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Fig. 6

Real time PCR of DOR-mRNA in cultured Keratinocytes
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Fig. 7
Real time PCR of DOR-mRNA expression in cultured
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mRNA in cultured Fibroblasts

Real time PCR of DOR
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Fig. 9

Western-Blot (DOR) with human cultured keratinocytes
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Western-Blot (DOR) with human cultured fibroblasts
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Fig. 12a
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relative Erk phosphorylation in KC (pErk/Tubulin)
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Fig. 13a
KRT10
normalized to GFP day 0
101 :
Z W GFP cirl.
= - 23 -DOR ctrl.
>
<L
=
x
£
L4
=
©
e
Fig. 13b
Day 0 1 4 7

mock DOR mock DOR mock DOR mock DOR




WO 2014/112955 PCT/SG2014/000025

9/16
Fig. 14
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Fig. 17
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Fig. 19a
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Fig. 20b

Calcium Responses to FFA ‘
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C/R profiles for Thujone and FFA in primary Keratinocytes
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Fig. 21b

C/R profiles for Thujone and FFA in nTERT cells
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Fig. 22a
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Cyclopiazonic Acid Attenuates Agonist Responses
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Fig. 22d

Ryanodine Attenuates Agonist Responses
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