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FIG. 5
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FIG. 6
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FIG. 7
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FIG. 8
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FIG. 9

n=1 TCGTCGGAGGACGGGAGTTTCTCCT

n=2 TCGTCGGAGAGACGGGAGTTTCTCCT

n=3 TCGTCGGAGCAGACGGGAGTTTCTCCT (cis#3)

n=4 TCGTCGGAGCAGaACGGGAGTTTCTCCT

n=5 TCGTCGGAGCAGaaACGGGAGTTTCTCCT

n=6 TCGTCGGAGCAGaaaACGGGAGTTTCTCCT

n=7 TCGTCGGAGCAGaaaaACGGGAGTTTCTCCT

n=8 TCGTCGGAGCAGaaaaaACGGGAGTTTCTCCT

n=9 TCGTCGGAGCAGaaaaaaACGGGAGTTTCTCCT
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FIG. 10

SEAP activity, relative ratio

FIG. 11
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FIG. 12

COL1A1 cDNA, signal intensity
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