDLWGQGTLVTVSTGGGGS
GGGGSEVQLVESGGGLVQPGGSLRLSCAASGFTI STNAMSWVRQAPGKGLEWIGVITGRDITYYASWAKGRFTISRDNSKNTLYLQ
MNSLRAEDTAVYYCARDGGSSAITSNNIWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALT
SGVHTFPAVLQOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGP SVFLFPPKPKDT
ILMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYASTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPIEKTI
SKAKGQPREPQVCTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNV
FSCSVMHEALHNHYTQKSLSLSPGK

>Sequence ID 196: SI-68X1 Chain A Nucleotide Seguence

GACATCCAGATGACCCAGTCTCCTTCCACCCTGTCTGCATCTGTAGGAGACAGAGT CACCATCACTTGCCAGGCCAGTGAGAACAT
TTACAGCAATTTAGCCTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAGCTCCTGATCTATGATGCTTCCACTCTGGCATCTGGGG
TCCCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGAATTCACTCTCACCATCAGCAGCCTGCAGCCTGATGATTTTGCAACTTAT
TACTGCCAATCTACTTATTATAATAATATCATTTATGGGGCTGCTTTCGGCTGTGGGACCAAGGTGGAGATCAAAGGCGGTGGCGG
TAGTGGGGGAGGCGGTTCTGGCGGCGGAGGGTCCGGCGGTGCAGGATCAGAGGTGCAGCTGGTGGAGT CTGGGGGAGGCTTGGTCC
AGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCTCCTTCAGTGGCACCCAGTACGTGTGCTGGGTCCGCCAGGCT
CCAGGGAAGTGCCTGGAGTGGATCGGATGCATTTATGTGGATGTGGCTAACACTTACTACGCGACCTCCGTGAAGGGCAGATTCAC
CATCTCCAGAGACAATTCCAAGAACACGCTGTATCTTCAAATGAACAGCCTGAGAGCCGAGGACACGGCTGTGTATTACTGTGCGA
GTCATGATACTGTTTGTGCTGGTTGTGGTTTGGACTTGTGGGGCCAGGGAACCCTGGTCACCGTGTCGACAGGCGGTGGAGGGTCC
GGCGGTGGTGGATCAGAGGTGCAGCTGGTGGAGT CTGGGGGAGGCTTGGTCCAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGC
CTCTGGATTCACCATCAGTACCAATGCAATGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGATCGGAGTCATTACTG
GTCGTGATATCACATACTACGCGAGCTGGGCGAAAGGCAGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTTCAA
ATGAACAGCCTGAGAGCCGAGGACACGGCTGTGTATTACTGTGCGAGAGACGGTGGTTCTTCTGCTATTACTAGTAACAACATTTG
GGGCCAGGGAACCCTGGTCACCGTGTCCTCAGCTAGCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCT
CTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACC
AGCGGCGTGCACACCTTCCCGGCTGTCCTACAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTT
GGGCACCCAGACCTACATCTGCAACGTGAATCACAAGCCCAGCAACACCAAGGTGGACAAGAGAGTTGAGCCCAAATCTTGTGACA
AAACTCACACATGCCCACCGTGCCCAGCACCTGAAGCCGCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACC
CTCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGT
GGACGGCGTGGAGGTGCATAATGCCAAGACAAAGCCGCGGGAGGAGCAGTACGCCAGCACGTACCGTGTGGTCAGCGTCCTCACCG
TCCTGCACCAGGACTGGCTGAATGGCAAGGAGTACAAGTGCGCGGTCTCCAACARAGCCCTCCCAGCCCCCATCGAGAAAACCATC
TCCAAAGCCAAAGGGCAGCCCCGAGAACCACAGGTGTGTACCCTGCCCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAGCCT
GTCCTGCGCCGTCAAAGGCTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCA
CGCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTCGTGAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTC
TTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTAAA

>3equence ID 197: SI-68X1 Chain B Amino Acid Sequence

DIQMTQSPSSLSASVGDRVTITCQASQDISNYLNWYQQKPGKAPKLLIYDASNLETGVPSRFSGSGSGTDFTFTISSLOPEDIATY
FCOHFDHLPLAFGCGTKVEIKGGGGSGGGGSGGGGSGGGGSQVOLOESGPGLVKPSETLSLTCTVSGGSVSSGDYYWTWIRQSPGK
CLEWIGHIYYSGNTNYNPSLKSRLTISIDTSKTQFSLKLSSVTAADTAIYYCVRDRVTGAFDIWGQGTMVTVSTGGGGSGGGGSDV
VMTQSPSTLSASVGDRVTINCQASESISSWLAWYQQKPGKAPKLLIYEASKLASGVPSRFSGSGSGTEFTLTISSLOPDDFATYYC
QGYFYFISRTYVNSFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQSGNSQESVTEQDSK
DSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGGDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEV
TCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYASTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPIEKTISKAKGQPRE
POQVYTLPPCRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVESCSVMHEA
LHNHYTQKSLSLSPGK
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>3equence ID 198: SI-68X1 Chain B Nucleotide Sequence

GACATCCAGATGACCCAGTCTCCATCCTCCCTGTCTGCATCTGTAGGAGACAGAGTCACCATCACTTGCCAGGCGAGT CAGGACAT
CAGCAACTATTTAAATTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAACTCCTGATCTACGATGCATCCAATTTGGAAACAGGGG
TCCCATCAAGGTTCAGTGGAAGTGGATCTGGGACAGATTTTACTTTCACCATCAGCAGCCTGCAGCCTGAAGATATTGCAACATAT
TTCTGTCAACACTTTGATCATCTCCCGCTCGCTTTCGGCTGTGGGACCAAGGTGGARAATTAAAGGCGGTGGCGGTAGTGGGGGAGG
CGGTTCTGGCGGCGGAGGGTCCGGCGGTGGAGGATCACAGGTGCAGCTGCAGGAGT CGGGCCCAGGACTGGTGAAGCCTTCGGAGA
CCCTGTCCCTCACCTGCACTGTCTCTGGTGGCTCCGTCAGCAGTGGTGATTACTACTGGACCTGGATCCGGCAGTCCCCAGGGAAG
TGCCTGGAGTGGATTGGACACATCTATTACAGTGGGAACACCAATTATAACCCCTCCCTCAAGAGCCGACTCACCATATCAATTGA
CACGTCCAAGACTCAGTTCTCCCTGAAGCTGAGTTCTGTGACCGCTGCGGACACGGCCATTTATTACTGTGTGCGAGATCGAGTGA
CTGGTGCTTTTGATATCTGGGGCCAAGGGACAATGGTCACCGTGTCGACAGGCGGTGGAGGGTCCGGCGGTGGTGGATCAGACGTC
GTGATGACCCAGTCTCCTTCCACCCTGTCTGCATCTGTAGGAGACAGAGTCACCATCAATTGCCAAGCCAGTGAGAGCATTAGCAG
TTGGTTAGCCTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAGCTCCTGATCTATGAAGCATCCAAACTGGCATCTGGGGTCCCAT
CAAGGTTCAGCGGCAGTGGATCTGGGACAGAATTCACTCTCACCATCAGCAGCCTGCAGCCTGATGATTTTGCAACTTATTACTGC
CAAGGCTATTTTTATTTTATTAGTCGTACTTATGTAAATTCTTTCGGCGGAGGGACCAAGGT GGAGAT CAAACGTACGGTGGCTGC
ACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTATC
CCAGAGAGGCCAAAGTACAGTGGAAGGTGGATAACGCCCTCCAATCGGGTAACTCCCAGGAGAGTGTCACAGAGCAGGACAGCAAG
GACAGCACCTACAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAGAAACACAAAGTCTACGCCTGCGAAGTCACCCA
TCAGGGCCTGAGCTCGCCCGTCACAAAGAGCTTCAACAGGGGAGAGTGTGGAGGCGACAAAACT CACACATGCCCACCGTGCCCAG
CACCTGAAGCCGCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTC
ACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAA
GACAAAGCCGCGGGAGGAGCAGTACGCCAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCA
AGGAGTACAAGTGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCCCGAGAA
CCACAGGTGTACACCCTGCCCCCATGTCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTGGTGCCTGGTCAAAGGCTTCTATCC
CAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGCT
CCTTCTTCCTCTATAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCATGAGGCT
CTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTAAA

>Sequence ID 199: SI-68X3 Chain A Amino Acid Sequence

DIOMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQQKPGKAPKLLIYSASFLYSGVPSRFSGSRSGTDFTLTISSLOPEDFATY
YCOOHYTTPPTFGQGTKVEIKGGGGSGGGGSGGGGSGGGGSEVQLVESGGGLYVQPGGSLRLSCAASGENIKDTY IHWVRQAPGKGL
EWVARIYPTNGYTRYADSVKGRFTISADTSKNTAYLOMNSLRAEDTAVYYCSRWGGDGFYAMDYWGQGTLVTVSTGGGGSGGGGSE
VQLVESGGGLVQPGGSLRLSCAASGFTISTNAMSWVRQAPGKGLEWIGVITGRDITYYASWAKGRFTI SRDNSKNTLYLOMNSLRA
EDTAVYYCARDGGSSAITSNNIWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALT SGVHTFE
PAVLQOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKP SNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGP SVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYASTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPTEKTISKAKGQ
PREPQVCTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGOQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVESCSVM
HEALHNHYTQKSLSLSPGK

>Sequence ID 200: SI-68X3 Chain A Nucleotide Segquence

GACATCCAAATGACGCAGTCTCCCTCCAGTTTGAGTGCAAGT GTGGGAGACAGAGTTACGAT CACATGTAGGGCAAGT CAGGACGT
CAATACAGCCGTCGCATGGTACCAGCAGAAGCCTGGAAAGGCCCCGAAACTTCTGATTTACTCTGCAAGTTTCCTCTACAGTGGTG
TTCCTAGTCGCTTCAGTGGGTCTCGGTCAGGCACCGATTTTACCCTGACAATTAGCAGCTTGCAACCGGAAGATTTTGCGACCTAT
TATTGCCAGCAACATTATACCACCCCTCCCACATTTGGACAAGGCACGAAGGTAGAGATTAAAGGCGGTGGAGGGAGCGGTGGAGG
CGGTTCCGGTGGAGGTGGTTCTGGTGGAGGTGGCAGTGAAGTACAGCTTGTTGAGAGTGGTGGTGGACTTGTCCAACCAGGGGGAA
GTCTGCGGCTGTCATGCGCAGCCTCTGGCTTCAACATTAAGGACACCTACATTCACTGGGTTCGGCAAGCGCCGGGGAAGGGGCTG
GAATGGGTCGCCAGGATATACCCTACCAACGGGTACACCAGGTATGCAGATAGCGTTAAGGGTAGATTCACTATTTCAGCTGACAC
TAGCAAGAACACCGCGTATCTCCAGATGAACTCCCTTCGCGCCGAGGATACGGCTGTGTACTACTGCTCTAGGTGGGGAGGAGATG
GGTTTTACGCAATGGATTACTGGGGACAGGGAACACTCGTTACGGTGTCGACAGGCGGTGGAGGGTCCGGCGCTGGTGGATCAGAG
GTGCAGCTGGTGGAGTCTGGGGGAGGCTTGGTCCAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCACCATCAG
TACCAATGCAATGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGATCGGAGTCATTACTGGTCGTGATAT CACATACT
ACGCGAGCTGGGCGAAAGGCAGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTTCAAATGAACAGCCTGAGAGCC
GAGGACACGGCTGTGTATTACTGTGCGAGAGACGGTGGTTCTTCTGCTATTACTAGTAACAACATTTGGGGCCAGGGAACCCTGGT
CACCGTGTCCTCAGCTAGCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGLCC
TGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTC
CCGGCTGTCCTACAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACAT
CTGCAACGTGAATCACAAGCCCAGCAACACCAAGGTGGACAAGAGAGTTGAGCCCAAATCTTGTGACAAAACTCACACATGCCCAC
CGTGCCCAGCACCTGAAGCCGCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACC
CCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCA
TAATGCCAAGACAAAGCCGCGGGAGGAGCAGTACGCCAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGC
TGAATGGCAAGGAGTACAAGTGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAG
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CCCCGAGAACCACAGGTGTGTACCCTGCCCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTCCTGCGCCGTCAAAGG
CTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACT
CCGACGGCTCCTTCTTCCTCGTGAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATG
CATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTAAA

>Sequence ID 201: SI-68X3 Chain B Amino Acid Seguence

DVVMTQSPSTLSASVGDRVTINCQASESIS SWLAWYQOKPGKAPKLLIYEASKLASGVPSRFSGSGSGTEFTLTISSLOPDDFATY
YCOGYFYFISRTYVNSFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQSGNSQESVTEQD
SKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGGDKTHTCPPCPAPEAAGGPSVEFLFPPKPKDTLMISRTP
EVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYASTYRVVSVLTVLHOQDWLNGKEYKCAVSNKALPAPIEKTISKAKGQP
REPQVYTLPPCRDELTKNQVSLWCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY SKLTVDKSRWOQGNVFESCSVMH
EALHNHYTQKSLSLSPGK

>Sequence ID 202: SI-68X3 Chain B Nucleotide Sequence

GACGTCGTGATGACCCAGTCTCCTTCCACCCTGTCTGCATCTGTAGGAGACAGAGT CACCATCAATTGCCAAGCCAGTGAGAGCAT
TAGCAGTTGGTTAGCCTGGTAT CAGCAGAAACCAGGGAAAGCCCCTAAGCTCCTGATCTATGAAGCAT CCAAACTGGCATCTGGGG
TCCCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGAATTCACTCTCACCATCAGCAGCCTGCAGCCTGATGATTTTGCAACTTAT
TACTGCCAAGGCTATTTTTATTTTATTAGTCGTACTTATGTAAATTCTTTCGGCGGAGGGACCAAGGTGGAGATCAAACGTACGGT
GGCTGCACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAACT
TCTATCCCAGAGAGGCCAAAGTACAGTGGAAGGTGGATAACGCCCTCCAATCGGGTAACTCCCAGGAGAGTGTCACAGAGCAGGAC
AGCAAGGACAGCACCTACAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAGAAACACAAAGTCTACGCCTGCGAAGT
CACCCATCAGGGCCTGAGCTCGCCCGTCACAAAGAGCTTCAACAGGGGAGAGTGTGGAGGCGACAAAACTCACACATGCCCACCGT
GCCCAGCACCTGAAGCCGCGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCT
GAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAA
TGCCAAGACAAAGCCGCGGGAGGAGCAGTACGCCAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGA
ATGGCAAGGAGTACAAGTGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCC
CGAGAACCACAGGTGTACACCCTGCCCCCATGTCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGTGGTGCCTGGTCAAAGGCTT
CTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCG
ACGGCTCCTTCTTCCTCTATAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCAT
GAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTAAA

>Sequence ID 203: oEGFR VH Amino Acid Sequence

OVOLOQSGPGLVKPSETLSITCTVSGFSLTNYGVHWIRQAPGKGLEWLGVIWSGGNTDYNTPFTSREFTITKDNSKNQVYFKLRSVR
ADDTAIYYCARALTYYDYEFAYWGQGTLVTVSS

>3equence ID 204: oEGFR VH Nucleotide Sequence
CAAGTACAGTTGCAGCAATCCGGTCCCGGTCTCGTCAAACCGAGTGAGACGCTTAGTATAACGTGTACTGTTTCAGGCTTTAGCCT
TACGAACTATGGAGTTCACTGGATTCGGCAGGCACCCGGCAAAGGTTTGGAATGGCTGGGTGTTATTTGGTCAGGTGGAAATACAG
ACTATAACACCCCCTTTACAAGTCGGTTCACAATTACGAAAGATAATTCCAAAAATCAAGTTTATTTCAAGTTGAGATCCGTCCGC
GCGGACGACACTGCGATCTACTATTGTGCGAGGGCACTGACCTACTACGATTACGAATTTGCGTATTGGGGGCAAGGGACTCTTGT
AACAGTCTCGAGC

>3equence ID 205: oEGFR VL Amino Acid Sequence

EIVLTQSPSTLSVSPGERATFSCRASQSIGTNIHWYQQKPGKPPRLLIKYASESISGIPDRFSGSGSGTEFTLTISSVQSEDFAVY
YCQONNNWPTTFGPGTKLTVL

>Sequence ID 206: oEGFR VL Nucleotide Sequence
GAAATCGTCCTTACACAATCTCCTAGCACACTGAGTGTGAGCCCCGGCGAACGCGCGACTTTCTCTTGCAGGGCAAGTCAATCCAT
AGGGACTAATATACATTGGTATCAACAAAAGCCAGGTAAACCACCCAGGCTTTTGATTAAGTATGCAAGTGAGTCTATTTCCGGTA
TCCCTGACCGCTTCTCTGGATCAGGCAGTGGCACAGAGTTCACACTCACCATATCTAGTGTGCAAT CAGAGGACTTCGCCGTGTAT
TACTGCCAACAGAATAATAACTGGCCGACTACCTTCGGACCCGGTACAAAGCTGACCGTTTTA

>Sequence ID 207: oEGFR* VH Amino Acid Sequence

OVQLQOESGPGLVKPSETLSLTCTVSGGSVSSGDYYWTWIRQSPGKGLEWIGHIYYSGNTNYNPSLKSRLTISIDTSKTQFSLKLSS
VTAADTAIYYCVRDRVTGAFDIWGQGTMVTVSS
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>Sequence ID 208: oEGFR* VH Nucleotide Sequence

CAAGTGCAACTCCAGGAGAGTGGGCCGGGATTGGTTAAACCGAGCGAGACCCTGAGTCTCACGTGTACAGTTTCAGGCGGGAGCET
GAGCTCAGGCGACTATTACTGGACATGGATAAGACAGAGT CCTGGAAAGGGCCTGGAGTGGATCGGTCATATTTATTATTCAGGGA
ACACTAACTATAATCCATCTTTGAAATCCCGATTGACAATCTCTATCGATACCAGTAAAACCCAGTTTAGCCTCAAGCTGTCCAGC
GTTACTGCTGCAGACACAGCCATATACTATTGCGTACGCGATCGCGTGACTGGAGCCTTCGACATATGGGGGCAGGGAACGATGGT
AACAGTCTCGAGC

>Sequence ID 209: oEGFR* VL Amino Acid Sequence

DIQMTQSPSSLSASVGDRVTITCQASQODISNYLNWYQQKPGKAPKLLIYDASNLETGVPSRFSGSGSGTDFTFTISSLOPEDIATY
FCOHFDHLPLAFGGGTKVEIK

>Sequence ID 210: oEGFR* VL Nucleotide Sequence

GACATCCAGATGACCCAGTCTCCATCCTCCCTGTCTGCATCTGTAGGAGACAGAGTCACCATCACTTGCCAGGCGAGT CAGGACAT
CAGCAACTATTTAAATTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAACTCCTGATCTACGATGCATCCAATTTGGAAACAGGGG
TCCCATCAAGGTTCAGTGGAAGTGGATCTGGGACAGATTTTACTTTCACCATCAGCAGCCTGCAGCCTGAAGATATTGCAACATAT
TTCTGTCAACACTTTGATCATCTCCCGCTCGCTTTCGGCGGAGGGACCAAGGTGGAAATTAAA

>3equence ID 211: oEGFR* VH Stapled Amino Acid Sequence

OVQLOESGPGLVKPSETLSLTCTVSGGSVSSGDYYWTWIRQSPGKCLEWIGHIYYSGNTNYNPSLKSRLTISIDTSKTQFSLKLSS
VTAADTAIYYCVRDRVTGAFDIWGQGTMVTVST

>Sequence ID 212: oEGFR* VH Stapled Nucleotide Sequence

CAGGTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCTTCGGAGACCCTGTCCCTCACCTGCACTGTCTCTGGTGGCTCCGT
CAGCAGTGGTGATTACTACTGGACCTGGATCCGGCAGTCCCCAGGGAAGTGCCTGGAGTGGATTGGACACATCTATTACAGTGGGA
ACACCAATTATAACCCCTCCCTCAAGAGCCGACTCACCATATCAATTGACACGTCCAAGACTCAGTTCTCCCTGAAGCTGAGTTCT
GTGACCGCTGCGGACACGGCCATTTATTACTGTGTGCGAGAT CGAGTGACTGGTGCTTTTGATATCTGGGGCCAAGGGACAATGGT
CACCGTGTCGACA

>Sequence ID 213: oEGFR* VL Stapled Amino Acid Sequence

DIOMTQSPSSLSASVGDRVTITCQASQDISNYLNWYQQOKPGKAPKLLIYDASNLETGVPSRFSGSGSGTDFTFTISSLOPEDIATY
FCQHFDHLPLAFGCGTKVEIK

>Sequence ID 214: oEGFR* VL Stapled Nucleotide Sequence
GACATCCAGATGACCCAGTCTCCATCCTCCCTGTCTGCATCTGTAGGAGACAGAGT CACCATCACTTGCCAGGCGAGTCAGGACAT
CAGCAACTATTTAAATTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAACTCCTGATCTACGATGCATCCAATTTGGAAACAGGGG
TCCCATCAAGGTTCAGTGGAAGTGGATCTGGGACAGATTTTACTTTCACCATCAGCAGCCTGCAGCCTGAAGATATTGCAACATAT
TTCTGTCAACACTTTGATCATCTCCCGCTCGCTTTCGGCTGTGGGACCAAGGTGGAAATTAAA

>Sequence ID 215: oCD1l9 VH Amino Acid Sequence

QVTLKESGPGLVQPGQTLSLTCAFSGFSLSTSGMGVGWIRQPPGKGLEWLAHIWWDDDKRYNPALKSRLTISKDTSKNQVYLQOMNS
LDAEDTAVYYCARMELWSYYFDYWGQGTLVTVSS

>Sequence ID 216: oCD19 VH Nucleotide Sequence
CAGGTCACATTGAAGGAATCTGGCCCCGGCCTTGTTCAGCCAGGACAGACCCTTAGCCTCACCTGTGCCTTCAGTGGTTTTTCTCT
TAGCACTAGCGGTATGGGGGTCGGCTGGATTCGGCAGCCTCCCGGCAAAGGTCTTGAGTGGTTGGCTCACATTTGGTGGGACGACG
ACAAACGGTATAATCCTGCCTTGAAAAGTCGGCTGACCATTAGTAAGGATACCTCAAAAAAT CAAGTGTACTTGCAAATGAATAGC
CTTGACGCCGAGGATACGGCTGTATATTATTGCGCGCGGATGGAACTCTGGTCTTACTACTTTGATTATTGGGGGCAGGGGACTCT
CGTCACGGTCTCGAGC

>Sequence ID 217: oCD19 VL Amino Acid Sequence

ENVLTQSPASLSASPGERVTITCSASSSVSYMHWYQQKPGQAPKLWIYDTSKLASGVPSRESGSGSGNDHTLTISSMEPEDFATYY
CFQGSVYPFTFGQGTKVTVL
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>Sequence ID 218: oCD19 VL Nucleotide Sequence

GAAAATGTATTGACACAGAGCCCCGCCTCCCTCAGTGCCTCACCTGGGGAAAGGGTAACTATCACTTGCTCTGCATCAAGCAGCGT
CTCATACATGCATTGGTATCAACAAAAGCCTGGACAGGCCCCCAAGCTCTGGATATACGATACGAGCAAGCTGGCTTCCGGCGTAC
CTAGCCGCTTCAGTGGTTCCGGCTCAGGCAACGATCACACCCTTACGATTTCCAGTATGGAACCCGAAGATTTTGCAACTTATTAT
TGTTTCCAGGGGAGCGTGTACCCATTCACTTTCGGGCAGGGGACAAAAGTGACCGTCCTA

>Sequence ID 219: oCD3 VH Amino Acid Sequence

EVQLVESGGGLVQPGGSLRLSCAASGFTISTNAMSWVRQAPGKGLEWIGVITGRDITYYASWAKGRFTISRDNSKNTLYLOMNSLR
AEDTAVYYCARDGGSSAITSNNIWGQGTLVTVSS

>3equence ID 220: oCD3 VH Nucleotide Sequence
GAGGTGCAGCTGGTGGAGTCTGGGGGAGGCTTGGTCCAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCACCAT
CAGTACCAATGCAATGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGATCGGAGTCATTACTGGTCGTGATATCACAT
ACTACGCGAGCTGGGCGAAAGGCAGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTTCAAATGAACAGCCTGAGA
GCCGAGGACACGGCTGTGTATTACTGTGCGAGAGACGGTGGTTCTTCTGCTATTACTAGTAACAACATTTGGGGCCAGGGAACCCT
GGTCACCGTGTCCTCA

>3equence ID 221: oCD3 VL Amino Acid Sequence

DVVMTQSPSTLSASVGDRVTINCQASESIS SWLAWYQQKPGKAPKLLIYEASKLASGVPSRFSGSGSGTEFTLTISSLOPDDFATY
YCOGYFYFISRTYVNSFGGGTKVEIK

>Sequence ID 222: oCD3 VL Nucleotide Sequence
GACGTCGTGATGACCCAGTCTCCTTCCACCCTGTCTGCATCTGTAGGAGACAGAGT CACCATCAATTGCCAAGCCAGTGAGAGCAT
TAGCAGTTGGTTAGCCTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAGCTCCTGATCTATGAAGCATCCAAACTGGCATCTGGGG
TCCCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGAATT CACTCTCACCATCAGCAGCCTGCAGCCTGATGATTTTGCAACTTAT
TACTGCCAAGGCTATTTTTATTTTATTAGTCGTACTTATGTAAATTCTTTCGGCGGAGGGACCAAGGTGGAGATCAAA
>3equence ID 223: oCD3 VH stapled Amino Acid Sequence

EVOLVESGGGLVQPGGSLRLSCAASGFTISTNAMSWVRQAPGKCLEWIGVITGRDITYYASWAKGRFTISRDNSKNTLYLOMNSLR
AEDTAVYYCARDGGSSAITSNNIWGQGTLVTVSS

>Sequence ID 224: oCD3 VH stapled Nucleotide Sequence
GAGGTGCAGCTGGTGGAGTCTGGGGGAGGCTTGGTCCAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCACCAT
CAGTACCAATGCAATGAGCTGGGTCCGCCAGGCTCCAGGGAAGTGTCTGGAGTGGATCGGAGTCATTACTGGTCGTGATATCACAT
ACTACGCGAGCTGGGCGAAAGGCAGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTTCAAATGAACAGCCTGAGA
GCCGAGGACACGGCTGTGTATTACTGTGCGAGAGACGGTGGCTTCTTCTGCTATTACTAGTAACAACATTTGGGGCCAGGGAACCCT
GGTCACCGTGTCCTCA

>Sequence ID 225: oCD3 VL stapled Amino Acid Sequence

DVVMTQSPSTLSASVGDRVTINCQASESISSWLAWYQQKPGKAPKLLIYEASKLASGVPSRFSGSGSGTEFTLTISSLOPDDFATY
YCQGYFYFISRTYVNSFGCGTKVEIK

>Sequence ID 226: oflD3 VL stapled Nucleotide Sequence
GACGTCGTGATGACCCAGTCTCCTTCCACCCTGTCTGCATCTGTAGGAGACAGAGT CACCATCAATTGCCAAGCCAGTGAGAGCAT
TAGCAGTTGGTTAGCCTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAGCTCCTGATCTATGAAGCATCCAAACTGGCATCTGGGE
TCCCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGAATT CACTCTCACCATCAGCAGCCTGCAGCCTGATGATTTTGCAACTTAT
TACTGCCAAGGCTATTTTTATTTTATTAGTCGTACTTATGTAAATTCTTTCGGCTGTGGGACCAAGGTGGAGATCAAA
>Sequence ID 227: oCD3* VH Amino Acid Sequence

QVQLQESGGRLVQPGEPLSLTCKTSGIDLS SNAIGWVRQAPGKGLEWIGVIFGSGNTYYASWAKGRFTISRSTSTVYLKMNSLRSE
DTAIYYCARGGYSSDIWGQGTLVTVSS

>Sequence ID 228: ofCD3* VH Nucleotide Sequence
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CAAGTGCAGTTGCAAGAAAGTGGTGGTAGACTGGTTCAGCCTGGTGAACCCTTGTCACTGACGTGTAAAACAAGCGGCATTGATCT
GTCCTCTAACGCCATCGGATGGGTCCGACAGGCCCCAGGAAAAGGTCTGGAGTGGATCGGAGTTATCTTCGGGAGCGGCAATACAT
ACTACGCAAGCTGGGCAAAAGGGCGATTTACGATATCACGGAGCACCTCTACAGTTTATTTGAAAATGAACTCCCTCCGGTCCGAG
GATACCGCGATATATTACTGTGCCAGAGGGGGGTACTCCTCTGATATCTGGGGGCAGGGTACACTGGTTACAGTTTCATCC

>Sequence ID 229: oCD3* VL Amino Acid Sequence

DPQLTQSPSSLSATVGQORVTINCQSSQSVAKNNNLAWFQOKPGKPPKLLIYSASTLAAGVPSREFSGSGSGTQFTLTITRVQSEDFA
TYYCSARDSGNIQSFGGGTRVEIK

>3equence ID 230: oCD3* VL Nucleotide Sequence
GATCCTCAATTGACCCAGTCCCCTAGTAGCCTTTCTGCAACCGTGGGCCAGAGGGTAACAATCAATTGCCAGTCAAGCCAGTCCGT
AGCGAAGAATAATAATTTGGCATGGTTCCAACAAAAACCGGGTAAACCTCCTAAACTCCTTATCTACTCAGCTTCAACCCTTGCCG
CGGGTGTGCCCAGCCGGTTCTCAGGCTCAGGTTCCGGGACTCAATTTACACTTACCATCACTCGCGTCCAAAGTGAGGATTTTGCA
ACCTACTATTGTTCTGCACGGGATTCCGGGAACATACAGTCCTTTGGGGGTGGAACTCGGGTGGAGATAAAA

>Sequence ID 231: oCD3** VH Amino Acid Seguence

EVQLVESGGGLVQPGGSLRLSCAASGFTISTNAMSWVRQAPGKGLEWVGVITGRDITYYASWAKGRFTISRDTSKNTVYLOMNSLR
AEDTAVYYCARDGGSSAITSNNIWGQGTLVTVSS

>Sequence ID 232: alCD3** VH Nucleotide Sequence
GAAGTCCAATTGGTAGAAAGTGGCGGTGGTCTGGTGCAACCTGGTGGATCTCTTCGCCTCTCATGCGCCGCTAGTGGCTTTACTAT
TTCAACTAATGCGATGAGCTGGGTTCGCCAGGCCCCCGGCAAAGGACTTGAGTGGGTCGGCGTCATCACCGGCAGGGACATTACAT
ACTATGCGAGTTGGGCAAAGGGCAGGTTCACGATTAGCCGCGATACTTCAAAGAATACCGTTTACCTTCAAATGAATAGCTTGAGG
GCGGAAGACACAGCTGTGTATTACTGCGCGAGGGAT GGAGGTAGTTCCGCCATAACTTCCAACAACATATGGGGACAAGGCACGCT
GGTTACTGTCTCGAGT

>Sequence ID 233: olD3** VL Amino Acid Sequence

EIVMTQSPSTLSASVGDRVIITCQASESIS SWLAWYQQKPGKAPKLLIYEASKLASGVPSRFSGSGSGAEFTLTISSLOPDDFATY
YCQGYFYFISRTYVNSFGQGTKLTVL

>Sequence ID 234: aCD3** VL Nucleotide Sequence
GAAATCGTTATGACGCAGAGTCCCTCCACGCTCTCCGCTAGTGTCGGGGATCGCGTCATTATCACATGCCAGGCCTCCGAGT CAAT
CAGCAGCTGGCTTGCATGGTATCAACAGAAGCCGGGAAAAGCTCCTAAATTGCTGATCTATGAAGCGTCAAAATTGGCGTCTGGTG
TCCCATCTAGGTTCTCCGGCTCTGGGTCTGGTGCGGAATTTACTTTGACAATCTCCAGTCTTCAACCAGACGATTTCGCTACCTAC
TACTGCCAAGGGTATTTCTATTTTATAAGCCGGACATATGTAAACTCCTTCGGCCAAGGAACAAAGTTGACTGTTCTT
>Sequence ID 235: oCD3*** VH Amino Acid Sequence

QQLLESGGRLIKPGATLRLTCKTSGFTISTNAMSWVRQPPGKGLEWIGVITGRDITYYASWAKGRFTI SKTSINTVFLOMRSLRAE
DTAVYYCARDGGSSAITSNNIWGRGTLVTVSS

>Sequence ID 236: oCD3*** VH Nucleotide Sequence
CAGCAGCTGCTGGAAAGCGGCGGCCGCCTGATTAAACCGGGCGCGACCCTGCGCCTGACCTGCAAAACCAGCGGCTTTACCATTAG
CACCAACGCGATGAGCTGGGTGCGCCAGCCGCCGGGCAAAGGCCTGGAATGGATTGGCGTGATTACCGGCCGCGATATTACCTATT
ATGCGAGCTGGGCGAAAGGCCGCTTTACCATTAGCAAAACCAGCATTAACACCGTGTTTCTGCAGATGCGCAGCCTGCGCGCGGAA
GATACCGCGGTGTATTATTGCGCGCGCGATGGCGGCAGCAGCGCGATTACCAGCAACAACATTTGGGGCCGCGGCACCCTGGTGAC
CGTGAGCAGC

>Sequence ID 237: oCD3*** VL Amino Acid Sequence

DVOMTQSPSTLSATVGQRVTINCQASESISSWLAWYQQOKPGOPPKLLIYEASKLASGVPSRFSGSGSGTEFTLTISSLOSDDFATY
YCQGYFYFISRTYVNSFGGGTRVEIK

>Sequence ID 238: olD3*** VL Nucleotide Sequence
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GATGTGCAGATGACCCAGAGCCCGAGCACCCTGAGCGCGACCGTGGGCCAGCGCGTGACCATTAACTGCCAGGCGAGCGAAAGCAT
TAGCAGCTGGCTGGCGTGGTATCAGCAGAAACCGGGCCAGCCGCCGAAACTGCTGATTTATGAAGCGAGCAAACTGGCGAGCGGCG
TGCCGAGCCGCTTTAGCGGCAGCGGCAGCGGCACCGAATTTACCCTGACCATTAGCAGCCTGCAGAGCGATGATTTTGCGACCTAT
TATTGCCAGGGCTATTTTTATTTTATTAGCCGCACCTATGTGAACAGCTTTGGCGGCGGCACCCGCGTGGAAATTAAA

>Sequence ID 239: oCD3**** VH Amino Acid Sequence

OQLVESGGGLVKPGGSLRLSCAASGFTI STNAMSWVRQAPGKGLEWVGVITGRDITYYASWAKGRFTI SKTSKNTVYLOMNS LRAE
DTAVYYCARDGGSSAITSNNIWGQGTLVTVSS

>3equence ID 240: oCD3**** VH Nucleotide Sequence
CAGCAGCTGGTGGAAAGCGGCGGCGGCCTGGTGAAACCGGGCGGCAGCCTGCGCCTGAGCTGCGCGGCGAGCGGCTTTACCATTAG
CACCAACGCGATGAGCTGGGTGCGCCAGGCGCCGGGCAAAGGCCTGGAATGGGTGGGCGTGATTACCGGCCGCGATATTACCTATT
ATGCGAGCTGGGCGAAAGGCCGCTTTACCATTAGCAAAACCAGCAAAAACACCGTGTATCTGCAGATGAACAGCCTGCGCGCGGAA
GATACCGCGGTGTATTATTGCGCGCGCGATGGCGGCAGCAGCGCGATTACCAGCAACAACATTTGGGGCCAGGGCACCCTGGTGAC
CGTGAGCAGC

>3equence ID 241: oCD3**** VL Amino Acid Sequence

DVVMTQSPSSLSASVGDRVTISCQASESIS SWLAWYQQOKPGOAPKLLIYEASKLASGVPSRFSGSGSGTEFTLTISSLEPEDFATY
YCOQGYFYFISRTYVNSFGGGTKVEIK

>Sequence ID 242: oCD3**** VL Nucleotide Sequence
GATGTGGTGATGACCCAGAGCCCGAGCAGCCTGAGCGCGAGCGTGGGCGATCGCGTGACCATTAGCTGCCAGGCGAGCGAAAGCAT
TAGCAGCTGGCTGGCGTGGTATCAGCAGARACCGGGCCAGGCGCCGAAACTGCTGATTTATGAAGCGAGCAAACTGGCGAGCGGCG
TGCCGAGCCGCTTTAGCGGCAGCGGCAGCGGCACCGAATTTACCCTGACCATTAGCAGCCTGGAACCGGAAGATTTTGCGACCTAT
TATTGCCAGGGCTATTTTTATTTTATTAGCCGCACCTATGTGAACAGCTTTGGCGGCGGCACCAAAGTGGAAATTAAA
>Sequence ID 243: oPD-L1 VH Amino Acid Sequence

EVQLLESGGGLVQPGGSLSLSCAASGFSFSSGYDMCWVROAPGKGLEWIACIAAGSAGITYDANWAKGREFTI SRDNSKNTLY LOMN
SLRAEDTAVYYCARSAFSFDYAMDLWGQGTLVTVSS

>Sequence ID 244: oPD-L1 VH Nucleotide Sequence
GAAGTGCAATTGCTCGAAAGTGGTGGCGGACTTGTGCAACCTGGTGGAAGCCTCTCACTCTCTTGCGCGGCGAGTGGTTTTAGCTT
CAGTAGCGGCTACGATATGTGCTGGGTAAGACAGGCTCCTGGTAAAGGCCTTGAGTGGATTGCGTGTATCGCCGCCGGGTCTGCTG
GTATAACATACGATGCAAACTGGGCGAAAGGGCGCTTCACAATCTCCAGGGACAACTCAAAAAATACATTGTACCTCCAGATGAAT
AGCCTGAGAGCCGAAGACACCGCAGTCTACTATTGCGCAAGGTCAGCATTTAGCTTCGATTATGCAATGGATCTTTGGGGCCAGGG
GACGCTCGTCACCGTCTCATCTTGA

>Sequence ID 245: oPD-L1 VL Amino Acid Sequence

DIOMTQSPSTLSASVGDRVTITCQASQSISSHLNWYQQOKPGKAPKLLIYKASTLASGVPSRFSGSGSGTEFTLTISSLOPDDFATY
YCQQGYSWGNVDNVEGGGTKVTVL

>Sequence ID 246: oPD-L1 VL Nucleotide Sequence
GACATTCAGATGACACAGTCACCGTCTACGCTCTCAGCCTCAGTAGGCGATAGGGTGACTATCACCTGCCAAGCCTCCCAATCTAT
AAGTTCACACCTCAACTGGTATCAACAGAAACCCGGTAAAGCACCGAAGCTGCTCATCTACAAGGCATCAACTCTTGCCTCAGGTG
TGCCTAGTCGCTTCTCCGGGAGCGGCTCCGGTACTGAGTTTACTTTGACGATATCTTCCCTCCAACCCGACGACTTCGCCACATAC
TATTGTCAGCAGGGTTATAGTTGGGGAAATGTTCACAATGTGTTTGGAGGGGGAACGAAAGTGACTGTGTTG

>Sequence ID 247: «4-1BB VH Amino Acid Sequence

EVQLVESGGGLVQPGGSLRLSCTASGFTISSYHMOQWVRQAPGKGLEYIGTISSGGNVYYASSARGRFTISRPSSKNTVDLOMNSLR
AEDTAVYYCARDSGYSDPMWGQGTLVTVSS

>Sequence ID 248: o4-1BB VH Nucleotide Seguence
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GAGGTTCAGTTGGTTGAAAGTGGGGGGGGACTCGTTCAGCCTGGAGGCTCTTTGCGACTTTCTTGTACCGCTTCTGGGTTCACTAT
AAGTTCATATCATATGCAATGGGTAAGACAGGCGCCTGGTAAGGGACTTGAATACATAGGAACAATAAGCTCTGGTGGTAACGTCT
ATTACGCCTCATCCGCGCGGGGGAGGTTTACAATTTCCAGGCCTTCTAGCAAAAACACGGTAGATCTGCAAATGAACTCTCTTCGC
GCTGAAGATACAGCAGTCTACTACTGCGCCAGGGATTCAGGGTATTCTGACCCCATGTGGGGGCAGGGCACATTGGTTACCGTGTC
CTCT

>Sequence ID 249: o4-1BB VL Amino Acid Seguence

DVVMTQSPSSVSASVGDRVTITCQASONIRTYLSWYQQOKPGKAPKLLIYAAANLASGVPSRFSGSGSGTDFTLTISDLEPGDAATY
YCOSTYLGTDYVGGAFGGGTKLTVL

>Sequence ID 250: «4-1BB VL Nucleotide Sequence

GACGTTGTGATGACGCAGTCTCCTAGTTCAGTATCAGCGTCTGTTGGGGATCGAGT CACGATTACATGCCAGGCGAGCCAAAATAT
TAGGACGTATCTGTCTTGGTATCAACAAAAGCCTGGTAAGGCTCCAAAACTCCTCATTTACGCCGCTGCCAACTTGGCTAGTGGAG
TACCTTCACGCTTTAGTGGGTCAGGTTCTGGAACAGATTTTACGTTGACGATCTCCGATTTGGAACCAGGGGACGCTGCCACGTAT
TATTGCCAGTCCACCTACCTCGGGACTGACTACGTTGGTGGGGCGTTTGGCGGAGGAACAAAACTCACTGTACTT

>Sequence ID 251: 41BBL Amino Acid Sequence

REGPELSPDDPAGLLDLRQGMFAQLVAQNVLLIDGPLSWYSDPGLAGVSLTGGLSYKEDTKELVVAKAGVYYVFFQLELRRVVAGE
GSGSVSLALHLOPLRSAAGAAALALTVDLPPASSEARNSAFGFQGRLLHLSAGORLGVHLHTEARARHAWQLTQGATVLGLFRVTP
EIPAGLGSTGSGSKPGSGEGSTKGREGPELSPDDPAGLLDLRQGMFAQLVAQNVLLIDGPLSWYSDPGLAGVSLTGGLSYKEDTKE
LVVAKAGVYYVFFQLELRRVVAGEGSGSVSLALHLQPLRSAAGAAATALTVDLPPASSEARNSAFGFQGRLLHLSAGQRLGVHLHT
EARARHAWQLTQGATVLGLFRVTPEI PAGLGGGGSGGGGSREGPELSPDDPAGLLDLRQGMFAQLVAQONVLLIDGPLSWYSDPGLA
GVSLTGGLSYKEDTKELVVAKAGVYYVFFQLELRRVVAGEGSGSVSLALHLQPLRSAAGAAALALTVDLPPASSEARNSAFGFQGR
LLHLSAGQRLGVHLHTEARARHAWQLTQGATVLGLFRVTPEI PAGL

>3equence ID 252: 41BBL Nucleotide Sequence

CGAGAGGGCCCCGAGCTGTCTCCTGATGACCCAGCAGGCCTCTTGGACTTGCGGCAGGGTATGTTCGCTCAACTTGTGGCTCAGAA
TGTTCTGCTCATTGATGGACCACTCTCTTGGTATAGTGACCCCGGTCTGGCCGGGGTGAGTCTGACCGGCGGGCTCTCTTATAAAG
AGGATACTAAGGAACTGGTCGTAGCAAAAGCGGGCGTTTATTACGTTTTTTTTCAGCTGGAGCTCAGGCGCGTGGTGGCCGGCGAG
GGCAGTGGCTCTGTGTCCCTGGCCCTGCACTTACAGCCCTTGAGAAGCGCTGCAGGTGCTGCCGCACTGGCTTTAACTGTTGACCT
CCCTCCGGCCTCTTCTGAAGCTAGARAACAGCGCTTTCGGCTTCCAAGGGCGCCTGCTGCACCTGAGCGCAGGCCAGCGCTTAGGTG
TGCACCTTCATACAGAGGCCAGGGCCCGACACGCTTGGCAGCTCACACAGGGTGCCACGGTTCTCGGACTTTTCCGCGTTACTCCC
GAGATCCCCGCTGGCCTCGGAAGTACTGGTTCTGGGTCTAAACCCGGTTCCGGCGAAGGTAGTACTAAAGGACGAGAAGGGCCAGA
GTTAAGTCCAGATGACCCTGCTGGGCTTTTGGACCTGCGGCAGGGCATGTTCGCTCAACTGGTGGCTCAGAACGTGCTGCTGATCG
ATGGCCCCCTGAGTTGGTACAGCGATCCCGGGCTGGCAGGCGTGTCACTTACAGGGGGCCTCTCTTACAAGGAAGACACCAAGGAG
TTAGTGGTCGCTAAGGCTGGCGTGTATTACGTGTTCTTCCAACTGGAGCTGAGAAGGGTTGTGGCAGGAGAGGGTAGCGGCAGCGT
GTCTTTAGCCCTTCACTTGCAGCCCCTGAGGTCTGCTGCAGGTGCAGCCGCTCTCGCGCTCACCGTGGATCTCCCCCCAGCCTCAT
CTGAAGCTAGGAACAGTGCATTTGGCTTTCAGGGACGCTTGCTGCACCTCTCCGCTGGACAGAGGCTGGGCGTGCACCTTCACACA
GAGGCCCGTGCCAGGCATGCATGGCAGCTCACTCAGGGGGCAACAGTGCTGGGTCTCTTCCGCGTGACTCCTGARATACCAGCTGG
ACTTGGCGGTGGAGGCAGCGGCGGAGGAGGAT CTCGTGAGGGGCCAGAACTGTCCCCCGATGACCCAGCCGGACTGCTCGATCTCA
GACAGGGCATGTTCGCTCAGCTTGTAGCCCAAAATGTCCTCCTGATTGACGGCCCTTTGAGCTGGTATAGTGATCCCGGCTTGGCC
GGGGTATCTCTGACCGGAGGCCTCTCCTACAAGGAAGACACCAAAGAGCTGGTGGTGGCAAAAGCGGGGGTGTATTATGTGTTCTT
TCAGCTCGAGCTGCGGAGAGTTGTGGCCGGGGAAGGGT CTGGGAGCGTATCTCTTGCACTTCACCTGCAGCCCCTGCGCAGCGCCG
CTGGAGCCGCCGCCCTTGCTCTTACTGTGGATCTGCCTCCTGCTTCCTCAGAAGCACGCAACAGCGCCTTCGGCTTTCAAGGACGT
CTCCTGCACTTGTCCGCAGGACAGAGGTTGGGCGTCCATTTACACACTGAGGCACGGGCACGGCACGCTTGGCAGCTTACCCAGGG
AGCCACCGTGCTGGGACTCTTTAGAGTGACACCCGAGATCCCCGCTGGCTTGTGA

>Sequence ID 253: NKG2D dimer Amino Acid Sequence
FLNSLEFNQEVQIPLTESYCGPCPKNWICYKNNCYQFFDESKNWYESQASCMSONASLLKVYSKEDODLLKLVKSYHWMGLVHIPTN
GSWOWEDGSILSPNLLTIIEMOKGDCALYASSFKGYIENCSTPNTYICMORTVGGGGSGGGGSGGGGSGGGGSFLNSLENQEVQIP
LTESYCGPCPKNWICYKNNCYQFFDESKNWYESQASCMSONASLLKVYSKEDQDLLKLVKSYHWMGLVHIPTNGSWOWEDGSILSP
NLLTIIEMQOKGDCALYASSFKGYIENCSTPNTYICMQORTV

>3equence ID 254: NKG2D dimer Nucleotide Sequence
TTTCTTAATTCCCTTTTCAACCAAGAGGTTCAGATCCCCTTGACTGAAAGCTATTGCGGCCCTTGTCCGAAAAACTGGATATGTTA

CAAGAATAATTGTTACCAATTCTTCGACGAAAGCAAGAACTGGTATGAGAGT CAGGCGTCTTGTATGAGT CAGAATGCCAGCCTGC
TTAAGGTTTATTCAAAAGAAGACCAGGATCTGCTTAAGTTGGTAAAGAGCTACCACTGGATGGGGCTGGTACATATCCCAACGAAT
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GGGTCATGGCAGTGGGAGGACGGTTCTATTCTGAGTCCAAATCTCCTGACGATCATCGAAATGCAGAAAGGGGACTGTGCCCTGTA
TGCATCATCCTTCAAGGGGTACATCGAGAACTGCAGTACCCCAAATACCTACATTTGTATGCAAAGAACGGTTGGAGGCGGTGGCT
CAGGCGGAGGCGGCTCAGGAGGTGGCGGTTCAGGAGGCGGCGGATCTTTCCTAAACTCATTATTCAACCAAGAAGTTCAAATTCCC
TTGACCGAAAGTTACTGTGGCCCATGTCCTAAAAACTGGATATGTTACAAAAATAACTGCTACCAATTTTTTGATGAGAGTAAAAA
CTGGTATGAGAGCCAGGCTTCTTGTATGTCTCAAAATGCCAGCCTTCTGAAAGTATACAGCAAAGAGGACCAGGATTTACTTAAAC
TGGTGAAGTCATATCATTGGATGGGACTAGTACACATT CCAACAAATGGATCTTGGCAGTGGGAAGATGGCTCCATTCTCTCACCC
AACCTACTAACAATAATTGAAATGCAGAAGGGAGACTGTGCACTCTATGCCTCGAGCTTTAAAGGCTATATAGAAAACTGTTCAAC
TCCAAATACGTACATCTGCATGCAAAGGACTGTG

>3equence ID 255: oHER3 VH Amino Acid Sequence

QVQLQESGGGLVKPGGSLSLSCAASGEFTEFSSYWMSWVRQAPGKGLEWVANINRDGSASYYVDSVKGRFTISRDDAKNSLYLOMNSL
RAEDTAVYYCARDRGVGYFDLWGRGTLVTVSS

>Sequence ID 256: oHER3 VH Nucleotide Sequence

CAGGTGCAATTGCAGGAGTCGGGGGGAGGCCTGGTCAAGCCTGGAGGGTCCCTGAGCCTCTCCTGTGCAGCCTCTGGATTCACCTT
TAGTAGTTATTGGATGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGGTGGCCAACATAAACCGCGATGGAAGTGCGA
GTTACTATGTGGACTCTGTGAAGGGCCGATTCACCATCTCCAGAGACGACGCCAAGAACTCACTGTATCTGCAAATGAACAGCCTG
AGAGCTGAGGACACGGCTGTGTATTACTGTGCGAGAGATCGTGGGGTGGGCTACTTCGATCTCTGGGGCCGTGGCACCCTGGTCAC
CGTCTCGAGT

>Sequence ID 257: oHER3 VL Amino Acid Sequence

QSALTQPASVSGSPGQSITISCTGTSSDVGGYNFVSWYQQHPGKAPKLMIYDVSDRPSGVSDRESGSKSGNTASLIISGLQADDEA
DYYCSSYGSSSTHVIFGGGTKVTVL

>Sequence ID 258: oHER3 VL Nucleotide Sequence
CAGTCTGCCCTGACTCAGCCTGCCTCCGTGTCTGGGTCTCCTGGACAGTCGATCACCATCTCCTGCACTGGAACCAGCAGTGACGT
TGGTGGTTATAACTTTGTCTCCTGGTACCAACAACACCCAGGCAAAGCCCCCARAACTCATGATCTATGATGTCAGTGATCGGCCCT
CAGGGGTGTCTGATCGCTTCTCCGGCTCCAAGTCTGGCAACACGGCCTCCCTGATCATCTCTGGCCTCCAGGCTGACGACGAGGCT
GATTATTACTGCAGCTCATATGGGAGCAGCAGCACTCATGTGATTTTCGGCGGAGGGACCAAGGTGACCGTCCTA

>Sequence ID 259: oCD20 VH Amino Acid Sequence

QVQLOOPGAELVKPGASVKMSCKASGYTFTSYNMHWVKQTPGRGLEWIGATIYPGNGDT SYNQKFKGKATLTADKSSSTAYMQLSSL
TSEDSAVYYCARSTYYGGDWYFNVWGAGTTVTVSS

>3equence ID 260: oCD20 VH Nucleotide Sequence
CAGGTGCAGCTGCAGCAGCCCGGCGCCGAGCTGGTGAAGCCCGGCGCCAGCGTGAAGATGAGCTGCAAGGCCAGCGGCTACACCTT
CACCAGCTACAACATGCACTGGGTGAAGCAGACCCCCGGCCGGGGCCTGGAGTGGATCGGCGCCATCTACCCCGGCAACGGCGACA
CCAGCTACAACCAGAAGTTCAAGGGCAAGGCCACCCTGACCGCCGACAAGAGCAGCAGCACCGCCTACATGCAGCTGAGCAGCCTG
ACCAGCGAGGACAGCGCCGTGTACTACTGCGCCCGGAGCACCTACTACGGCGGCGACTGGTACTTCAACGTGTGGGGCGCCGGCAL
CACCGTGACCGTCTCGAGC

>Sequence ID 261: oCD20 VL Amino Acid Sequence

QIVLSQSPAILSASPGEKVIMTCRASSSVSYIHWFQQKPGSSPKPWIYAT SNLASGVPVRESGSGSGTSYSLTISRVEAEDAATYY
COQQWTSNPPTFGGGTKLTVL

>3equence ID 262: oCD20 VL Nucleotide Sequence
CAGATCGTGCTGAGCCAGAGCCCCGCCATCCTGAGCGCCAGCCCCGGCGAGAAGGTGACCATGACCTGCCGGGCCAGCAGCAGCGT
GAGCTACATCCACTGGTTCCAGCAGAAGCCCGGCAGCAGCCCCAAGCCCTGGATCTACGCCACCAGCAACCTGGCCAGCGGCGTGC
CCGTGCGGTTCAGCGGCAGCGGCAGCGGCACCAGCTACAGCCTGACCATCAGCCGGGTGGAGGCCGAGGACGCCGCCACCTACTAC
TGCCAGCAGTGGACCAGCAACCCCCCCACCTTCGGCGGCGGCACCAAGCTGACCGTGCTG

>Sequence ID 263: EGFR VHH Amino Acid Seguence

EVQLOESGGGLVQAGDSLSLSCLVSGRSFNSYTMGWFRQAPGKEREFVAATILWSGPTTYYADSVKGREFTI SRDNAKNTVYLOMNSL
KPEDTAVYYCAAALGVLVLAPGNVYSYWGQGTQVTVSS

108



WO 2021/188736 PCT/US2021/022847

>Sequence ID 264: EGFR VHH Nucleotide Sequence

GAGGTGCAGCTGCAGGAGTCTGGCGGCGGCCTGGTGCAGGCTGGGGACAGCCTGAGCCTGTCCTGCCTGGTGTCTGGCCGCTCCTT
CAACTCCTACACCATGGGCTGGTTCCGCCAGGCCCCTGGGAAGGAGCGGGAGTTTGTGGCTGCCATCCTGTGGAGTGGCCCCACCA
CCTACTATGCTGACTCTGTGAAGGGCCGCTTCACCATCTCCAGAGACAATGCCAAGAACACTGTGTACCTGCAGATGAACAGCCTG
AAGCCAGAGGACACAGCTGTGTACTACTGTGCTGCTGCCCTGGGAGTGCTGGTGCTGGCCCCTGGCAATGTGTACAGCTACTGGGG
CCAGGGCACCCAGGTGACTGTCTCGAGC

>Sequence ID 265: HER3 VHH Amino Acid Sequence

OVQLVQSGGGLVQAGGSLSLSCAFSGRTFSMYTMGWFRQAPGKEREFVAANRGRGLSPDIADSVNGRFTI SRDNAKNTLYLOMDSL
KPEDTAVYYCAADLQYGSSWPQRSSAEYDYWGQGTTVTVSS

>Sequence ID 266: HER3 VHH Nucleotide Sequence

CAGGTGCAGCTGGTGCAGTCTGGCGGAGGCCTGGTGCAGGCTGGGGGCAGCCTGAGCCTGAGCTGTGCCTTCTCTGGCCGCACCTT
CTCCATGTACACCATGGGCTGGTTCCGCCAGGCCCCAGGGAAGGAGAGAGAGTTTGTGGCTGCCAACAGAGGCAGAGGCCTGAGCC
CAGACATTGCTGACTCTGTGAATGGCCGCTTCACCATCTCCAGAGACAATGCCAAGAACACCCTGTACCTGCAGATGGACAGCCTG
AAGCCAGAGGACACAGCTGTGTACTACTGTGCTGCTGACCTGCAGTATGGCAGCAGCTGGCCTCAGAGGAGCTCTGCTGAGTATGA
CTACTGGGGCCAGGGCACCACTGTGACTGTCTCGAGC

>3equence ID 267: oPD-L1 Stapled VH Amino Acid Sequence

EVQLLESGGGLVQPGGSLRLSCAASGFSFSSGYDMCWVROAPGKCLEWIACIAAGSAGITYDANWAKGREFTI SRDNSKNTLYLOMN
SLRAEDTAVYYCARSAFSFDYAMDLWGQGTLVTVSS

>Sequence ID 268: oPD-L1 Stapled VH Nucleotide Sequence

GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCTCCTT
CAGTAGCGGGTACGACATGTGCTGGGTCCGCCAGGCTCCAGGGAAGTGCCTGGAGTGGATCGCATGCATTGCTGCTGGTAGTGCTG
GTATCACTTACGACGCGAACTGGGCGAAAGGCCGGTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAAC
AGCCTGAGAGCCGAGGACACGGCCGTATATTACTGTGCGAGATCGGCGTTTTCGTTCGACTACGCCATGGACCTCTGGGGCCAGGG
AACCCTGGTCACCGTCTCGTCT

>Sequence ID 269: oPD-L1 Stapled VL Amino Acid Sequence

DIOMTQSPSTLSASVGDRVTITCQASQSISSHLNWYQQKPGKAPKLLIYKASTLASGVPSRFSGSGSGTEFTLTISSLOPDDFATY
YCQQRGYSWGNVDNVEFGCGTKVEIK

>Sequence ID 270: oPD-L1 Stapled VL Nucleotide Sequence
GACATCCAGATGACCCAGTCTCCTTCCACCCTGTCTGCATCTGTAGGAGACAGAGT CACCATCACTTGCCAGGCCAGTCAGAGCAT
TAGTTCCCACTTAAACTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAGCTCCTGATCTATAAGGCATCCACTCTGGCATCTGGGE
TCCCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGAATTTACTCTCACCATCAGCAGCCTGCAGCCTGATGATTTTGCAACTTAT
TACTGCCAACAGGGTTATAGTTGGGGTAATGTTGATAATGTTTTCGGCTGCGGGACCAAGGTGGAGATCAAATAG

>Sequence ID 271: o4-1BB VH Stapled Amino Acid Sequence

RSLVESGGGLVQPGGSLRLSCTASGFTISSYHMOWVRQAPGKCLEYIGTISSGGNVYYASSARGRFTISRPSSKNTVDLOMNSLRA
EDTAVYYCARDSGYSDPMWGQGTLVTVSS

>3equence ID 272: o4-1BB VH Stapled Nucleotide Sequence
CGGTCGCTGGTGGAGTCTGGGGGAGGCTTGGTCCAGCCTGGGGGGTCCCTGAGACTCTCCTGTACTGCCTCTGGATTCACCATCAG
TAGCTACCACATGCAGTGGGTCCGGCAGGCACCTGGGAAGTGCCTGGAGTACATCGGAACCATTAGTAGT GGTGGTAATGTATACT
ACGCAAGCTCCGCTAGAGGCAGATTCACCATCTCCAGACCCTCGTCCAAGAACACGGTGGATCTTCAAATGAACAGCCTGAGAGCC
GAGGACACGGCTGTGTATTACTGTGCGAGAGACTCTGGTTATAGTGATCCTATGTGGGGCCAGGGAACCCTGGTCACCGTCTCTTC
A

>Sequence ID 273: o4-1BB VL Stapled Amino Acid Sequence

DVVMTQSPSSVSASVGDRVTITCQASQONIRTYLSWYQQKPGKAPKLLI YAAANLASGVPSRFSGSGSGTDFTLTISDLEPGDAATY
YCOSTYLGTDYVGGAFGCGTKVEIK
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>3equence ID 274: o4-1BB VL Stapled Nucleotide Sequence

GACGTTGTGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCACCATCACCTGTCAGGCCAGTCAGAACAT
TAGGACTTACTTATCCTGGTATCAGCAGAARACCAGGGAAAGCCCCTAAGCTCCTGATCTATGCTGCAGCCAATCTGGCATCTGGGG
TCCCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCGACTTGGAACCTGGCGATGCTGCAACTTAC
TATTGTCAGTCTACCTATCTTGGTACTGATTATGTTGGCGGTGCTTTCGGCTGTGGGACCAAGGTGGAGATCAAATGA

>Sequence ID 275: oHer3 VH Stapled Amino Acid Seguence

OVQLOESGGGLVKPGGSLRLSCAASGFTFS SYWMSWVROAPGKCLEWVANINRDGSASYYVDSVKGRFTI SRDDAKNS LY LOMNSL
RAEDTAVYYCARDRGVGYFDLWGRGTLVTVST

>3equence ID 276: aHer3 VH Stapled Nucleotide Sequence
CAGGTGCAATTGCAGGAGTCGGGGGGAGGCCTGGTCAAGCCTGGAGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCACCTT
TAGTAGTTATTGGATGAGCTGGGTCCGCCAGGCTCCAGGGAAGTGCCTGGAGTGGGTGGCCAACATAAACCGCGATGGAAGTGCGA
GTTACTATGTGGACTCTGTGAAGGGCCGATTCACCATCTCCAGAGACGACGCCAAGAACTCACTGTATCTGCAAATGAACAGCCTG
AGAGCTGAGGACACGGCTGTGTATTACTGTGCGAGAGATCGTGGGGTGGGCTACTTCGATCTCTGGGGCCGTGGCACCCTGGTCAL
CGTGTCGACA

>3equence ID 277: aHer3 VL Stapled Amino Acid Sequence

QOSALTQPASVSGSPGQSITISCTGTS SDVGGYNFVSWYQOHPGKAPKLMIYDVSDRPSGVSDRFSGSKSGNTASLI ISGLOADDEA
DYYCSSYGSSSTHVIFGCGTKVTVL

>Sequence ID 278: oHer3 VL Stapled Nucleotide Sequence
CAGTCTGCCCTGACTCAGCCTGCCTCCGTGTCTGGGTCTCCTGGACAGTCGATCACCATCTCCTGCACTGGAACCAGCAGTGACGT
TGGTGGTTATAACTTTGTCTCCTGGTACCAACAACACCCAGGCAAAGCCCCCAAACTCATGATCTATGATGTCAGTGATCGGCCCT
CAGGGGTGTCTGATCGCTTCTCCGGCTCCAAGTCTGGCAACACGGCCTCCCTGATCATCTCTGGCCTCCAGGCTGACGACGAGGCT
GATTATTACTGCAGCTCATATGGGAGCAGCAGCACTCATGTGATTTTCGGCTGTGGGACCAAGGTGACCGTCCTA

>Sequence ID 279: oCEA 656E11l VH Amino Acid Sequence

EVQLVESGGGLVQPGGSLRLSCAASGFSFSGTQYVCWVROAPGKGLEWIGCIYVDVANTYYATSVKGREFTISRDNSKNTLYLOMNS
LRAEDTAVYYCASHDTVCAGCGLDLWGQGTLVTVSS

>Sequence ID 280: oCEA 656Ell VH Nucleotide Sequence
GAGGTGCAGCTGGTGGAGTCTGGGGGAGGCTTGGTCCAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCTCCTT
CAGTGGCACCCAGTACGTGTGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGATCGGATGCATTTATGTGGATGTGGCTA
ACACTTACTACGCGACCTCCGTGAAGGGCAGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTTCAAATGAACAGC
CTGAGAGCCGAGGACACGGCTGTGTATTACTGTGCGAGTCATGATACTGTTTGTGCTGGTTGTGGTTTGGACTTGTGGGGCCAGGG
AACCCTGGTCACCGTCTCGAGC

>Sequence ID 281: oCEA 656El1l VL Amino Acid Sequence

DIOMTQSPSTLSASVGDRVTITCQASENIYSNLAWYQQKPGKAPKLLIYDASTLASGVPSRFSGSGSGTEFTLTISSLOPDDFATY
YCOSTYYNNIIYGAAFGGGTKVEIK

>Sequence ID 282: oCEA 656Ell VL Nucleotide Sequence
GACATCCAGATGACCCAGTCTCCTTCCACCCTGTCTGCATCTGTAGGAGACAGAGTCACCATCACTTGCCAGGCCAGTGAGAACAT
TTACAGCAATTTAGCCTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAGCTCCTGATCTATGATGCTTCCACTCTGGCATCTGGGE
TCCCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGAATT CACTCTCACCATCAGCAGCCTGCAGCCTGATGATTTTGCAACTTAT
TACTGCCAATCTACTTATTATAATAATATCATTTATGGGGCTGCTTTCGGCGGAGGGACCAAGGTGGAGATCAAA

>Sequence ID 283: oHER2Z VH Amino Acid Sequence

EVQLVESGGGLVQPGGSLRLSCAASGFNIKDTYIHWVRQAPGKGLEWVARIYPTNGYTRYADSVKGRFTI SADT SKNTAYLOMNSL
RAEDTAVYYCSRWGGDGFYAMDYWGQGTLVTVST

>Sequence ID 284: oHER2 VH Nucleotide Sequence
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GAAGTACAGCTTGTTGAGAGTGGTGGTGGACTTGTCCAACCAGGGGGAAGTCTGCGGCTGTCATGCGCAGCCTCTGGCTTCAACAT
TAAGGACACCTACATTCACTGGGTTCGGCAAGCGCCGGGGAAGGGGCTGGAATGGGTCGCCAGGATATACCCTACCAACGGGTACA
CCAGGTATGCAGATAGCGTTAAGGGTAGATTCACTATTTCAGCTGACACTAGCAAGAACACCGCGTATCTCCAGATGAACTCCCTT
CGCGCCGAGGATACGGCTGTGTACTACTGCTCTAGGTGGGGAGGAGATGGGTTTTACGCAATGGATTACTGGGGACAGGGAACACT
CGTTACGGTGTCGACA

>Sequence ID 285: oHER2 VL Amino Acid Sequence

DIQMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQQOKPGKAPKLLIYSASFLYSGVPSRFSGSRSGTDFTLTISSLOPEDFATY
YCQOHYTTPPTFGQGTKVEIK

>3equence ID 286: oHER2 VL Nucleotide Sequence

GACATCCAAATGACGCAGTCTCCCTCCAGTTTGAGTGCAAGTGTGGGAGACAGAGTTACGATCACATGTAGGGCAAGT CAGGACGT
CAATACAGCCGTCGCATGGTACCAGCAGAAGCCTGGAAAGGCCCCGAAACTTCTGATTTACTCTGCAAGTTTCCTCTACAGTGGTG
TTCCTAGTCGCTTCAGTGGGTCTCGGTCAGGCACCGATTTTACCCTGACAATTAGCAGCTTGCAACCGGAAGATTTTGCGACCTAT
TATTGCCAGCAACATTATACCACCCCTCCCACATTTGGACAAGGCACGAAGGTAGAGATTAAA

>3equence ID 287: SI-20Cl4 (anti-CEA 656Ell) Heavy Chain Amino Acid Sequence

EVQLVESGGGLVQPGGSLRLSCAASGFSEFSGTQYVCWVRQAPGKGLEWIGCIYVDVANTYYATSVKGRFTISRDNSKNTLYLOMNS
LRAEDTAVYYCASHDTVCAGCGLDLWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGV
HTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGAPSVEFLFPPKPKDTLMI
SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCAVSNKALPAPTIEKTISKA
KGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY SKLTVDKSRWQQGNVESC
SVMHEALHNHYTQKSLSLSPG

>Sequence ID 288: SI-20Cl4 (anti-CEA 656El11l) Heavy Chain Nucleotide Sequence

GAGGTGCAGCTGGTGGAGTCTGGGGGAGGCTTGGTCCAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCTCCTT
CAGTGGCACCCAGTACGTGTGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGAT CGGATGCATTTATGTGGATGTGGCTA
ACACTTACTACGCGACCTCCGTGAAGGGCAGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTTCAAATGAACAGC
CTGAGAGCCGAGGACACGGCTGTGTATTACTGTGCGAGTCATGATACTGTTTGTGCTGGTTGTGGTTTGGACTTGTGGGGCCAGGG
AACCCTGGTCACCGTCTCGAGCGCTAGCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCA
CAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGGCGTG
CACACCTTCCCGGCTGTCCTACAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCA
GACCTACATCTGCAACGTGAATCACAAGCCCAGCAACACCAAGGTGGACAAGAGAGTTGAGCCCAAATCTTGTGACAAAACTCACA
CATGCCCACCGTGCCCAGCACCTGAAGCCGCGGGGGCACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATC
TCCCGGACCCCTGAGGTCACATGCGTGGTGGTGGACGT GAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGT
GGAGGTGCATAATGCCAAGACAAAGCCGCGGGAGGAGCAGTACAACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACC
AGGACTGGCTGAATGGCAAGGAGTACAAGTGCGCGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCC
AAAGGGCAGCCCCGAGAACCACAGGTGTACACCCTGCCCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGACCTGCCT
GGTCAAAGGCTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCG
TGCTGGACTCCGACGGCTCCTTCTTCCTCTATAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGC
TCCGTGATGCATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTTAA

>3equence ID 289: SI-20Cl4 (anti-CEA 656E11l) Light Chain Amino Acid Sequence

DIQMTQSPSTLSASVGDRVTITCQASENIYSNLAWYQQKPGKAPKLLIYDASTLASGVPSRFSGSGSGTEFTLTISSLOPDDFATY
YCOSTYYNNIIYGAAFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEFYPREAKVOQWKVDNALQSGNSQESVTEQDS
KDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

>Sequence ID 290: SI-20C1l4 (anti-CEA 656El11l) Light Chain Nucleotide Sequence

GACATCCAGATGACCCAGTCTCCTTCCACCCTGTCTGCATCTGTAGGAGACAGAGTCACCATCACTTGCCAGGCCAGTGAGAACAT
TTACAGCAATTTAGCCTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAGCTCCTGATCTATGATGCTTCCACTCTGGCATCTGGGG
TCCCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGAATTCACTCTCACCATCAGCAGCCTGCAGCCTGATGATTTTGCAACTTAT
TACTGCCAATCTACTTATTATAATAATATCATTTATGGGGCTGCTTTCGGCGGAGGGACCAAGGTGGAGATCAAACGTACGGTGGC
TGCACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCT
ATCCCAGAGAGGCCAAAGTACAGTGGAAGGTGGATAACGCCCTCCAATCGGGTAACTCCCAGGAGAGTGTCACAGAGCAGGACAGC
AAGGACAGCACCTACAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAGAAACACAAAGTCTACGCCTGCGAAGTCAC
CCATCAGGGCCTGAGCTCGCCCGTCACAAAGAGCTTCAACAGGGGAGAGTGTTAG
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>3equence ID 291: oCD3***** VH Amino Acid Sequence

QOLVESGGGLVKPGGSLRLSCAASGIDLSSNAIGWVRQAPGKGLEWVGVIFGSGNTYYASWAKGRFTI SRSKNTVYLOMNSLRAED
TAVYYCARGGYSSDIWGQGTLVTVSS

>Sequence ID 292: oCD3***** VH Nucleotide Sequence

CAACAGTTGGTTGAGTCTGGTGGCGGTCTCGTTAAGCCTGGAGGGTCCCTTCGGCTTAGTTGTGCGGCCTCTGGGATCGACCTGTC
TAGCAACGCTATAGGATGGGTACGGCAAGCTCCGGGCAAAGGCCTTGAGTGGGTCGGCGTTATTTTTGGGAGCGGTAATACGTACT
ACGCCAGCTGGGCAAAAGGTAGGTTCACTATCAGTCGATCAAAGAACACGGTATATCTTCAGATGAACAGTCTCCGGGCGGAGGAC
ACCGCGGTTTATTATTGCGCAAGGGGGGGATACTCCTCAGACATATGGGGCCAAGGTACTTTGGTGACGGTCTCGAGC

>3equence ID 293: oCD3***** VI, Amino Acid Sequence

DPVLTQSPSSLSASVGDRVTISCQSSQSVAKNNNLAWFQOKPGOAPKLLIYSASTLAAGVPSRFSGSGSGTDFTLTISSVQPEDFA
TYYCSARDSGNIQSFGGGTKVEIK

>Sequence ID 294: oCD3***** VL Nucleotide Seqguence

GATCCAGTTCTGACACAAAGTCCATCCAGCCTGTCTGCCTCAGTCGGCGACAGAGTGACCAT CAGTTGCCAGAGCTCACAGTCTGT
GGCTAAGAACAACAACTTGGCGTGGTTCCAACAGAAACCTGGACAGGCTCCGAAATTGCTGATCTATTCTGCTTCCACGCTTGCTG
CTGGTGTTCCTTCCCGCTTTTCAGGTAGTGGTAGCGGGACAGACTTCACTTTGACTATAAGCAGCGTGCAGCCTGAAGATTTTGCG
ACCTACTATTGTTCTGCTAGAGACAGTGGAAATATTCAGTCCTTTGGGGGGGGAACGAAGGTCGAAATAAAG

>3equence ID 295: NKG2D Monomer Amino Acid Sequence

FLNSLFNQEVQIPLTESYCGPCPKNWICYKNNCYQFFDESKNWYESQASCMSQONASLLKVYSKEDQDLLKLVKSYHWMGLVHIPTN
GSWOWEDGSILSPNLLTIIEMQKGDCALYASSFKGYIENCSTPNTYICMQRTV

>Sequence ID 296: NKG2D Monomer Nucleotide Sequence

TTTCTGAATAGCCTGTTCAACCAGGAGGTGCAGATCCCACTGACCGAGAGCTATTGTGGACCTTGTCCTAAGAACTGGATCTGTTA
CAAGAACAACTGCTACCAGTTCTTCGACGAGAGCAAGAATTGGTATGAAAGCCAGGCCAGCTGCATGAGCCAAAACGCCTCTCTGC
TGAAGGTGTACTCCAAAGAAGATCAGGACCTGCTGAAGCTGGTGAAGTCCTACCACTGGATGGGCCTGGTGCACATCCCAACCAAC
GGCAGCTGGCAGTGGGAAGACGGCAGCATCCTGAGCCCTAACCTGCTGACAATCATTGAGAT GCAGAAAGGCGACTGCGCCCTGTA
CGCCAGTTCTTTTAAGGGCTACATCGAAAACTGTAGCACCCCTAACACCTACATCTGCATGCAGAGAACAGTG

>Sequence ID 297: SI-75XM9 chain A amino acid segquence

QVOLQESGGRLVQPGEPLSLTCKTSGIDLS SNAIGWVRQAPGKGLEWIGVIFGSGNTYYASWAKGRFTISRSTSTVYLKMNSLRSE
DTAIYYCARGGYSSDIWGQGTLVTVSSASTKGPSVEFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALT SGVHTFPAVLOS
SGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAPEAAGGPSVFLEPPKPKDTLMI SRTPEVTCVVVD
VSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHODWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTL
PPSQEEMTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSRLTVDKSRWQEGNVFSCSVMHEALHNHYT
QKSLSLSLG

>Sequence ID 298: SI-75XM9 chain A nucleotide sequence

CAAGTGCAGTTGCAAGAAAGTGGTGGTAGACTGGTTCAGCCTGGTGAACCCTTGTCACTGACGTGTAAAACAAGCGGCATTGATCT
GTCCTCTAACGCCATCGGATGGGTCCGACAGGCCCCAGGAAAAGGT CTGGAGTGGATCGGAGTTATCTTCGGGAGCGGCAATACAT
ACTACGCAAGCTGGGCAAAAGGGCGATTTACGATAT CACGGAGCACCTCTACAGTTTATTTGAAAATGAACTCCCTCCGGTCCGAG
GATACCGCGATATATTACTGTGCCAGAGGGGGGTACTCCTCTGATATCTGGGGGCAGGGTACACTGGTTACAGTTTCATCCGCTAG
CACCAAGGGACCCTCTGTGTTTCCTCTGGCTCCTTGCTCCAGATCCACCTCCGAGTCTACAGCTGCTCTGGGCTGCCTGGTCAAGG
ACTACTTTCCTGAGCCTGTGACCGTGTCCTGGAACTCTGGCGCTCTGACATCTGGCGTGCACACCTTTCCAGCTGTGCTGCAGTCC
TCCGGCCTGTACTCTCTGTCCTCTGTCGTGACCGTGCCTTCCTCTAGCCTGGGCACCAAGACCTACACCTGTAATGTGGACCACAA
GCCTTCCAACACCAAGGTGGACAAGCGCGTGGAATCTAAGTACGGCCCTCCTTGTCCTCCATGTCCTGCTCCAGAAGCTGCTGGCG
GCCCATCCGTGTTTCTGTTCCCTCCAAAGCCTAAGGACACCCTGATGATCTCTCGGACCCCTGAAGTGACCTGCGTGGTGGTGGAT
GTGTCCCAAGAGGATCCCGAGGTGCAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAGACCAAGCCTAGAGAGGA
ACAGTTCAACTCCACCTACAGAGTGGTGTCCGTGCTGACCGTGCTGCACCAGGATTGGCTGAACGGCAAAGAGTACAAGT GCAAGG
TGTCCAACAAGGGCCTGCCTTCCAGCATCGAAAAGACCATCTCCAAGGCCAAGGGCCAGCCTAGGGAACCCCAGGTTTACACCCTG
CCTCCAAGCCAAGAGGAAATGACCAAGAACCAGGTGTCCCTGTCCTGCGCCGTGAAGGGCTTCTACCCTTCCGATATCGCCGTGGA
ATGGGAGAGCAATGGCCAGCCTGAGAACAACTACAAGACAACCCCTCCTGTGCTGGACTCCGACGGCTCCTTCTTCCTGGTGTCCC
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GCCTGACCGTGGACAAGTCCAGATGGCAAGAGGGCAACGTGTTCTCCTGCTCCGTGATGCACGAGGCCCTGCACAATCACTACACC
CAGAAGTCCCTGTCTCTGTCCCTGGGATGA

>Sequence ID 299: SI-75XM9 chain B amino acid sequence

QSALTQPASVSGSPGQSITISCTGTSSDVGGYNFVSWYQQHPGKAPKLMIYDVSDRPSGVSDRESGSKSGNTASLIISGLQADDEA
DYYCSSYGSSSTHVIFGGGTKVTVLGGGGSGGGGSGGGGSGGGGSQVQLOESGGGLVKPGGSLSLSCAASGFTEFSSYWMSWVRQAP
GKGLEWVANINRDGSASYYVDSVKGRFTISRDDAKNSLYLOMNSLRAEDTAVYYCARDRGVGYFDLWGRGTLVTVSSGGGGSGGGG
SDPQLTQSPSSLSATVGORVTINCQOSSQSVAKNNNLAWFQOKPGKPPKLLIYSASTLAAGVPSRFSGSGSGTQFTLTITRVQSEDFE
ATYYCSARDSGNIQSFGGGTRVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEFYPREAKVOWKVDNALQSGNSQESVTEQDS
KDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGGGPPCPPCPAPEAAGGP SVFLFPPKPKDTLMISRTPEVT
CVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHODWLNGKEYKCKVSNKGLPSSIEKTI SKAKGQPREP
QVYTLPPSQEEMTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVESCSVMHEAL
HNRFTQKSLSLSLG

>Sequence ID 300: SI-75XM9 chain B nucleotide seguence

CAGTCTGCCCTGACTCAGCCTGCCTCCGTGTCTGGGTCTCCTGGACAGTCGATCACCATCTCCTGCACTGGAACCAGCAGTGACGT
TGGTGGTTATAACTTTGTCTCCTGGTACCAACAACACCCAGGCAAAGCCCCCAAACTCATGATCTATGATGTCAGTGATCGGCCCT
CAGGGGTGTCTGATCGCTTCTCCGGCTCCAAGTCTGGCAACACGGCCTCCCTGATCATCTCTGGCCTCCAGGCTGACGACGAGGCT
GATTATTACTGCAGCTCATATGGGAGCAGCAGCACTCATGTGATTTTCGGCGGAGGGACCAAGGTGACCGTCCTAGGCGGTGGCGG
TAGTGGGGGAGGCGGTTCTGGCGGCGGAGGGTCCGGCGGTGCAGGATCACAGGTGCAATTGCAGGAGT CGGGGGGAGGCCTGGTCA
AGCCTGGAGGGTCCCTGAGCCTCTCCTGTGCAGCCTCTGGATTCACCTTTAGTAGTTATTGGATGAGCTGGGTCCGCCAGGCTCCA
GGGAAGGGGCTGGAGTGGGTGGCCAACATAAACCGCGATGGAAGTGCGAGTTACTATGTGGACTCTGTGAAGGGCCGATTCACCAT
CTCCAGAGACGACGCCAAGAACTCACTGTATCTGCAAATGAACAGCCTGAGAGCTGAGGACACGGCTGTGTATTACTGTGCGAGAG
ATCGTGGGGTGGGCTACTTCGATCTCTGGGGCCGTGGCACCCTGGTCACCGTCTCGAGTGGCGGTGGAGGGTCCGGCGGTGGTGGA
TCAGATCCTCAATTGACCCAGTCCCCTAGTAGCCTTTCTGCAACCGTGGGCCAGAGGGTAACAATCAATTGCCAGTCAAGCCAGTC
CGTAGCGAAGAATAATAATTTGGCATGGTTCCAACAAAAACCGGGTAAACCTCCTAAACTCCTTATCTACTCAGCTTCAACCCTTG
CCGCGGGTGTGCCCAGCCGGTTCTCAGGCTCAGGTTCCGGGACTCAATTTACACTTACCATCACTCGCGTCCAAAGTGAGGATTTT
GCAACCTACTATTGTTCTGCACGGGATTCCGGGAACATACAGTCCTTTGGGGGTGGAACTCGGGTGGAGATAAAACGTACGGTGGC
TGCACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCT
ATCCCAGAGAGGCCAAAGTACAGTGGAAGGTGGATAACGCCCTCCAATCGGGTAACTCCCAGGAGAGTGTCACAGAGCAGGACAGC
AAGGACAGCACCTACAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAGAAACACAAAGTCTACGCCTGCGAAGTCACL
CCATCAGGGCCTGAGCTCGCCCGTCACAAAGAGCTTCAACAGGGGAGAGTGTGGCGGCGGACCTCCTTGTCCTCCATGTCCTGCTC
CAGAAGCTGCTGGCGGCCCATCCGTGTTTCTGTTCCCTCCAAAGCCTAAGGACACCCTGATGATCTCTCGGACCCCTGAAGTGACC
TGCGTGGTGGTGGATGTGTCCCAAGAGGATCCCGAGGTGCAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAGAC
CAAGCCTAGAGAGGAACAGTTCAACTCCACCTACAGAGTGGTGTCCGTGCTGACCGTGCTGCACCAGGATTGGCTGAACGGCAAAG
AGTACAAGTGCAAGGTGTCCAACAAGGGCCTGCCTTCCAGCATCGAAAAGACCATCTCCAAGGCCAAGGGCCAGCCTAGGGAACCC
CAGGTTTACACCCTGCCTCCAAGCCAAGAGGAAATGACCAAGAACCAGGTGTCCCTGTGGTGCCTCGTGAAGGGCTTCTACCCTTC
CGATATCGCCGTGGAATGGGAGAGCAATGGCCAGCCTGAGAACAACTACAAGACAACCCCTCCTGTGCTGGACTCCGACGGCTCCT
TCTTCCTGTATTCCCGCCTGACCGTGGACAAGTCCAGATGGCAAGAGGGCAACGTGTTCTCCTGCTCCGTGATGCACGAGGCCCTG
CACAATCGCTTCACCCAGAAGTCCCTGTCTCTGTCCCTGGGATGA

>3equence ID 301: anti-CEA 656E11l CDR-H1 amino acid sequence
GTQYVC

>Sequence ID 302: anti-CEA 656E11l CDR-H2 amino acid sequence
CIYVDVANTYYATSVKG

>Sequence ID 303: anti-CEA 656E1l CDR-H3 amino acid sequence
HDTVCAGCGLDL

>3equence ID 304: anti-CEA 656E11l CDR-L1 amino acid sequence
OASENIYSNLA

>3equence ID 305: anti-CEA 656E11l CDR-L2 amino acid sequence

DASTLAS
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>3equence ID 306: anti-CEA 656E11l CDR-L3 amino acid sequence

QSTYYNNIIYGAA

>Sequence ID 307: anti-CD3

VIFPGIGNTYYASHAKS

>3equence ID 309: anti-CD3

>3equence ID 310: anti-CD3

anti-CD3

anti-CD3

283E3

T>Sequence ID 308: anti-CD3 283E3

283E3

283E3

283E3

283E3

(BSM/FRS)

(BSM/FRS)

(BSM/FRS)

(BSM/FRS)

(BSM/FRS)

(BSM/FRS)

CDR-H1 amino acid

CDR-H3

CDR-L1

CDR-L2

CDR-L3

>Sequence ID 313: human IgGl amino acid sequence

ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVN
HKPSNTKVDKRVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPS

amino

amino

amino

amino

CDR-H2 amino

acid

acid

acid

acid

PCT/US2021/022847

sequence

acid sequence

sequence

sequence

sequence

sequence

DIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVEFSCSVMHEALHNHYTQKSLSLSPG

>Sequence ID 314: human IgG4 amino acid segquence

ASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQOSSGLYSLSSVVTVPSSSLGTKTYTCNVD
HKPSNTKVDKRVESKYGPPCPSCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPR
EEQFNSTYRVVSVLTVLHODWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIA

VEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLG

114



