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Table 1. Expression of Cancer Signatures in Phagocytic Cells of Patients
with Ovarian Cancer

. Differentiation Immunologic Stimulation/
Patient Signatures Activation Signatures*
Genotype-Specific
Signatures pt | npt| Normal pt NP
Ovary

pt . - g
NPt - - -

Lt 0 S - i
OC cells + -] - + - -
Normal ovary + - | - + - -

L,tt 0 -] - 0 - -

* Expressed NOT as a consequence of phagocytosis of ovarian CTCs and/or other fragments thereof

* Expressed as a consequence of phagocytosis of ovarian CTCs and/or other fragments thereof
tPhagocytic cells {e.g., macrophages, monocytes, neutrophils)
¥ Non-phagocytic cells (e.g., T-cells, B-cells)

H List of signatures identified (e.g., using dChip software)

ocC
Specific
Signatures
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Table 2. Identification of cancer signatures acquired by phagocytic cells of BC-bearing mice

* List of signatures identified following genomic profiling

** Not Applicable

* Expressed as a consequence of phagocytosis of other-than breast CTCs andfor fragments thereof
*#Expressed as a consequence of phagocytosis of BC CTCs and/or fragments thereof

Tooic SHmulat
Mouse Differentiation Signatures Macrophage. !m{nuno' ogic Stimulation/ BC Specific Signatures
cell DNA Normal Cell Activation Signatures
€
Content| Genotype Macrophage Normal | Notconsequent Consequent Not consequent Consequent
Signatures phag Breast |to phagocytosis| to phagocytosis* | to phagocytosis | to phagocytosis?
>2n B NA™ QiR NA :
Macrophages o o =
2n c NA — NA -
L’ 0 0 0 QR 0
BC cells 22n Vo NA Ad Ky NA NA
Normal breast| 2n e NA “hydy Ky i NA NA —
L* 0 1] 0 0 0 0

ve/s
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Table 3. Yield and Quality of RNA
Obtained from Mouse WBC

Yield 28S/18S | RNA Integrity
(1ng) Ratio | Number (RIN)
Macrophage* | 053 +0.22 | 1.9+0.2 9.4 0.8
T cells* 0.42+0.20 | 1.9+03 8.4+0.9
Neutrophils* | 0.62+0.16 | 1.9+0.3 9.6 0.7

*Mean of = 6 cell preparations each.
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Table 5. Expression of cancer-related genes within phagocytic
neutrophils (N) and macrophages (M).

LNCaP LS174T B16F10 LLC1
Over- (human (human (mouse (mouse
expressed | prostate Ca.) colon Ca.) melanoma) lung Ca.)
Genes (nude mice) (nude mice) | (black mice) | (black mice)
M N M N M N M N
BAK1 - - - - - -
EGFR - - - - -
ERBB2 - + - - -
FOS - - - — - - -
JUN - - - - +
MAP2K1 - + - - - - - -
Mdm2 +
MMP2 - - - - - - -
PDGFB - + - - - - -
Plaur
RB1 - - - - - + -
SNCG - - - - - -
SERPINB2 + - + - - - - -
SPP1 - - - - - +
Total 12 3 7 3 4 1 2 2 5
Genes overexpressed 8 5 D) 6

in phagocytes (M+N):

Red = oncogenes; blue = tumor-specific genes; and black = tumor-related genes.

= gene acquired/expressed simultaneously by M and N.
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Table 6. Upregulated (>2-fold) cancer-related
genes in macrophages of ovarian cancer patient
__.Gene Symbol | Macrophages/T cells
CAKT1* | 482
APAF1 - 4.95
oA | 5.26
o cpczsa | 201
CDKN1A 4.57
ETS2 - 347
~ FOs 6.49
L8 3.62
ImGA4 | 688
 ITGAS - 353
ITGAV 2,50
~ JUN 3.01
- MAP2K1 3.09
NFKBIA 2.77
... PLAU 2.13 S
. PLAUR } 3879
... RAFT 813
..SERPINB2 | 837
LU SYK ) 2081
S nmepto 204
... INF 4375
. TNFRSF10B | 3.67
.. .TNFRSF1A . .6.96
* = oncogene
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