07P60wOsequencelisting.txt
SEQUENCE LISTING

<110> BOARD OF REGENTS, THE UNIVERSITY OF TEXAS SYSTEM
<120> ANTI-HUMAN SEMA4A ANTIBODIES USEFUL TO TREAT DISEASE
<130> 07P60w0 (MDA11-099)

<140>
<141>

<150> 61/543,877
<151> 2011-10-06

<160> 77
<170> PatentIn version 3.5

<210> 1
<211> 5
<212> PRT
<213> Mus sp.

<400> 1
Ser His Thr Met His
1 5

<210> 2
<211> 17
<212> PRT
<213> Mus sp.

<400> 2
Tyr Ile Asn Pro Ser Ser Gly Tyr Thr Asn Tyr Asn GIn Lys Phe Lys
1 5 10 15

Asp

<210> 3
<211> 8
<212> PRT
<213> Mus sp.

<400> 3
Trp Asp Tyr val Ala Leu Asp Tyr
1 5

<210> 4
<211> 136
<212> PRT
<213> Mus sp.

<400> 4
Met Glu Arg His Trp Ile Phe Leu Phe Leu Leu Ser val Thr Ala Gly
1 5 15

val His Ser Gln val Gln Leu GIn GIn Ser Gly Ala Glu Leu Ala Arg
Page 1



Ala
35

Pro Gly

Thr Ser

50

Glu Ile

65

Trp

Gln Lys Phe

Thr Ala Tyr

Tyr Tyr Cys

Thr
130

Gly Ser

<210> 5
<211> 408
<212> DNA
<213> Mus s

<400> 5
atggaaaggc

gtccagctgc
tgcaaggctt
ggacagggtc
cagaagttca
caactgagca
gttgctctgg
<210> 6
<211> 11
<212> PRT
<213> Mus s
<400> 6

1

<210> 7

20

Ser val

Ly

Thr Met Hi

Il
70

Gly Tyr

Lys Asp

85

Ly

Met Gln

100

Le

Ala Arg Tr

val Thr va

p.

actggatctt
agcagtctgg
ctggctacac
tggaatggat
aggacaaggc
gcctgacatc

actactgggg

p.

O7PgOWOsequence1isting.txt
5

S Met Ser
40

s Trp val

55

e Asn Pro

s Ala Thr
u Ser Ser
Tyr

p Asp

1 Ser
135

Ser

tctcttectg
ggctgaactg
ctttactagc
tggatacatt
cacattgact
tgaggactct

tcaaggaacc

Cys Lys Ala

Lys GIn Arg

Gly
75

Ser Ser

Thr Ala

90

Leu

Leu Thr Ser

105

val Ala Leu

ttgtcagtaa
gcaagacctg
cacacgatgc
aatcctagca
gcagacaaat
gcagtctatt

tcagtcaccg

Ser Ala Ser Gln Gly Ile Ser Asn Tyr Leu Asn
5

10

Page

30

Gly
45

Ser Tyr

Pro Gly Gln

60

Tyr Thr Asn

Asp Lys Ser

Glu Ser

110

Asp

Asp Tyr Trp

ctgcaggtgt
gggcctcagt
actgggtaaa
gtggttatac
cctccagcac
actgtgcaag

tctcctca

2

Thr Phe

Gly

Leu

Asn
80

Tyr

Ser Ser

95

Ala val

Gly Gln

ccactcccag
gaagatgtcc
acagaggcct
taattacaat
agcctacatg

atgggattac

60
120
180
240
300
360
408



<211>
<212>
<213>

<400>

7
PR

T

Mus sp.

7

Tyr Ile Ser Ser
1

<210>
<211>
<212>
<213>

<400>

8
9
PR

T

MUs sp.

8

Gln GIn Tyr Ser
1

<210>
<211>
<212>
<213>

<400>

9
12
PR

7
T

Mus sp.

9

Met Met Ser Ser

1

Gly Th

Ala Se

Ile Se
50

Lys Le

Arg Ph

Asn Le

Lys Le

<210>
<211>
<212>
<213>

<400>

r

r

r

u

e

u

u

10
38
DN

Arg

Leu

35

Asn

Leu

Ser

Glu

Pro
115

1
A

Cys

20

Gly

Tyr

Ile

Gly

Pro

100

Tyr

Mus sp.

10

Leu
5

Lys
5

Ala
5
Glu
Asp
Leu
Tyr
Ser
85

Glu

Thr

Leu

Gln

Arg

Asn

Tyr

Gly

Asp

Phe

Ser

Pro

Phe

Gln

val

Trp

55

Ile

Ser

Ile

Gly

07P60WOsequencelisting.txt

Tyr

Leu

Met

Thr

40

Tyr

Ser

Gly

Ala

Gly

Thr

Gly

Thr

25

Ile

Gln

Ser

Thr

Thr

105

Gly

Leu

10

Gln

Ser

Gln

Leu

Asp

90

Tyr

Thr

Leu Leu

Thr Thr

Cys Ser

Lys Pro

60

His Ser
75
Tyr Ser

Tyr Cys

Lys Leu

Page 3

Leu

Ser

Ala

45

Asp

Gly

Leu

Gln

Cys

Ser

30

Ser

Gly

val

Thr

Gln
110

Phe

15

Leu

Gln

Thr

Thr

Ile

95

Tyr

Lys

Gln

Ser

Gly

val

Ser

80

Ser

Ser



atgatgtcct
gagatccaga
atcagttgca
gatggaactg
aggttcagtg
gaagatattg
gggaccaagc
<210> 11
<211> 5
<212> PRT
<213>

<400> 11

ctgctcagtt
tgacacagac
gtgcaagtca
ttaaactcct
gcagtgggtc
ccacttacta

tggaaataaa

Mus sp.

?sp Tyr Ash Met Asp
5

<210> 12
<211> 17
<212> PRT
<213>

<400> 12

Mus sp.

07P60wOsequencelisting.txt

ccttggtctc
tacatcctcc
gggcattagc
gatctattac
tgggacagat
ttgtcagcag

a

ctgttgctct
ctgtctgect
aattatttaa
atatcaagtt
tattctctca

tatagtaagc

gttttcaagg
ctctgggaga
actggtatca
tacactcagg
ccatcagcaa

ttccgtacac

taccagatgt
cagagtcacc
gcagaaacca
agtcacatca

cctggaacct

gttcggaggg

Asp Ile Asn Pro Lys Tyr Asp Ser Thr Thr Tyr Asn Gln Lys Phe Lys
1 5 10 15

Gly

<210> 13
<211> 16
<212> PRT
<213>

<400> 13

Mus sp.

Glu Arg Gly Ser Tyr Asp Tyr Asp Gly Thr Pro Tyr Ala Met Asp Tyr
1 5 10 15

<210> 14

<211> 144
<212> PRT
<213>

<400> 14

Mus sp.

Met Glu Trp Ser Trp Ile Phe Leu Phe Leu Leu Ser Gly Thr Ala Gly
1 5 15

val Leu Ser Glu val GIn Leu Gln Gln Phe Gly Ala Glu ggu val Lys

20

25

Page 4

60
120
180
240
300
360
381



Ala
35

Pro Gly

Thr Asp

50

Tyr

Glu
65

Trp

Gln Lys Phe

Thr Ala Tyr

Tyr

Tyr

Ala
130

Tyr

<210>
<211>
<212>
<213> Mus s

<400> 15
atggaatgga

15
432
DNA

gtccagctgc
tgcaaggctt
ggaaagagcc
cagaagttca
gagctccgca
tcctatgatt
accgtctcct
<210>
<211>
<212>
<213>

<400>

16

17
PRT
Mus s

16

Ser val

Ash Met
Gly

Asp

Gly
85

Lys

Met Glu

100

Ala Arg

Asp Tyr

p.

gctggatctt
aacagtttgg
ctggctacac
ttgagtggat
agggaaaggc
gcctgacatc
acgacgggac

ca

p.

Lys

Asp

Ile

70

Lys

Leu

Glu

Trp

07P60wOsequencelisting.txt

Trp val

55

Ash Pro

Ala Thr

Arg Ser

Arg Gly

Gly Gln

tctctttctc
agctgagctg
attcactgac
tggagatatt
cacattgacc
tgaggacact

tccctatget

Ser Cys Lys Ala Ser Gly
40

Lys Gln Ser

Lys Tyr Asp

75

Thr Ala

90

Leu

Leu Thr Ser

105

Ser Tyr Asp

Gly Thr Ser

ctgtcaggaa
gtgaagcctg
tacaacatgg
aatcctaagt
gcagacaagt
gcagtctatt

atggactact

Lys Ser Ser GIn Ser Leu Leu Tyr Ser Ser Asnh
1 5 10

Ala

Page

Tyr
45

His Gly

60

Lys

Ser Thr Thr

Asp Lys Ser

Thr
110

Glu Asp

Tyr Asp Gly

val Thr val

140

ctgcaggtgt
gggcttcagt
actgggtgaa
atgatagtac
cctccagcac
actgtgcaag

ggggtcaagg

Arg Lys Asnh

Thr Phe

Leu

Ser

Asn
80

Tyr

Ser Ser

95

Ala val

Thr Pro

Ser Ser

cctctctgag
gaagatatcc
gcagagccat
tacctacaac
agcctacatg
agagaggggc

aacctcagtc

Tyr Leu
15

60
120
180
240
300
360
420
432



<210> 17

<211> 7

<212> PRT
<213> Mus sp.

<400> 17

Trp Ala Ser Thr
1

<210> 18

<211> 9

<212> PRT
<213> Mus sp.

<400> 18

Gln Gln Tyr Tyr

1

<210> 19

<211> 133
<212> PRT
<213> Mus sp.

<400> 19

Met Asp Ser Gln

1

Gly Thr

val Ser

Leu Leu

50

Lys Pro

Glu Ser

Phe Thr

Tyr Cys

Lys Leu
130

Cys

val

35

Tyr

Gly

Gly

Leu

Gln

115

Glu

Gly

20

Gly

Ser

Gln

val

Thr

100

Gln

Ile

Arg

Thr

Ala

Asp

Glu

Ser

Ser

Pro

85

Tyr

Lys

Glu

Tyr

Gln

Ile

Lys

Asn

Pro

70

Asp

Ser

Tyr

Ser

Pro

val

val

val

Arg

55

Lys

Arg

Ser

Thr

07P60WOsequencelisting.txt

Arg

Leu

Met

Thr

40

Lys

Leu

Phe

val

Tyr
120

Thr

Met

Ser

25

Met

Asn

Leu

Thr

Lys

105

Pro

Leu

10

Gln

Ser

Tyr

Ile

Gly

90

Ala

Arg

Leu Leu

Ser Pro

Cys Lys

Leu Ala

60

Tyr Trp
75
Ser Gly

Glu Asp

Thr Phe

Page 6

Leu

Ser

Ser

45

Trp

Ala

Ser

Leu

Gly

Trp

Ser

30

Ser

Tyr

Ser

Gly

Ala

110

Gly

val

15

Leu

Gln

Gln

Thr

Thr

95

val

Gly

Ser

Ala

Ser

Gln

Arg

80

Asp

Tyr

Thr



<210> 20

<211> 399

<212> DNA

<213> Mus sp.

<400> 20

atggattcac aggcccaggt
gacattgtga tgtcacagtc
atgagctgca agtccagtca
tggtaccagc agaaaccagg
gaatctgggg tccctgatcg
atcagcagtg tgaaggctga
cctcggacgt tcggtggagg
<210> 21

<211> 5

<212> PRT

<213> Mus sp.

<400> 21

Ser Tyr Trp val Asn
1 5

<210> 22
<211> 17
<212> PRT
<213>

<400> 22

Mus sp.

07P60wOsequencelisting.txt

tcttatgtta
tccatcctcc
gagcctttta
gcagtctcct
cttcacaggc
agacctggca

caccaagctg

ctgctgctat
ctagctgtgt
tatagtagca
aaactgctga
agtggatctg
gtttattact

gaaatcaaa

gggtatctgg
cagttggaga
atcgaaagaa
tttactgggc
ggacagattt

gtcagcaata

tacctgtggg
gaaggttact
ctacttggcc
gtccactagg
cactctcacc

ttatacctat

Glu ITe Asn Pro Ser Asn Gly Arg Thr Asp Tyr Asn Glu Lys Phe Lys
1 10

Ser

<210> 23
<211> 7
<212>
<213>

<400> 23

PRT

5

Mus sp.

Gly Leu Asp Tyr Phe Asp Tyr
1 5

<210> 24

<211> 135
<212> PRT
<213>

<400> 24

Mus sp.

15

Met Gly Trp Ser Tyr Ile Ile Leu Phe Leu val Ala Thr Ala Thr Asp

Page

7

60
120
180
240
300
360
399



val His Ser

Ala
35

Pro Gly

Thr Ser

50

Tyr

Glu
65

Trp

Glu Lys Phe

Thr Ala Tyr

Tyr

Tyr

Thr
130

Thr

<210>
<211>
<212>
<213> Mus s

<400> 25
atgggatgga

gtccaactgc

25
405
DNA

tgcaaggctt
ggacaaggcc
gagaagttca
caattcagca
tactttgact
<210>
<211>
<212>
<213>

<400>

26
11
PRT
Mus s

26

Gln val G]

20

Ser val

Ly

Trp val As

Il
70

Gly Glu

Ser
85

Lys Ly

Met Gln Ph

100

Ala Gly GI

Thr val Se

p.

gctatatcat
agcagcctgg
ctggctacac
ttgagtggat
agagcaaggc
gcctgacatc

attggggcca

p.

O7P60woi8quence1isting

h Leu Gln

Ser
40

S Leu

h Trp val

55

e Asn Pro

s Ala Ile

e Ser Ser

y Leu Asp

r Ser
135

cctctttttg
ggctgaactg
cttcaccagc
tggagagatt
cataatgatt
tgaggactct

aggcaccact

Gln
25

Pro Gly

Cys Lys Ala

Lys GIn Arg

Gly
75

Ser Asn

Ile val

90

Met

Leu Thr Ser

105

Tyr Phe Asp

gtagcaacag
gtgaagcctg
tactgggtga
aatcctagca
gtagacaaat
gcggtctatt

ctcacagtct

Lys Ala Ser Glu Asn val Gly Thr Tyr val Ser

Page

LEXt

Ala Glu Leu

30

Gly
45

Ser Tyr

Pro Gly Gln

60

Arg Thr Asp

Asp Lys Ser

Glu Ser

110

Asp

Tyr Trp Gly

ctacagatgt
gggcttcagt
actgggtgaa
acggtcgtac
cttctagcac
actgtgcagg

cctca

8

15

val Lys

Thr Phe
Gly

Leu

Asn
80

Tyr

Ser Ser

95

Ala val

Gln Gly

ccactcccag
gaagctgtcc
gcagaggcct
tgactacaat

agcctatatg

gggactggac

60
120
180
240
300
360
405



<210> 27
<211> 7
<212> PRT

<213> Mus sp.

<400> 27
Gly Ala Ser
1

<210> 28
<211> 9
<212> PRT

Asn

<213> Mus sp.

<400> 28
Gly GIn Ser
1

<210> 29
<211> 127
<212> PRT

Tyr

<213> Mus sp.

<400> 29
Met Glu Ser
1

Gly Ala Asp

Met Ser val
35

val Gly Thr
50

Lys Leu Leu
Arg Phe Thr
ser val Gln
Ser Tyr Pro

115

<210> 30
<211> 381

Gln

Gly

20

Gly

Tyr

Ile

Gly

Ala

100

Phe

Arg

Ser

val

Tyr

Ser

85

Glu

Thr

Tyr

TYyr

Leu

Ile

Arg

Ser

Gly

70

Gly

Asp

Phe

Thr

Pro

val

val

val

Trp

55

Ala

Ser

Leu

Gly

O7P60w0i8quence1isting.txt

Phe

Phe

Met

Thr

40

Tyr

Ser

Ala

Ala

Ser
120

Thr

Ile

Thr

25

Leu

GIn

Asn

Thr

Ser

10

Gln

Ser

Gin

Arg

Asp

90

Tyr

Thr

Ile Leu

Ser Pro

Cys Lys

Lys Pro

60

Tyr Thr
75
Phe Thr

His Cys

Ser Leu

Page 9

Leu

Lys

Ala

45

Asp

Gly

Leu

Gly

Glu

Trp

Ser

30

Ser

GIn

val

Thr

Gln
110

Leu

15

Met

Glu

Ser

Pro

Ile

95

Ser

Lys

Tyr

Ser

Asn

Pro

Asp

80

Ser

Tyr



<212> DNA

<213> Mus sp.

<400> 30
atggaatcac

aacattgtaa
ttgagctgca
gaccagtctc
cgcttcacag
gaagaccttg
gggacaagtt
<210> 31

<211> 16

<212> PRT
<213>

<400> 31

Lys Ser Ser Gln Ser Leu
1

<210> 32
<211> 7
<212> PRT
<213>

<400> 32
1
<210> 33
<211> 9
<212> PRT
<213>

<400> 33

Cys GIn Gly Thr His Phe
1 5

<210> 34

<211> 132
<212> PRT
<213>

<400> 34

Met Met Ser Pro Ala Gln
1

Glu Ala Asn Gly Ala val

agactctggt
tgacccaatc
aggccagtga
ctaaactgct
gcagtggatc
cagattatca

tggaaataaa

Mus sp.

5

Mus sp.

Leu val Ser Lys Leu Asp
5

Mus sp.

Mus sp.

5

20

07P60wOsequencelisting.txt

cttcatatcc

tcccaaatcc
gaatgtgggt
gatatacggg
tgcaacagat
ctgtggacag

a

Leu

Ser

Pro

Phe

val

atactgctct
atgtccatgt
acttatgtat
gcatccaacc
ttcactctga

agttacagct

Asp Arg Asp Gly
10

Phe Thr

25

ggttatatgg
cagtaggaga
cctggtatca
ggtacactgg
ccatcagcag

atccattcac

tgctgatggg
gagggtcacc
acagaaacca
ggtccccgat
tgtgcaggct
gttcggctcg

Lys Thr Tyr Leu Asn

pPage 10

15

Leu Phe Leu Leu Vval Leu Trp Ile Arg
15

Met Thr Gln Thr Pro Leu Thr Leu Ser

60
120
180
240
300
360
381



Ile
35

val Thr

Leu
50

Leu Asp

Pro Gly Gln

65

Ser Gly val

Thr Leu Lys

Gln
115

Cys Cys

Glu
130

Leu

<210>
<211>
<212>
<213> Mus s

<400> 35
atgatgagtc

35
396
DNA

gctgttgtga
atctcttgca
ttgttacaga
tctggagtcc
agcagagtgg
ttcacgttcg

<210> 36
<211> 5
<212> PRT
<213>

<220>
<223>
pepti

<400> 36
ier His Thr

Gly Gln

Arg Asp

Ser Pro

Pro Asp

85

Ile
100

Ser

Gly Thr

Lys

p.

ctgcccagtt
tgacccagac
agtcaagtca
ggccaggcca
ctgacaggtt
aggctgagga
gctcggggac

de

Met His
5

Pro

Gly

Arg

Arg

His

07P60wOsequencelisting.txt

Ala
40

Thr

Arg Leu

Phe Thr

val Glu

Phe Pro

120

cctgtttctg
tccactcact
gagcctctta
gtctccaaag
cactggcagt
tttgggagtt

aaagttggaa

Artificial Sequence

Ser Ile Ser Cys Lys Ser
45

Tyr Leu Asn

Ile Leu

75

Tyr

Ser Gly

90

Gly

Ala Glu

105

Asp

Phe Thr Phe

ttagtgctct
ttgtcggtta
gatcgtgatg
cgcctaatct
ggatcaggga
tattattgct

ataaaa

Ser

Trp Leu Leu

60

val Ser Lys

Ser Gly Thr

val
110

Leu Gly

Gly Ser Gly

125

ggattcggga

ccattggaca
gaaagacata
atctggtgtc
cagatttcac

gtcaaggtac

Description of Artificial Sequence: Synthetic

Page 11

Gln Ser

Gln Arg

Leu Asp

80

Asp Phe

95

Tyr Tyr

Thr Lys

agccaacggt
accagcctcc
tttgaattgg
taaactggac
actgaaaatc

acattttcca

60
120
180
240
300
360
396



07P60wOsequencelisting.txt
<210> 37
<211> 17
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 37
Tyr Ile Asn Pro Ser Ser Gly Tyr Thr Asn Tyr Asn GIn Lys Phe Lys
1 5 10 15

Asp

<210> 38

<211> 8

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 38
Trp Asp Tyr val Ala Leu Asp Tyr
1 5

<210> 39

<211> 117

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 39
Gln val Gln Leu val GIn Ser Gly Ala Glu val Lys Lys Pro Gly Ala
1 5 10 15

Ser val Lys val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser His
20 25 30

Thr Met His Trp val Arg Gln Ala Pro Gly GIn Arg Leu Glu Trp Ile
35 40 45

Gly Tyr Ile Asn Pro Ser Ser Gly Tyr Thr Asn Tyr Asn Gln Lys Phe
50 55 60

Lys Asp Lys Ala Thr Leu Thr Ala Asp Thr Ser Ala Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
Page 12



85

O7P60w038quence1isting.txt

95

Ala Arg Trp Asp Tyr val Ala Leu Asp Tyr Trp Gly Gln Gly Thr Leu
100 105 110

val Thr val Ser Ser
115

<210> 40
<211> 443
<212> DNA
<213> Artificial Sequence
<220>
<223>

polynucleotide
<400> 40
actagtacca ccatggaaag gcactggatc
gtccactccc aggtccagct tgtgcagtct
gtgaaggttt cctgcaaggc ttctggatac
cgccaggccc ccggacaaag gcttgagtgg
actaattaca atcagaagtt caaggacaag
acagcctaca tggagctgag cagcctgaga
aggtgggatt acgttgctct ggactactgg
ggtgagtctg tgtactgaag ctt
<210> 41
<211> 136
<212> PRT
<213> Artificial Sequence
<220>
<223> Description of Artificial

polypeptide
<400> 41

1

Met Glu Arg His Trp Ile Phe Leu
5

val His Ser Gln val Gln Leu val

20

Pro Gly Ala Ser val Lys val Ser

35

40

Thr Ser His Thr Met His Trp val

50

55

Cys

Arg

tttctcttcc
ggggctgagg
accttcacta
attggataca
gccaccctta

tctgaagaca

ggccagggaa

Description of Artificial Sequence: Synthetic

tgttgtcagt
tgaagaagcc
gccacaccat
ttaatcctag
ccgccgacac
ccgctgtgta

ccctggtcac

Sequence: Synthetic

Phe
10

Gln
25

45

60

Page 13

gactgcaggt
tggggcctca
gcactgggtg
cagtggttat
atccgccagce
ttactgtgcc

cgtctcctca

Leu Leu Ser val Thr Ala Gly

15

Ser Gly Ala Glu val Lys Lys
30
Lys Ala Ser Gly Tyr Thr Phe

Gln Ala Pro Gly Gln Arg Leu

60
120
180
240
300
360
420
443



07P60WOsequencelisting.txt

Glu Trp ITe Gly Tyr Ile Asn Pro Ser Ser Gly Tyr Thr Asn Tyr Asn
65 70 75 80

GIn Lys Phe Lys Asp Lys Ala Thr Leu ggr Ala Asp Thr Ser Ala Ser
85

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val
100 105 110

Tyr Tyr Cys Ala Arg Trp Asp Tyr val Ala Leu Asp Tyr Trp Gly Gln
115 120 125

Gly Thr Leu val Thr val Ser Ser
130 135

<210> 42

<211> 5

<212> PRT

<213> Artificial Sequence

<220>
<223> pescription of Artificial Sequence: Synthetic
peptide

<400> 42
Ser His Thr Met His
1 5

<210> 43

<211> 17

<212> PRT

<213> Artificial Sequence

<220>
<223> pescription of Artificial Sequence: Synthetic
peptide

<400> 43
Tyr Ile Asn Pro Ser Ser Gly Tyr Thr Asn Tyr Asn Gln Lys Phe Lys
1 5 10 15

Asp

<210> 44

<211> 8

<212> PRT

<213> Artificial Sequence

<220>
<223> pescription of Artificial Sequence: Synthetic
peptide

<400> 44
Page 14



<210> 45
<211> 11
<212> PR

<213>

<220>

<223>

Ser

Thr

Gly

Ala

val

7
T

polypeptide

<400> 45
Gln val Gln Leu
1

val

Met

Tyr

50

Asp

Glu

Arg

Thr

<210> 46
<211> 44
<212> DN

<213>

<220>

<223>

<400> 46
actagtacca

Lys

His

35

Ile

Arg

Leu

Trp

val
115

3
A

gtccactccc

gtgaaggttt

cgccaggccc

val

20

Trp

Asn

Ala

Ser

ccatggaaag gcactggatc tttctcttcc tgttgtcagt gactgcaggt
aggtccagct tgtgcagtct ggggctgagg tgaagaagcc tggggcctca
cctgcaaggc ttctggatac accttcacta gccacaccat gcactgggtg

ccggacaaag gcttgagtgg attggataca ttaatcctag cagtggttat

val

5

Ser

val

Pro

Thr

Ser

85

Tyr

Ser

Gln

Cys

Arg

Ser

Leu

70

Leu

val

Artificial Sequence

Ser

Lys

Gln

Ser

55

Thr

Arg

Ala

Artificial Sequence

07P60wOsequencelisting.txt
Trp Asp Tyr val Ala Leu Asp Tyr
1 5

Description of Artificial

Gly

Ala

Ala

40

Gly

Ala

Ser

Leu

Sequence: Synthetic

Ala

Ser

25

Pro

Tyr

Asp

Glu

Glu

10

Gly

Gly

Thr

Thr

Asp

90

Tyr

val

Tyr

Gln

Asn

Ser

75

Thr

Trp

Lys

Thr

Arg

Tyr

60

Ala

Ala

Gly

Page 15

Lys

Phe

Leu

45

Asn

Ser

val

Gln

Description of Artificial Sequence: Synthetic
polynucleotide

Pro

Thr

30

Glu

Gln

Thr

Tyr

Gly
110

Gly

15

Ser

Trp

Lys

Ala

Tyr

95

Thr

Ala

His

Ile

Phe

Tyr

80

Cys

Leu

60
120
180
240



07P60wOsequencelisting.txt
actaattaca atcagaagtt caaggacaga gccaccctta ccgccgacac atccgccagce
acagcctaca tggagctgag cagcctgaga tctgaagaca ccgctgtgta ttactgtgcec
aggtgggatt acgttgctct ggactactgg ggccagggaa ccctggtcac cgtctcctca

ggtgagtctg tgtactgaag ctt

<210> 47

<211> 136

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 47
Met Glu Arg His Trp Ile Phe Leu Phe Leu Leu Ser val Thr Ala Gly
1 5 10 15

val His Ser GIn val GIn Leu val Gln Ser Gly Ala Glu val Lys Lys
20 25 30

Pro Gly Ala Ser val Lys Vval Ser Cys Lys Ala Ser Gly Tyr Thr Phe
35 40 45

Thr Ser His Thr Met His Trp val Arg GIn Ala Pro Gly GIn Arg Leu
50 55 60

Glu Trp Ile Gly Tyr Ile Asn Pro Ser Ser Gly Tyr Thr Asn Tyr Asn
65 70 75 80

Gln Lys Phe Lys Asp Arg Ala Thr Leu Thr Ala Asp Thr Ser Ala Ser
85 90 95

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val
100 105 110

Tyr Tyr Cys Ala Arg Trp Asp Tyr val Ala Leu Asp Tyr Trp Gly Gln
115 120 125

Gly Thr Leu val Thr val Ser Ser
130 135

<210> 48

<211> 11

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
Page 16
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<400>

07P60wOsequencelisting.

peptide
48

Ser Ala Ser Gln Gly Ile Ser Asn Tyr Leu Asn
1 5 10

<210>
<211>
<212>
<213>

<220>
<223>

<400>

49

7

PRT

Artificial Sequence

Description of Artificial Sequence: Synthetic
peptide

49

Tyr Ile Ser Ser Leu His Ser
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

50

9

PRT

Artificial Sequence

Description of Artificial Sequence: Synthetic
peptide

50

Gln GIn Tyr Ser Lys Leu Pro Tyr Thr
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

51
107
PRT
Artificial Sequence

Description of Artificial Sequence: Synthetic
polypeptide

51

Asp Ile GIn Met Thr Gln Ser Pro Ser Ser Leu Ser Ala
1 5

10

Asp Arg val Thr ITe Thr Cys Ser Ala Ser Gln Gly Ile
20

25

Leu Asn Trp Tyr GIn Gln Lys Pro Gly Lys val Pro Lys
35

40 45

Tyr Tyr Ile Ser Ser Leu His Ser Gly val Pro Ser Arg
50

55

Ser Gly Ser Gly Thr Asp Tyr Thr Leu Thr Ile Ser Ser

65

70 75
Page 17

txt

Ser

Ser

30

Leu

Phe

Leu

val

15

Asn

Leu

Ser

Gln

Gly

Tyr

Ile

Gly

Pro
80



07P60wOsequencelisting.txt

Glu Asp val Ala Thr Tyr Tyr Cys Gln Gln Tyr Ser Lys Leu Pro Tyr
85 90

Thr Phe Gly Gly Gly Thr Lys val
100

<210> 52

<211> 415
<212> DNA
<213>

<220>
<223>

polynucleotide

<400> 52
gctagcacca

accagatgtg
agagtcacca
cagaaaccag
gtcccatctc
ctgcagcctg
ttcggcggag
<210> 53
<211> 126
<212> PRT
<213>

<220>
<223>

ccatgtcctc
acatccagat
tcacttgcag
ggaaagttcc
ggttcagtgg
aagatgttgc

ggaccaaagt

polypeptide

<400> 53

Artificial Sequence

tgctcagttc
gacccagtct
tgcaagtcag
taagctcctg
cagtggatct
aacttattac

ggagatcaaa

Artificial Sequence

Description of Artificial

Met Ser Ser Ala Gln Phe Leu Gly
1 5

Thr Arg Cys Asp Ile Gln Met
20
Ser val Gly Asp Arg val Thr
35

Ser Asn Tyr Leu Asn Trp Tyr
50 55

65

Leu Leu Ile Tyr Tyr Ile Ser
70

Thr

Ile

40

Gln

Ser

Thr

Glu ITe Lys
105

cttggtctcc
ccatcctccc
ggcattagca
atctattaca
dgggacagatt
tgtcaacagt

cgtaagtgca

Description of Artificial Sequence: Synthetic

tgttgctctg
tgtctgcatc
attatctgaa
tctcaagtct
atactctcac
atagtaagct

ctttcctaag

Sequence: Synthetic

Leu Leu
10

Leu

Gln
25

Ser Pro

Gln

Lys Pro

His Ser
75

Leu

Cys Ser Ala Ser

Leu Cys

Ser Ser
30

45

Gly Lys
60

Gly val

Page 18

Phe

Leu

Gln

val

Pro

95

ttttcaagga
tgtgggagac
ctggtatcag
gcactcaggg
catcagcagc
gccgtacacc

aattc

Gln
15

Gly

Ser Ala

Gly 1le

Pro Lys

Ser Arg

80

60
120
180
240
300
360
415



07P60WOsequencelisting.txt

Phe Ser Gly Ser Gly Ser Gly Thr Asp Tyr Thr Leu Thr Ile Ser Ser
85 90 95

Leu Gln Pro Glu Asp val Ala Thr Tyr Tyr Cys Gln Gln Tyr Ser Lys
100 105 110

Leu Pro Tyr Thr Phe Gly Gly Gly Thr Lys val Glu Ile Lys
115 120 125

<210> 54

<211> 5

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 54
Asp Tyr Asn Met Asp
1 5

<210> 55

<211> 17

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 55
Asp Ile Asn Pro Lys Tyr Asp Ser Thr Thr Tyr Asn Gln Lys Phe Lys
1 5 10 15

Gly

<210> 56

<211> 16

<212> PRT

<213> Artificial Sequence

<220> ) )
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 56
Glu Arg Gly Ser Tyr Asp Tyr Asp Gly Thr Pro Tyr Ala Met Asp Tyr
1 5 10 15

<210> 57
<211> 125
<212> PRT
Page 19



07P60wOsequencelisting.txt

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic

polyp

<400> 57
§1n val Gln

Ser val Lys

Ash Met Asp

35

Gly Asp 1Ile

50

Gly Lys

Glu Leu

Ala Arg Glu

Asp Tyr

<210>
<211>
<212>
<213>

<220>
<223>

58
468
DNA

polyn

<400> 58
actagtacca

gtcctctctc
gtgaaagttt
cgccaggccc
actacctaca

acagcctaca

agggagaggg

eptide

Leu
5

val
20

Ser
Trp val
Asn Pro
Thr

Ala

Ser
85

Ser

Gly

Gln

ucTleotide

ccatggaatg
aggtccagct
cctgcaaggc
ccggacaaag
accagaagtt
tggagctcag

gctcctatga

val Gln

Cys

Arg

Lys

Leu

70

Leu

Ser

Gly

Ser Gly

Ala

Lys

Ala
40

Gln

Tyr
55

Asp

Thr Ala

Arg Ser

Tyr Asp

Thr Leu

120

Artificial Sequence

gagctggatc
tgtgcagtct
ttctggatac
gcttgagtgg
caagggaaag
cagcctgaga

ttacgacggg

Ala Glu val
10

Ser Gly

25

Tyr

Pro Gly Gln

Ser Thr Thr

Thr Ser

75

Asp

Glu Asp Thr

90

Asp Gly

Thr val

tttctctttc
ggggctgaag
accttcactg
attggagata
gccaccctta
tctgaagaca

actccctatg

Lys Lys Pro

Thr
30

Thr Phe

Leu Glu

45

Arg

Asn Gln

Ser Thr

Ala val Tyr

Thr Pro Tyr

Ser
125

Ser

Description of Artificial Sequence: Synthetic

tcctgtcagg
tgaagaagcc
actacaacat
ttaatcctaa
ccgcagacac
ccgctgtgta

ctatggacta

Page 20

Gly Ala

15

Asp Tyr

Trp Ile
Lys Phe
Ala

Tyr

Tyr
95

Cys

Ala Met

aactgcaggc
tggggcctca
ggactgggtg
gtatgatagt
atccgccagce

ttactgtgcc

ctggggccag

60
120
180
240
300
360
420



07P60WOsequencelisting.txt

ggaaccctgg tcaccgtctc ctcaggtgag tctgctgtac tgaagctt 468
<210> 59
<211> 144
<212> PRT
<213> Artificial Sequence
<220>
<223> pescription of Artificial Sequence: Synthetic
polypeptide
<400> 59
%et Glu Trp Ser Trp Ile Phe Leu Phe igu Leu Ser Gly Thr Ala Gly
5 15

val Leu Ser Gln val Gln Leu val GIn Ser Gly Ala Glu val Lys Lys
20 25 30

Pro Gly Ala Ser val Lys val Sgr Cys Lys Ala Ser Gly Tyr Thr Phe
35 4 45

Thr ASp Tyr Asnh Met Asp Trp val Arg Gln Ala 260 Gly GIn Arg Leu
5 55

Glu Trp Ile Gly Asp Ile Asn Pro Lys Tyr Asp Ser Thr Thr Tyr Asn
65 70 75 80

GIn Lys Phe Lys Gly Lys Ala Thr Leu Thr Ala Asp Thr Ser Ala Sser
85 90 95

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val
100 105 110

Tyr Tyr Cys Ala Arg Glu Arg Gly Ser Tyr Asp Tyr Asp Gly Thr Pro
115 120 125

Tyr Ala Met Asp Tyr Trp Gly Gln Gly Thr Leu val Thr val Ser Ser
130 135 140

<210> 60
<211> 5

<212> PRT

<213> Artificial Sequence

<220>
<223> pescription of Artificial Sequence: Synthetic
peptide

<400> 60
Asp Tyr Ash Met Asp
1 5

Page 21



<210>
<211>
<212>
<213>

<220>
<223>

<400>
Asp I1
1

Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Ar
1

<210>
<211>
<212>
<213>
<220>
<223>

<400>
Gln va
1

Ser Va
Ash Me
Gly As

50

Lys GI1

Met GI

61 07P60wOsequencelisting.txt
17

PRT

Artificial Sequence

Description of Artificial Sequence: Synthetic
peptide

61
e Ash Pro Lys Tyr Asp Ser Thr Thr Tyr Asn Gln Lys Phe Lys
5 10 15

62

16

PRT

Artificial Sequence

Description of Artificial Sequence: Synthetic
peptide

62

g Gly Ser Tyr Asp Tyr Asp Gly Thr Pro Tyr Ala Met Asp Tyr
5 10 15

63

125

PRT

Artificial Sequence

Description of Artificial Sequence: Synthetic

polypeptide

63

1T GlIn Leu val Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ala
5 10 15

T Lys val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr

20 25 30

t Asp Trp val Arg Gln Ala Pro Gly Gln Arg Leu Glu Trp Ile
35 40 45

p Ile Asn Pro Lys Tyr Asp Ser Thr Thr Tyr Asn GIn Lys Phe
55 60

y Arg Ala Thr Leu Thr Ala Asp Thr Ser Ala Ser Thr Ala Tyr
70 75 80

U Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
Page 22



85

O7P60w038quence1isting.txt

95

Ala Arg Glu Arg Gly Ser Tyr Asp Tyr Asp Gly Thr Pro Tyr Ala Met
100 105 110

Asp Tyr Trp Gly GIn Gly Thr Leu val Thr val Ser Ser
115 120

<210> 64

<211> 468
<212> DNA
<213>

<220>
<223>

polynucleotide

<400> 64
actagtacca

gtcctctctc
gtgaaagttt
cgccaggccc
actacctaca
acagcctaca
agggagaggg
ggaaccctgg
<210> 65
<211> 144
<212> PRT
<213>

<220>
<223>

ccatggaatg
aggtccagct
cctgcaaggc
ccggacaaag
accagaagtt
tggagctcag
gctcctatga

tcaccgtctc

polypeptide

<400> 65
1

Artificial Sequence

gagctggatc
tgtgcagtct
ttctggatac
gcttgagtgg
caagggaaga
cagcctgaga
ttacgacggg

ctcaggtgag

Artificial Sequence

Description of Artificial

Met Glu Trp Ser Trp Ile Phe Leu
5

val Leu Ser Gln val Gln Leu val

20

Pro Gly Ala Ser val Lys val Ser

35

40

Thr Asp Tyr Asn Met Asp Trp val
50 55

Gln

Cys

Arg

tttctctttc
ggggctgaag
accttcactg
attggagata
gccaccctta
tctgaagaca
actccctatg

tctgctgtac

125

Description of Artificial Sequence: Synthetic

tcctgtcagg
tgaagaagcc
actacaacat
ttaatcctaa
ccgcagacac
ccgctgtgta
ctatggacta

tgaagctt

Sequence: Synthetic

Phe
10

25

45

60

Page 23

aactgcaggc
tggggcctca
ggactgggtg
gtatgatagt
atccgccagce

ttactgtgcc

ctggggccag

Leu Leu Ser Gly Thr Ala Gly

15

Ser Gly Ala Glu val Lys Lys
30
Lys Ala Ser Gly Tyr Thr Phe

Gln Ala Pro Gly Gln Arg Leu

60
120
180
240
300
360
420
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Glu Trp
65

Gln Lys
Thr Ala
Tyr Tyr
Tyr Ala

130

<210> 66
<211> 17
<212> PR

Phe

Tyr

Cys

Met

T

Gly

Lys

Met

100

Ala

Asp

Asp

Gly

85

Glu

Arg

Tyr

Ile

70

Arg

Leu

Glu

Trp

Asn

Ala

Ser

Arg

<213> Artificial Sequence

<220>

07P60WOsequencelisting

Pro
Thr
Ser
Gly
1

Gln

<223> Description of Artificial
peptide

<400> 66

Lys Ser Ser Gln Ser Leu Leu Tyr
1

Ala

<210> 67
<211> 7
<212> PR

T

5

<213> Artificial Sequence

<220>

Lys Tyr Asp Ser Thr
75

Leu Thr Ala Asp Thr
90

Leu Arg Ser Glu Asp
105

Ser Tyr Asp Tyr Asp
125

Gly Thr Leu val Thr
140

Sequence: Synthetic

LEXT

Thr

Ser

Thr

110

Gly

val

Tyr

Ala

95

Ala

Thr

Ser

Asn

80

Ser

val

Pro

Ser

Ser Ser Ash Arg Lys Asn Tyr Leu
15

10

<223> pescription of Artificial Sequence: Synthetic
peptide

<400> 67

Trp Ala Ser Thr Arg Glu Ser
1 5

<210> 68
<211> 9
<212> PR

T

<213> Artificial Sequence

<220>

<223> pescription of Artificial Sequence: Synthetic
peptide

<400> 68

Page 24



1

<210> 69
<211> 113
<212> PRT

<213>

<220>

<223>

Glu

Ser

Pro

Pro

65

Ile

Tyr

Lys

polypeptide

<400> 69
Asp Ile val Met
1

Arg Ala

Asn Arg
35

Pro Lys
50
Asp Arg

Ser Ser

Tyr Thr

<210> 70
<211> 435
<212> DNA

<213>

<220>

<223>

<400> 70

gctagcacca ccatggattc acaggcccag gttcttatgt tgctgctgct ctgggtgtct
gggacctgtg gggacatcgt gatgacccag tctccagact ccctggctgt gtctctgggc
gagagggcca ccatcaactg caagtccagc cagagtcttc tgtacagctc caaccgcaag

aactacctgg cttggtacca gcagaaacca ggacagcctc ctaagttgct catttactgg

Thr

20

Lys

Leu

Phe

Leu

Tyr
100

Thr

5

Ile

Asn

Leu

Ser

Gln

85

Pro

Gln

Asn

Tyr

Ile

Gly

70

Ala

Arg

Artificial Sequence

Ser

Cys

Leu

Tyr

55

Ser

Glu

Thr

Artificial Sequence

07P60wOsequencelisting.txt

Description of Artificial

Pro

Lys

Ala

40

Trp

Gly

Asp

Phe

Gln GIn Tyr Tyr Thr Tyr Pro Arg Thr
5

Sequence: Synthetic

Asp

Ser

25

Trp

Ala

Ser

val

Ser

10

Ser

Tyr

Ser

Gly

Ala

90

Gln

Leu

Gln

Gln

Thr

Thr

75

val

Gly

Ala

Ser

Gln

Arg

60

Asp

Tyr

Thr

Page 25

val

Leu

Lys

Glu

Phe

Tyr

Lys

Description of Artificial Sequence: Synthetic
polynucleotide

Ser

Leu

30

Pro

Ser

Thr

Cys

val
110

Leu

15

Tyr

Gly

Gly

Leu

Gln

95

Glu

Gly

Ser

Gln

val

Thr

80

Gln

Ile

60
120
180
240



07P60wOsequencelisting.txt
gcatctaccc gggaatccgg ggtccctgac cgattcagtg gcagcgggtc tgggacagat
ttcactctca ccatcagcag cctgcaggct gaagatgtgg cagtttatta ctgtcagcaa
tattatacct atcctcggac cttcggccaa gggaccaaag tggaaatcaa acgtgagtag

aatttaaacg aattc

<210> 71
<211> 133
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 71
Met Asp Ser GIn Ala GIn val Leu Met Leu Leu Leu Leu Trp Vval Ser
1 5 10 15

Gly Thr Cys Gly Asp Ile val Met Thr Gln Ser Pro Asp Ser Leu Ala
20 25 30

val Ser Leu Gly Glu Arg Ala Thr Ile Asn Cys Lys Ser Ser Gln Ser
35 40 45

Leu Leu Tyr Ser Ser Ash Arg Lys Asn Tyr Leu Ala Trp Tyr Gln Gln
50 55 60

Lys Pro Gly Gln Pro Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg
65 70 75 80

Glu Ser Gly val Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp
85 90 95

Phe Thr Leu Thr ITe Ser Ser Leu GIn Ala Glu Asp val Ala val Tyr
100 105 110

Tyr Cys Gln Gln Tyr Tyr Thr Tyr Pro Arg Thr Phe Gly Gln Gly Thr
115 120 125

Lys val Glu Ile Lys
130

<210> 72
<211> 117
<212> PRT
<213> Mus sp.

<400> 72
Gln val Gln Leu Gln GIn Ser Gly Ala Glu Leu Ala Arg Pro Gly Ala
Page 26
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O7P6OWOi8quence1isting.txt

Ser val Lys ggt Ser Cys Lys Ala Ser Gly Tyr Thr Phe ggr Ser His
25

Thr Met His Trp val Lys GIn Arg Pro Gly GIn Gly Leu Glu Trp Ile
35 40 45

Gly Tyr Ile Asn Pro Ser Ser Gly Tyr Thr Asn Tyr Asn GIn Lys Phe
5
Lys Asp Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser Thr Ala Tyr

Met Gln Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala val Tyr Tyr Cys
85 90 95

Ala Arg Trp Asp Tyr val Ala Leu Asp Tyr Trp Gly Gln Gly Thr Ser

val Thr val Ser Ser
115

<210> 73
<211> 107
<212> PRT
<213> Mus sp.

<400> 73
Glu I1e GIn Met Thr GIn Thr Thr Ser Ser Leu Ser Ala Ser Leu Gly
1

Asp Arg val Thr Ile Ser Cys Ser Ala Ser GIn Gly Ile Ser Asn Tyr
20 25 30

Leu Asn Trp Tyr Gln Gln Lys Pro Asp Gly Thr val Lys Leu Leu Ile
35 40 45

Tyr Tyr Ile Ser Ser Leu His Ser Gly val Thr Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Tyr Ser Leu Thr Ile Ser Asn Leu Glu Pro
65 70 75 80

Glu Asp Ile Ala Thr Tyr Tyr Cys Gln g%n Tyr Ser Lys Leu Pro Tyr
85 95

Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys
100 105
Page 27



<210> 74

<211> 125
<212> PRT
<213> Mus sp.

<400> 74

Glu val Gln Leu

1

Ser val

Asn Met

Gly Asp

50

Lys Gly

Met Glu

Ala Arg

Asp Tyr

<210> 75

Lys

Asp

35

Lys

Leu

Glu

<211> 113
<212> PRT
<213> Mus sp.

<400> 75

Ile

20

Trp

Asn

Ala

Arg

Arg

Gly

Asp Ile val Met

1

Glu Lys val Thr

20

Ser Asn Arg Lys
35

Ser Pro Lys Leu

50

Pro Asp Arg Phe

Gln

Ser

val

Pro

Thr

Ser

85

Gly

Gln

Ser

Met

Asn

Leu

Thr

Gln

Cys

Lys

Lys

Leu

70

Leu

Ser

Gly

Gln

Ser

Tyr

Ile

Gly

Phe

Lys

Gln

Tyr

55

Thr

Thr

Tyr

Thr

Ser

Cys

Leu

Tyr

55

Ser

07P60WOsequencelisting

Gly

Ala

Ser

40

Asp

Ala

Ser

Asp

Ser
120

Pro

Lys

Ala

40

Trp

Gly

Ala

Ser

25

His

Ser

Asp

Glu

Tyr

val

Ser

Ser

25

Trp

Ala

Ser

Glu Leu val
10

Gly Tyr Thr

Gly Lys Ser

Thr Thr Tyr
60

Lys Ser Ser
75

Asp Thr Ala
90

Asp Gly Thr

Thr val Ser

Ser Leu Ala
10

Ser Gln Ser

Tyr Gln Gln

Ser Thr Arg
60

Gly Thr Asp
Page 28

Lys

Phe

Leu

45

Asn

Ser

val

Pro

Ser
125

val

Leu

Lys

Glu

Phe

LEXT

Pro

Thr

30

Glu

Gln

Thr

Tyr

Tyr
110

Ser

Leu

30

Pro

Ser

Thr

Gly

15

Asp

Trp

Lys

Ala

Tyr

95

Ala

val

15

Tyr

Gly

Gly

Leu

Ala

Tyr

Phe
Tyr
80

Cys

Met

Gly

Ser

Gln

val

Thr



65

70

07P60WOsequencelisting.txt
75

ITe Ser Ser val Lys Ala Glu Asp Leu Sga val Tyr Tyr Cys g]n
5

85

80

Gln

Tyr Tyr Thr Tyr Pro Arg Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile
100 105 110

Lys

<210> 76
<211> 116
<212> PRT

<213> Mus sp.

<400> 76
Gln val Gln
1

Ser val Lys

Trp val Asn
35

Gly Glu Ile
50

Lys Ser Lys
Met Gln Phe
Ala Gly Gly

Thr val Ser
115

<210> 77
<211> 107
<212> PRT

Leu Gln Gln Pro

Leu Ser Cys Lys
20

Trp val Lys Gln

Asn Pro Ser Asnh
55

Ala ITe Met Ile
70

Ser Ser Leu Thr
85

Leu Asp Tyr Phe
100

Ser

<213> Mus sp.

<400> 77
1

Gly

Ala

Arg

40

Gly

val

Ser

Asp

Ala

Ser

25

Pro

Arg

Asp

Glu

Tyr

Glu Leu val
10

Gly Tyr Thr

Gly GIn Gly

Thr Asp Tyr

Lys Ser Ser

75

Asp Ser Ala
90

Trp Gly Gln
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Lys

Phe

Leu

45

Asn

Ser

val

Gly

Pro Gly
15

Thr Ser
30

Glu Trp

Glu Lys

Thr Ala

Tyr Tyr

95

Thr Thr
110

Ala

TYyr

Ile

Phe

Leu

Ash Ile val Met Thr Gln Ser Pro Lys Ser Met Ser Met Ser val Gly
5 10 15



Glu

val

Tyr

Ser

65

Glu

Thr

Arg

Ser

Gly

50

Gly

Asp

Phe

val

Trp

35

Ala

Ser

Leu

Gly

Thr

20

Tyr

Ser

Ala

Ala

Ser
100

Leu

Gln

Asn

Thr

Asp
85

Ser

Gln

Arg

Asp

70

Tyr

Thr

Cys

Lys

Tyr

55

Phe

His

Ser

07P60WOsequencelisting.txt

Lys Ala
25

Pro Asp

40

Thr Gly

Thr Leu

Cys Gly

Leu Glu
105

Ser Glu Asn val Gly
30

Gln Ser Pro Lys Leu
45

val Pro Asp Arg Phe
60

Thr Ile Ser Ser val
75

Gln Ser Tyr Ser Tyr
90

Ile Lys
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Thr

Leu

Thr

Gln

Pro
95

Tyr

Ile

Gly

Ala

80

Phe



