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TTCGCCCTTT
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Fig. 1AC
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ACCAATGAGA
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ACCAATGAGA
ACCAATGAGA
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GTGGGAGGAG

GTGGGAGGAG
GTGGGAGGAG
GTGGGAGGAG
GTGGGAGGAG
GTGGGAGGAG
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GTGGGAGGAG
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GTGGGAGGAG
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GTGGGAGGAG
GTGGGAGGAG
GTGGGAGGRARG
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Fig. 1AE

TTCICGGCGEG
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TTCTCGGCGG
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TTCTCGGCGG
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..........

ACATGTGCGC
ACGTGACCGA
ACATGTGCGC
ACATGTGCGC
ACATGTGCGC
ACATGTGCGC
ACATGTGCGC
ACATGTGCGC
ACATGTGCGC
ACATGTGCGC

ACATGTGCGC

..........
..........
..........
..........
..........

..........

ACATGTGCGC
ACATGTGCGC
ACATGTGCGC
ACATGTGCGC
ACATGTGCGC
ACATGTGCGC
ACATGTGCGC
ACRATGTGCGC
ACATGTGCGC
ACATGTGCGC
ACATGTGCGC
ACATGTGCGC

Fig. 1AG

TGTGATTGAC
CGTGATTGAC
CGTGATTGAC
CGTGATTGAC
CGTGATTGARC
CGTGATTGAC

..........

..........

..........

CGTGATTGAC
GGTGGCGCAT
CGTGATTGAC
CGTGATTGARC
CGTGATTGAC
CGTGATTGAC
CGTGATTGAC

CGTGATTGAC

CGTGATTGAC
CGTGATTGAC
CGTGATTGAC

..........
..........
..........
..........
..........

----------

CGTGATTGAC
CGTGATTGAC
CGTGATTGAC
CGTGATTGAC
CGTGATTGAC
CGTGATTGAC
CGTGATTGAC
CGTGATTGAC
CGTGATTGAC
CGTGATTGAC
CGTGATTGAC
CGTGATTGAC
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GGGAACAGCA
GGGAARCAGCA
GGGAACAGCA
GGGARACAGCA
GGGAACAGCA
GGGAACAGCH

..........

..........

----------

GGGAACAGCA
GAGTTCTACG
GGGAACAGCA
GGGAACAGCA
GGGAACAGCA
GGGARCAGCG
GGGAACAGCA
GGGAACAGCA
GGGAACAGCA
GGGAACAGCA
GGGAACAGCA

...........
..........
----------
..........
..........

..........

GGAAACTCGA
GGAAACTCGA
GGAAACTCGA
GGARACTCGA
GGGAACAGCA
GGGAACAGCA
GGGAACTCAR
GGGAACAGCA

GGGAACAGCA .

GGGAACAGCR
GGGAACAGCH
GGGAACAGCR

1650
CCACCTTCGA
CCACCTTCGA
CCACCTTCGA
CCACCTTCGA
CCACCTTCGA
CCACCTTCGA

..........

..........

..........

CCACCTTCGA
TCAGAAAGGG
CCACCTTCGA
CCACCTTCGR
CCACCTTCGA
CCACCTTCGA
CCACCTTCGA
CCACCTTCGA
CCRCCTTCGA
CCACCTTCGA
CCACCTTCGAR

Por e s .y Ta e
..........
..........
..........

----------

..........

CCACCTTCGA
CCACCTTCGA
CCACCTTCGA
CCACCTTCGR
CCACCTTCGA
CCACCTTCGA
CGACCTTCGA
CCACCTTCGA
CCACCTTCGA
CCACCTTCGA
CCACCTTCGA
CCACCTTCGR
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42 3a
42_4
42_5a
42 10
42_3b
42_11
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43 1
43_5
43_12
43_20
43 _21
43 23
43_25
44 1
44 5
223 10
223 2
223 4
2235
223 6
223 7
A3 4
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A3 7
A3 3
42 12
ARVl
AAVZ
ARV3
ARVE
ARVY
AAVT
44 2

1651

GCACCAGCAG
GCACCAGCAG
GCACCAGCAG
GCACCAGCAG
GCACCAGCAG
GCACCAGCAG

..........

..........

..........

GCACCAGCAG
TGGAGCCARC
GCACCAGCAG
GCACCAGCAG
GCACCAGCAG
GCACCAGCAG
GCACCAGCAG
GCACCAGCAG
GCACCAGCAG
GCACCAGCAG
GCACCAGCAG

----------
...........
----------

..........

..........

GCACCAGCAG
GCACCAGCAG
GCACCAGCAG
GCACCAGCAG
GCACCAGCAG
GCACCAGCAG
ACACCAGCAG
GCATCAGCAG
GCACCAGCAG
GCACCAGCAG
GCACCAGCAG
GCACCAGCAG

CCGTTACAAG
CCGTTACAAG
CCGTTGCAGG
CCGTTACRAG
CCGTTACARG
CCGTTACAAG

..........

----------

..........

CCGTTACAAG
ARGAGACCCG
CCGTTGCAGG
CCGTTGCAGG
CCGTTGCAGG
CCGTTGCAGG
CCGTTGCAGG
CCGTTGCAGG
CCGTTGCAGG
CCGTTGCGGG
CCGTTGCAGG

...........
...........
..........
..........
----------

..........

CCGTTGCAAG
CCGTTGCAAG
CCGTTGCAAG
CCGTTGCAAG
CCGTTACAAG
CCGTTGCAGG
CCGTTGCAAG
CCGCTGCAGG
CCTCTCCAGG
CCTCTCCAGG
CCGTTGCAGG
CCGTTGCAGG

Fig. 1AH

ACCGGATGTT
ACCGGATGTT
ACCGGATGTT
ACCGGATGTT
ACCGGATGTT
ACCGGATGTT

..........

..........

..........

ACCGGATGTT
CCCCCGATGA
ACCGGATGTT
ACCGGATGTT
ACCGGATGTT
ACCGGATGTT
ACCGGATGTT
ACCGGATGTT
ACCGGATGTT
ACCGGATGTT
ACCGGATGTT

..........

..........

----------

----------

ACCGGATGTT
ACCGGATGTT
ACCGGATGTT
ACCGGATGTT
ACCGGATGTT
ACCGGATGTT
ACCGGATGTT
ACCGGATGTT
ACCGGATGTT

ACCGGATGTT

ACCGGATGTT
ACCGGATGTT
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CAAATTTGAA

CAAATTTGAA

CAAATTTGAA
CARATTTGAA
CAAATTTGAN
CAAATTTGAR

----------

.........

CAAATTTGAA
CGCGGATAAA
CAAGTTCGAA
CAAGTTCGAA
CAAGTTCGRA
CAAATTTGRA
CARATTTGARA
CAAATTTGRA
CAAATTTGRA
CAAGTTTGAA
CAAGTTTGAA

-----------
..........
..........
----------
----------

..........

CAAATTTGARL
CAAATTTGAA
CAAATTTGAA
CAAATTTGAR
CAAATTTGAA
CAAATTTGARL
CARAATTTGARA
TGAATTTGAA
TAAGTTCGAR
TARGTTCGAR
CARAATTTGAA
CARGTTTGAA

1700
CTCACCCGCC
CTCACCCGCC
CTCACCCGCC
CTCACCCGCC
CTCACCCGCC
CTCACCCGCC

..........

CTCACCCGCC
AGCGAGCCCA
CTCACCCGCC
CTCACCCGCC
CTCACCCGCC
CTCACCCGCC
CTCACCCGCC
CTCACCCGCC
CTCACCCGCC
CTCACCCGCC
CTCACCCGCC

D R I T TN
D T
..........
aaaaaaaaaa
----------

CTTACCCGCC
CTTACCCGCC
CTTACCCGCC
CTTACCCGCC
CTCACCCGCC
CTCACCCGEC
CTCACCCGCC
CTTACCCGCC
CTCACCCGCC

CTCACCCGCC

CTCACCCGCC
CTCACCCGCC
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223 2
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A3 4
A3 5
A3 7
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AAV1
ARDV2
ARAV3
AQVSE
AAVY
ARV
44 2

1701

GTCTGGAGCA

GTCTGGAGCA
GTCTGGAGCA
GTCTGGAGCA
GTCTGGAGCA
GTCTGGAGCA

..........

..........

..........

GTCTGGAGCA
AGCGGGCCTG
GTCTGGAGCA
GTCTGGAGCA
GTCTGGAGCA
GTCTGGAGCA
GTCTGGAGCA
GTCTGGAGCA
GICTGGAGCA
GTCTGGAGCA
GTCTGGAGCA

..........

GTTTGGATCA
GTTTGGATCA
GTTTGGATCA
GTTTGGATCA
GTCTGGAGCA
GTCTGGAGCA
GTCTGGATCA
GTTTGGACCA
GTCTGGAGCA
GTCTGGAGCA
GTCTGGAGCA
GTCTGGAGCA

CGACTTTIGGC
CGACTTITGGC
TGACTTTGGC
CGACTTTGGC
TGACTTTGGC
TGACTTTGGC

..........

..........

..........

CGACTTTGGC
CCCCTCAGTC
CGACTTTIGGC
CGACTTTGGC
CGACTTTGGC
TGACTTTGGC
TGACTTTGGC
TGACTTTGGC
TGACTTTGGC
CGACTTTGGC
CGACTTTGGC

..........
----------
..........
..........
..........

..........

TGACTTTGGG
TGACTTTGGGE
TGACTTTGGE
TGACTTTGGGE
CGACTTTGGC
TGACTTTGGC
TGACTTTGGG
TGACTTTGGG
CGACTTTGGC
CGACTTTGGC
CGACTTTGGC
CGACTTTGGC
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BAGGTGACAA
AAGGTGACAR
AAGGTGACAA
BAGGTGACAA
ARGGTGACAR
ARGGTGACAA

----------

..........

..........

AAGGTGACAR
GCGGATCCAT
ARGGTGACCA
AAGGTGACCA
AAGGTGACCA
ARGGTGRACGA
AAGGTGACGA
ARGGTGACGA
AAGGTGACGA
AAGGTGACAA
AAGGTGACAA

..........
..........
..........
..........
..........

..........

AAGGTCACCA
ARAGGTCACCA
AAGGTCACCA
AAGGTCACCA
ARAGGTGACARL
AAGGTGACRA
AAGGTCACCA
AAGGTCACCA
AAGGTGACAA
AAGGTGACAA

AAGGTGACGA

ARGGTGACAR

35/105

AGCAGGAAGT
AGCAGGAAGT
AGCAGGAAGT
AGCAGGAAGT
AGCAGGAAGT
AGCAGGAAGT

..........

..........

..........

AGCAGGAAGT
CGACGTCAGA
AGCAGGAAGT
AGCAGGAAGT
AGCAGGAAGT
AGCAGGAAGT
AGCAGGAAGT
AGCAGGAAGT
AGCAGGRAGT
AGCAGGAAGT
AGCAGGAAGT

..........
..........
..........
..........
----------

----------

AGCAGGAAGT
AGCAGGAAGT
AGCAGGAAGT
AGCAGGAAGT
AGCAGGRAGT
AGCAGGAAGT
AGCAGGAAGT
AACAGGAAGT
AGCAGGAAGT
AGCAGGAAGT
AGCAGGAAGT
AGCAGGAAGT

1750
CRAARAGAGTTC
CARAGAGTTC
CBAAGAGTTC
CAAAGAGTTC
CAAAGAGTTC
CARAGAGTTC

..........

..........

..........

CARRAGAGTTC
CGCGGARGGA
CARAGAGTTC
CAAAGAGTTC
CARAGARGTTC
CAAAGAGTTC
CAAAGAGTTC
CAARGAGTTC
CAAAGGGTTC
CAGAGAGTTC
CAGAGAGTTC

..........
..........

..........

..........

..........

CARAGACTTT
CARAGACTTT
CAAAGACTTT
CARAGACTTT
CARRGAGTTC
CARAGAGTTC
CARAGACTTT
ARAGGACTTT
CARAGAGTTC
CAAAGAGTTC
CARAGAGTTC
CAGAGAGTTC
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42 15
42_5b
42_1b
42 13
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42_5a
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43 1

43 5

43 12
43 20
43 21
43 23
43 25
44 1
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223 10

223 2

223 4
223 5
223 6
223 7
a3 4
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B3 7
a3 3
42 12
ARV1
ARV
ARV3
 AAVS
ARV
ARV7
44 2

1751

TTCCGCTGGG
TTCCGCTGGG
TTCCGCTGGG
TTCCGCTGGG
TTCCGCTGGG
TTCCGCTGGG

..........

..........

..........

TTCCGCTGGG
GCTCCGGTGG
TTCCGCTGGG
TTCCGCTGGG
TTCCGCTGGG

-TTCCGCTGGG

TTCCGCTGGG
TTCCGCTGGG
TTCCGCTGGG
TTCCGCTGGG
TTCCGCTGGG

..........
..........
..........
..........
..........

..........

TTCCGGTGGG
TTCCGGTGEG
TTCCGGTGGE
TTCCGRTGGG
TTCCGCTGGES
TTCCGCTGGEE
TTCCGGTGGG
TTCCGGTGGG
TTCCGCTGGGE
TTCCGCTGGG -
TTCCGCTGGE
TTCCGCTGGEGE

CGCAGGATCA
CGCAGGATCA
CGCAGGATCA
CGCAGGATCA
CGCAGGATCA
CGCAGGATCA

..........

..........

..........

CGCAGGATCA
BCTTTGCCGA
CGCAGGATCA
CGCAGGATCA
CGCAGGATCA
CGCAGGATCA
CGCAGGATCA
CGCAGGATCA
CGCAGGATCA
CGCAGGATCA
CGCAGGATCA

............
..........
..........
..........
..........

..........

CTCAAGATCA
CTCRAAGATCA
CTCRAAGATCA
CTCARGATCA
CGCAGGATCA
CGCAGGATCA
CARAGGATCA
CTTCCGATCA
CCAGTGATCA
CCAGTGATCA

CCAGTGATCA

CGCAGGATCA

Fig. 1aJ

CGTGACCGAG
CGTGACCGAG
CGTGACCGAG
CGTGACCGAG
CGTGACCGAG
CGTGACCGAG

..........

----------

..........

CGTGACCGAG
CAGGTACCAR
CGTGACCGAG
CGTGACCGAG
CGTGACCGAG
CGTGACCGAG
CGTGACCGAG
CGTGACCGAG
CGTGACCGAG
CGTGACCGAG
CGTGACCGAG

...........
----------
..........
..........
..........

..........

CGTGACTGAG
CGTGACTGAG
CGTGACTGAG
CGTGACTGAG
CGTGACCGAG
CGTGACCGAG
CGTGGTTGAG
CGTGACTGAC
CGTGACCGAG
CGTGRACCGAG
CGTGACCGAG
CGTGACCGAG
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1800
GTGGCGCATG AGTTCTACGT
GTGGCGCATG AGTTCTACGT
GTGGCGCATG AGTTCTACGT
GTGGCGCATG AGTTCTACGT

..........

GTGGCGCATG
GTGGCGCATG

----------

..........

GTGGCGCATG
AACARATGTT
GTGGCGCATG
GTGGCGCATG
GTGGCGCATG
GTGGCGCATG
GTGGCGCATG
GTGGCGCATG
GTGGCGCATG
GTGGCGCACG
GTGGCGCACG

...........
----------

..........

..........

..........

GTGGAGCATG
GTGGAGCATG
GTGGAGCATG
GTGGAGCATG
GTGGCGCATG
GTGGCGCATG
GTGGAGCATG
GTGGCTCATG
GTGGCGCATE
GTGGCGCATG
GTGGCGCATGE
GTGGCGCACE

..........

AGTTCTACGT
AGTICTACGT

..........

..........

AGTTCTACGT
CTCGTICACGC
AGTTCTACGT
AGTTCTACGT
AGTTCTACGT
AGTTCCACGT
AGTTCCACGT
AGTTCCACGT
AGTTCCACGT
AGTTCTACGT
AGTTCTACGT

..........

AGTTCTACGT
AGTTCTIACGT
AGTTCTACGT
AGTTCTACGT
AGTTCTACGT
AGTTCTACGT
AATTCTACGT
AGTTCTACGT
AGTTTTACGT
AGTTTTACGT
AGTTCTACGT
AGTTCTACGT
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42 3b
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43_21
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223 2
223_4
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ARV
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1801

CAGAAAGGGT
'CAGBAAGGGT

CAGAARGGGT
CAGAAAGGGT
CAGAAAGGGT
CAGAAAGGGT

..........

..........

..........

CAGRAAGGGT
GGGCATAGCG
CAGRAAGGGC
CAGRAAGGGC
CAGRAAGGGC
CAGRARGGGT
CAGARAGGGT
CAGAAAGGGT
CAGABAGGGT
CAGAAAGGGT
CAGAAAGGGT

..........
..........
..........
..........
..........

----------

CAAARAGGGT
CAAARAGGGT
CAADAAGGGT
CARAAAGGGT
CAGAAAGGGT
CAGAAAGGGT
CAARRAGGGT
CAGARAGGGT
CAGARRAGGGC
CAGARAGGGC
CAGARAGGGC
CAGRAAGGGT

GGAGCCAACA
GGAGCCAACA
GGAGCCAACA
GGAGCCAACA
GGAGCCAACA
GGRGCCRACA

..........

..........

..........

GGAGCCARCA
CTGACGTAAR
GGAGCCAGCA
GGAGCCAGCA
GGAGCCAGCA
GGAGCCRACA
GGAGCCAACA
GGCGCCAACA
GGAGCCAACA
GGAGCCAACA
GGAGCCAACA

----------
----------
..........
..........
..........

GGAGCCAAGA
GGAGCCRAGA
GGAGCCAAGA
GGAGCCAACA
GGAGCCAACA
GGAGCCAAGA
GGAGCTAAGR
GGAGCCAGCA
GGAGCCAGCA
GGAGCCAGCA
GGAGCCARACA

Flg. 1AK

AGAGACCCGC
AGAGACCCGC
AGAGACCCGC
AGAGACCCGC
AGAGACCCGC
AGAGACCCGC

..........

..........

..........

AGAGACCCGC
TCACGTCATA
ARAGACCCGC
AAAGACCCGC
ARAGACCCGC
AGAGACCCGC
AGAGACCCGC
AGAGACCCGC
AGAGACCCGC
AGAGACCCGC
AGAGACCCGEC

----------
..........
..........
..........
----------

----------

ARAGGCCCGC
AAAGGCCCGC
AAAGGCCCGC
ARAGGCCCGC
AGAGACCCGC
ARAGACCCGC
AARGACCCGC
ARACGCCCCGC

‘AARGACCCGC

ARAGACCCGC
AAAGACCCGC
AGAGACCCGC

37/105

CCCCGATGAC
CCCCGATGAC
CCCCGATGAC
CCCCGATGAC
CCCCGATGAC
CCCCGATGAC

..........

..........

..........

CCCCGATGAC
GGGGAGTGGT
CCCCGATGAC
CCCCGATGAC
CCCCGATGAC
CCCCGATGAC
CCCCGATGAC
CCCCGATGAC
CCCCGATGAC
CCCCGATGAC
CCCCGATGAC

..........
..........
..........
----------
..........

..........

CCCCGATGAT
CCCCGATGAT
CCCCGATGAT
CCCCGATGAT
CCCCGATGAC
CCCCGATGAC
CCCCAGTGAC
CTCCAATGAC
CCCCGATGAC
CCCCGATGAC
CCCCGATGAC
CCCCGATGAC

1850
"P40/TAT

GCGGALAAAL
GCGGATAAAR
GCGGATRAARA
GCGGATAAAR
GCGGATAARR
GCGGATARLR

..........

..........

..........

GCGGATAARR
CCTGTATTAG
GCGGATATAR
GCGGATATAA
GCGGATATAR
GCGGATATAR
GCGGATATAA
GCGGATATAR
GCGGATATARZ
GCGGATAARA
GCGGATARARA

----------
----------
..........
..........
..........

----------

GTATATATAA
GTATATATAR
GTATATATAZ
GTATATATAD
GCGGATAARAR
GCGGATAAAR
GCAGATATAA
GCGGATGTAR
GCGGATAARR
GCGGATARAR
GCGGATATARA
GCGGA

P40/TATA
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223 4
2235
223 6
2237

B3 4
A3 S
A3 7
A3 3
42 12
AAV]
ARV
ARV3
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- GCGAGCCCAA

GCGAGCCCRA
GCGAGCCCARA
GCGAGCCCAA
GCGAGCCCAA
GCGAGCCCAA

..........

GCGAGCCCAA
CTGTCACGTG
GCGAGCCCAR
GCGAGCCCAA
GCGAGCCCAR
GCGAGCCCAA
GCGAGCCCAA
GCGAGCCCAA
GCGAGCCCRA
GCGAGCCCAA
GCGAGCCCAR

..........
..........
..........
..........
..........

..........

ATGAGCCCARA
ATGAGCCCAA
ATGAGCCCAA
ATGAGCCCAA
GCGAGCCCAR
GCGAGCCCAR
GTGAGCCCAA
GCGAGCCAAR
GCGAGCCCAR
GCGAGCCCAA
GCGAGCCCAL
GCGAGCCCBA

GCGEGCCTEE
GCGGGCCTGL
GCGGGCCTGC
GCGGGCCTGT
GCGGGCCTGC
GCGGGCCTGEC

..........

..........

GCGGGCCTGC
AGTGCTTTTG
GCGGGCCTGC
GCGGEGCCTIGC
GCGGGCCTGEC
GCGGGCCTGEC
GCGGGCCTGC
GCGGGCCTGC
GCGGGCCTGC
GCGGGCCTGL
GCGGGCCTGC

..........
..........
..........
..........
..........

..........

GCGGGCGCGC
GCGGGCGCGC
GCGGGCGCGT
GCGGGCGCGL
GCGGGCCTGC
GCGGGCCTGE
ACGGGTGCGC
ACGGGAGTGC
GCGGGCCTGC
GCGGGCCTGC
GCGGGCCTGC
GCGGGCCTGE

Fig. 1AL

CCCICAGTCG
CCCTICAGTCG
CCCTCAGTCG
CCCTICAGTCG
CCCTCAGTCG
CCCTICAGTCG

----------

..........

..........

CCCTCAGTCG
CGACATTTTG
CCCTCAGTCG
CCCTCAGTCG
CCCTCAGTCG
CCCTCAGTCG
CCCTCAGTCG
CCCTCAGTCG
CCCTCAGTCG
CCCTCAGTCG
CCCTCAGTCG

..........
..........
..........
..........
----------

----------

GAGTCAGTTG
GAGTCAGTTG
GAGTCAGTTG
GAGTCAGTTG
CCCTCAGTCG
CCCTCAGTCG
GAGTCAGTTG
ACGTCACTTG
CCCTCAGTCG
CCCTCAGTCG
CCCTCAGTCG
CCCTCAGTCG
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P4O.RNA
CGGATECATC
CGGATCCATC
CGGATCCATC
CGGATCCATC
CGGATCCATC
CGGATCCATC

..........

----------

..........

CGGATCCATC
C..ATCCATC
CGGATCCATC
CGGATCCATC
CGGATCCATC
CGGATCCATC
CGGATCCATC
CGGATCCATC
CGGATCCATC
CGGATCCATC
CGGATCCATC

..........
..........
..........
----------
..........

..........

CGCAGCCATC
CGCAGCCATC
CGCAGCCATC
CGCAGCCATC
CGGATCCATC
CGGATCCATC
CGCAGCCATC
CGCAGCCGAC
CGGATCCATC
CGGATCCATC
CGGATCCATC
CGGAngATc

P40 RNA

1800

GACGTCAGAC
GACGTCAGAC
GACGTCAGAC
GACGTCAGAC
GACGTCAGAC
GACGTCAGAC

-----

..........

..........

GACGTCAGAC
GACGTCAGAC
GACGTCAGAC
GACGTCAGAC
GACGTCAGAC
GACGTCAGAC
GACGTCAGAC
GACGTCAGAC
GACGTCAGAC
GACGTCAGAC
GACGTCAGAC

..........
..........
..........
..........

..........

GACGTCAGAC
GACGTCAGAC
GACGTCAGAC
GACGTCAGAC
GACGTCAGAC
GACGTCAGAC
GACGTCAGAC
AACGTCAGAC
GACGTICAGAC
GACGTCAGAC
GACGTCAGAC
GACGTCAGAC
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GCGGAAGGAG
GCGGAAGGAG
GCGGAAGGAG
GCGGRAGGAG
GCGGAAGGAG
GCGGAAGGAG

..........

..........

..........

GCGGAAGGAG
GCGGAAGGAG
GCGGAAGGAG
GCGGAAGGAG
GCGGAAGGAG
GCGGAAGGAG
GCGGAAGGAG
GCGGAAGGAG
GCGGAAGGAG
GCGGAAGGAG
GCGGAAGGAG

----------
..........
..........
----------
..........

..........

. .AG
GCGGA. . .AG
GCGGAAGGAG
GCGGRAGGAG
GCGGA. . .AG
GCGGA. . .AG
GCGGAAGGAG
GCGGAAGGAG

- GCGGAAGGAG

GCGGRAGGAG

CTCCGGTGGA
CTCCGGTGGA
CTCCGGTGGA
CTCCGGETGGEA
CTCCGGTGGA
CTCCGGTGGA

..........

..........

..........

CTCCGGETGGA
CTCCGGTGGA
CTCCGGTGGA
CTCCGETGGA
CTCCGGTGGA
CTCCGETGGR
CTCCGGTGGA
CTCCGGTGGA
CTCCGGTGGA
CTCCGGTGGA
CTCCGGTGGA

----------
eeeeeeeeee
----------
..........
..........

----------

CTTCGATARA
CITCGATAAA
CTTCGATARA
CTTCGATAARA
CTCCGGTGGA
CTCCGGTGGA
CTTCGATCAA
CACCGGCGGA
CTCCGGTGGA
CTCCGGTGGA

CTCCGGTGGA

CTCCGGTGGA

Fig. 1AM

CTTTGCCGAC
CTTTGCCGAC
CTTTGCCGAC
CTTTGCCGAC
CTTTGCCGAC
CTTTGCCGAC

..........

..........

CTTTGCCGAC
CTTTGCCGAC
CTTTGCCGAC
CTTTGCCGAC
CTTTGCCGAL
CTTTGCCGAC
CTTTGCCGAC
CTTTGCCGAC
CTTTGCCGAC
CTTTGCCGAC
CTTTGCCGAC

...........
Sv v e 4 ey et
..........
..........
..........

..........

CTACGCGGGT
CTACGCGGAC
CTACGCGGAC
CTACGCGGAC
CTTTGCCGAC
CTTTGCCGAC
CTACGCAGAC
CTACGCGGAC
CTTTGCCGAC
CTTTGCCGALC
CTTTGCCGAC
CTTTGCCGAC
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AGGTACCAARA
AGGTACCAAR
AGGTACCARA
AGGTACCARRA
AGGTACCAAA
AGGTACCARRA

..........

..........

AGGTACCARR
AGGTACCRAAR
AGGTACCAAR
AGGTACCAAR
AGGTACCARARL
AGGTACCRARA
AGGTACCAAR
AGGTACCAAR
AGGTACCAAR
AGGTACCAAR
AGGTACCAAA

...........

..........

..........
..........

----------

AGGTACC
AGGTACCAAA
AGGTACCARA
AGGTACCAAA
AGGTACCAAR
AGGTACCAAA
AGGTACCAAA
AGGTACCAAA
AGGTACCARA
AGGTACCAAA
AGGTACCAAA
AGGTACCAAA

1950
ACARATGTTC
ACAAARTGTTC
ACAAATGTTC
ACAARATGTTC
ACABATGTTC
ACAAATGTTC

..........

..........

ACAAATGTTC
ACAAGTGTTC
ACARATGTTC
ACAAATGTTIC
ACABATGTTC
ACARATGTTC
ACAAATGTTC
ACARAATGTTC
ACAAATGTTC
ACARATGTTC
ACAAATGTTC

..........
..........
..........
..........
----------

----------

ACARATGTTC
ACAAATGTTC
ACABATGTTC
ACAARTGTTC
ACAAATGTTC
ACAAATGTTC
ACAARTGTTC
ACARATGTTC
ACARATGTTC
ACARATGTTC
ACAAATGTTC
ACAAATGTTC
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1951

TCGTCACGCG
TCGTCACGCG
TCGTCACGCG
TCGTCACGCG
TCGTCACGCG
TCGTCACGCG

..........

..........
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TCGTCACGCG
TCGTCARCGCG
TCGTCACGCG
TCGTCALCGCS
TCGTCACGCG
TCGTCACGCG
TCGTCACGCG
TCGICACGCG
TCGTCACGCG
TCGTCACGCG

TCGTCACGCG
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TCGTCACGTG
TCGTCACGTG
TCGTCACGTG
TCGTCACGTG
TCGTCACGCG
TCGTCACGCG
TCGTCACGTG
TCGTCACGTG
TCGTCACGCE
TCGTCACGCG
TCGTCACGCG
TCGTCACGCG

GGCATGCTTC
GGCATGCTTC
GGCATGCTTC
GGCATGCTTC
GGCATGCTTC
GGCATGCTTC
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GGCATGCTTC
GGCATGCTTC
GGCATGCTTC
GGCATGCTTC
GGCATGCTCC
GGCATGCTTC
GGCATGCTTC
GGCATGCTTC
GGCATGCTTC
GGCATGCTTC
GGCATGCTTC
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GGCATGAATC
GGCATGAATC
GGCATGAATC
GGCATGAATC
GGCATGCTTC
GGCATGCTTC
GGCATGAATC
GGCATGAATC
GGCATGCTTC
GGCATGCTTC
GGCATGATTC
GGCATGCTTC
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AGATGCTGTT
AGATGCTGTT
AGATGCTGTT
AGATGCTGTT
+ - . .GAATTC
AGATGCTGTT
AGATGCTGCT
<+ . .GAATTC
AGATGCTGTT
+ .« WGAATTC
++ . +GAATTC
AGATGCTGTT
AGATGCTGTT
AGATGCTGTT
AGACGCTGTT
AGATGCTGTT
AGATGCTGTT
AGATGCTGTT
AGATGCTGTT
AGATGCTGTT
AGATGCTGTT

AGATGCTGTT
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TGATGCTGTT
TGATGCTGTT
TGATGCTGETT
TGATGCTGTT
AGATGCTGTT
AGATGCTGTT
TGATGCTGTT
TGATGCTTTT

AGATGCTGTT

AGATGCTGCT
AGATGCIGTT
AGATGCTGTT
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GCCCTTTCTA
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TCCCTG.CAA
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GACATGCGAG
GACATGCGAG
GACATGCGAG
GACATGCGAG
.GGCTGCGTC
GACATGCGAG
GACATGCGAG
CGGCTGCGTC
AACATGCGAG
CGGCTGCGTC
CGGCTGCGTC
GACATGCGAG
GACATGCGAG
ARCGTGCGAG
AACGTGCGAG
ARACGTGCGAG
GACATGCGAG
GACATGCGAG
GACATGCGAG
GACATGCGAG
AACATGCGAG
ARCATGCGAG
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ACAATGCGAA
ACAATGCGAR
ACAATGCGAA
ACAATGCGAA
GACATGCGAG
GACATGCGAG
ACAATGCGAG
AACATGCGAG
AACGTGCGAG

"AACGTGCGAG

AACGTGCGAG
AACATGCGAG
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AGAATGAATC

. AGAATGAATC

AGAATGRATC
AGAATGRATC
A.ACTGGACC
AGAATGAATC
AGAATGAATC
A.ACTGGACC
AGAATGAATC
A.ACTGGACC
A.ACTAGACC
AGAATGARTC
AGAATGAATC
AARATGAATC
AGARTGAATC
AGAATGAATC
AGAATGAATC
AGAATGAATC
AGAATGAATC
AGAATGAATC
AGAATGAATC
AGAATGAATC
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..........
----------
..........

..........

AGRATGRATC
AGAATGRATC
AGRATGAATC
AGAATGARATC
AGAATGBATC
AGAATGAATC
AGAATGAATC
AGRAATGARATC
AGAATGAATC
AGRATGAATC

"AGAATGAATC

AGAATGAATC

AGAATTTCAA
AGAATTTCAR
AGAATTTCARA
AGAATTTCAA
A. .ATGAGAR
AGAATTTCAA
AGAATTTCAG
A, .ATGAGAA
AGAATTTCAR
A, .ATGAGARA
A. . ATGAGAA
AGAATTTCAA
AGRAATTTCAA
AGRATTTCAR
AGRATTTCARA
AGAATTTCAR
AGRATTTCARA
AGAATTTCAR
AGAATTTCAR
AGAATTTCAA
AGAATTTCAA
AGAATTTCARA
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AGRATTCAAR
AGAATTCAAR
AGARTTCAAA
AGAATTCRAA
AGAATTTCAA
AGAATTTCARZ
AGAATTCAAA
AAATTTCCAA
AGBATTTCAA
AGAATTTCAA
AGAATTTCAA
AGRATTTCAR
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CATTTGCTTC
CATTTGCTTC
CATTTGCTTC
CATTTGCTTC
CTTICCCTTC
CATTTGCTTC
CATTTGCTTC
CTITCCCTTC
CATTTGCTTC
CTTTCCCTTC
CTTTCCCTTC
CATTTGCTTC
CATTTGCTTC
CATTTGCTTC
CATTIGCTTC
CATTTGCTTC
CATTTGCTTC
CATTTGCTTC
CATTTGCTTC
CATTTGCTTC
CATTTGCTTC
CATTTGCTTC

..........
..........
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TATCTGCTTC
TATCTGCTTC
TATCTGCTTC
TATCTGCTTC
CATTTGCTTC
CATTTGCTTC
TATCTGCTTC
TGTCTGTTTT
CATTTGCTTC
CATTTGCTTC
CATTTGCTTC
CATTTGCTTC
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ACGCACGGGA

ACGCACGGGR
ACGCGCGGGA
ACGCACGGGA

ACGCACGGGA
ACGCACGGGA

ACGCACGGGA
ACGCACGGGA
ACGCACGGGG
ACGCACGGGG
ACGCACGGGG
ACGCACGGGA
ACGCACGGGA
ACGCACGGGA
ACGCACGGGEA
ACGCACGGGA
ACGCACGGGA
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ACACACGGGC
ACACACGGGC
ACACACGGGC
ACACACGGGC
ACGCACGGGA
ACGCACGGGA
ACTCACGGAC
ACGCATGGTC
ACACACGGGG
ACACACGGGEG
ACACACGGGG
ACGCACGGGA
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CCAGAGACTG
CCAGAGACTG
CCAGAGACTG
CCAGAGACTG
CGATTGCGTC
CCAGAGACTG
CCAGAGACTG
CGATTGCGTC
CCAGAGACTG
CGATTGCETC
CGATTGCGTC
CCGGAGACTG
CCAGAGACTG
TCAGARGACTG
TCAGAGACTG
TCAGAGACTG
CCAGAGACTG
CCAGAGACTG
CCAGAGACTG
CCAGAGACTG
CCAGAGACTG
CCAGAGACTG
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AARARAGACTG
AARAAAGACTG
ADABAGACTG
ADABANGACTG
CCAGAGACTG
CGAGAGACTG
AGARAGACTG
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TCAGAGACTG -
TCAGAGACTG .

TCAGAGACTG
CCAGAGACTG
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TTCAGAATGT

TTCAGARTGT
TTCAGRATGT
TTCAGAATGT
GACARAGATGG
TTCAGAATGT
TTCAGAATGT
GACARGATGG
TTCAGAATGT
GACAAGATGG
GACAAGATGG
TTCAGARATGT
TTCAGAATGT
CTCAGRATGT
CTCAGAATGT
CTCAGAATGT
TTCAGAATGT
TTCAGAATGT
TTCAGAATGT
TTCAGAATGT
TTCAGAATGT
TTCAGAATGT

..........
..........
..........
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TTTGGAATGC
TTTGGAATGC

TTTGGAATGC

TTTGGAATGC
TTCAGARTGT
TICAGAGTGC
TTTAGAGTGC
TGGGGAATGC
CTCAGAGTGT

“CICAGAGTIGT -

TTTAGAGTGT
TTCAGAATGT

TTCCCCGGLCG

TTCCCCGGCG
TTCCCGGGLE
TTCCCCGGCG
TGATCTGGTG
TTCCCCGGCG
TTCCCCGGLCG
TGATCTGGTG
TTCCCCGGCG
TGATCIGGTG
TGATCTGGTG
TTCCCCGGCG
TTCCCCGGCG
TTCCCCGETG
TTCCCCGETG
TTCCCCGGTG
TTCCCCGGECG
TTCCCCGGCG
TTCCCCGGCG
TTCCCCGGCG
TTCCCCGGCG

' TTCCCCGGCG
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TTTCCCG. . .
TTTCCCG. . .
TTTCCCG. . .
TTTCCCG. . .
TTCCCCGGCG
TTCCCCGGCG
TTTCCCG. ..
TTCCCTGGAA
TTCCCCGGCG
TTCCCCGGCG
TTCCCCGGCG
TTCCCCGGCG
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TGTCAGARATC

TGTCAGAATC
TGTCAGARTC
TGTCAGAATC
GG..AGGAGG
TGTCAGARATC
TGTCAGAATC
GG. .AGGAGG
TGTCAGAATC
GG. .AGGAGG
GG. .AGGAGG
TGTCAGAATC
TGTCAGAATC
CATCAGAATC
CATCAGAATC
CATCAGAATC
TGTCAGAATC
TGTCAGAATC
IGTCAGAATC
TGTCAGAATC
TGTCAGAATC
TGTCAGAATC
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TGTCAGAATC
TGTCAGAATC
TGTCAGAATC
TGTCAGAATC
TGTCAGAATC
TGTCAGAATC
TGTCAGAATC
TGTCAGRATC
TGTCAGAATC
TGTCAGAATC
TGTCAGAATC
TGTCAGAATC
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TCRACCCGTT
TCAACCCGTT
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STCAACC. ...
TCBACC. ..

TCAACC. ...
TCAACC. ...
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- GGTCGTCA

. GGTCGTCA
. . GGTCGTICA
. .GGTCGTCA

. TGACGGCC
.« GGTCGTCA
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. TGACGGCC

. GGTCGTCA

. TGACGGCC
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. .GGTCGETCA
. .GGTCGTCA
.. GGTCGTCA
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. .GGICGTCA
. . GGTCGTCA
. . GGTCGTCA
. . GGTCGTCA
. .GGTCGETCA
. . GGTTGTCA

..........
..........
..........
----------
..........
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TCTGTCGTCA
CCTGTCGTCA
TCTGTCGTCA
TCTGTCGTCA
. .GGTCGTCA
. .GGTCETCA
TCTGTCGTCA
TCTGTCGICA
. GGTCGTCA
. .GGTCGICA
.. GGTCGTCA

. GGTCGTCA
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GAAAGAGGAC

GARAAGAGGAC
GBARGAGGAC
GBRAAGAGGAC
.AAGGTCGTG
GAAAGAGGAC
GARAGAGGAC
.AAGGTCGTG
GARARGAGGAC
AA....GGIC
AA....GGTC
GARAGAGGAC
GRAAGAGGAC
GARARARRARAC
GABARAARALC
GAARMARRAC
GAAAGAGGAC
GAAAGAGGAC
GABAGAGGAC
GCARAGAGGAC
GAARARAAGAC
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GAARAACG. .
GAAAGAGGAC
GAAAGAGGAC
ABRAAGGCG. .
AARAGAAGAC
GAARGAGGAC
GAAAGAGGAC
GAARARAAGAC
GARARBAGAC

GTATCGGARAR

GTATCGGAAA
GTATCGGAAA
GTATCGGRARA
GAGTCCGCCA
GTATCGGAAR
GTATCGGAAR
GAGTCLCGCCA
GTATCGGAAA
GTGAAGTICCG
GTGGAGTCCG
GTATCGGARA
GTATCGGAARA
GTATCAGAAA
GTATCAGARAA
GTATCAGAAA
GTATCGGRAA
GTATCGGARAA
GTATCGGAAA
GTATCGGAAA
GTATCGGAAA
GTATCGGAAA

..........
..........
..........
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. TATCAGAAR
. TATCAGAAR
. TATCAGRAAR
. TATCAGRAR
GTATCGGAAA
GTATCGGARA
. TATCAGAAR
TTATCAGRAR

 GTATCGGARA

GTATCGGAAA

GTATCGGAAA
GTATCGGAAA

Fig. 1AQ

CTCTGTGCCA

CTCTGTGCCA
CICTGTGCCA
CTCTGTGCCA
AG....GCCA
CTCTGTGCCA
CTCTGIGCCA
AG....GCCA
CTCTGIGCCA
CCAAG.GCCA
CCARG, GCCA
CTICTGIGCCA
CTCTGTGCCA
CTGTGTGCCA
CTGTGTIGCCA
CIGTGTGCCA
CTCTGIGCGA
CTCTGTGCGA
CTCTGTGCGA
CTCTGTGCGA
CTCTGTGCGA
CTCTGTGCGA

..........
..........
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----------
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CTTTGTTACA
CTTTGTTACA
CTTTGTTIACA
CTTTGTTACA
CTCTGTGCCA
CTCTGTGCCA
CTGTGCTACA
CIGTGTCCAR
CTCTGTGCGA
CTCTGTGCGA
CTCTGCGCGA
CTCTGTGCGA
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TTCATCATCT

TTCATCATCT
TTCATCATCT
TTCATCATCT
TTCATCATCT
TTCATCATCT
TTCATCATCT
TTCATCATICT
TTCATCATCT
TTCATCATCT
TTCATCATCT
TTCATCATCT
TTCATCATCT
TTCATCATCT
TTCATCATCT
TTCATCATCT
TTCATCATCT
TTCATCATCT
TTCATCATCT
TTCATCATCT
TTCATCATCT

TTCATCATCT
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----------
..........
..........

nnnnnnnnnn

TTCATCATAT
TTCATCATAT
TTCATCATAT
TTCATCATAT
TTCATCATCT
TTCATCATCT
TTCATCATAT
TTCATCATAT
TTCATCATCT

‘TTCATCATCT

TTCATCATCT
TTCATCATCT
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GCTGGGG. CG
GCTAGGG. CC
GCTGGGGE.CG
GCTGGGG.CG
GCTGGGG.CG
GCTGGGG.CG
GCTGGGEG . CG
GCTGGGG. CG
GCTGGGEG. CG
GCTGGGG.CG
GCTGGGEE.CG
GCTGGGEG.CG
GCTGGGG.CG
GCTGGGG. CG
GCTGGGG. CG
GCTGGGG.CG
GCTGGGG.CG
GCTGGGG. CG
GCTGGGG. CG
GCTGGGG.
GCTGGGG,
GCTGGGG.

..........
..........
..........
..........
..........

..........

CATGGGA.
CATGGGA.
CATGGGA.
CATGGGA,
GCTGGGG,
GCTGGGE.
CATGGGA,
CCTGGGA.
GCTGGGG. CG .
GCTGGGG. CG
GCTGGGG.CG
GCTGGGGECG
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GGCTCCCGAG
GGCTCCCGAG
GGCTCCCGAG
GGCTCCCGAG
GGCTCCCGAG
GGCTCCCGAG
GGCTCCCGAG
GGCTCCCGAG
GGCTCCCGAG
GGCTCCCGAG
GGCTCCCGAG
GGCTCCCGRG
GGCTCCCGAG
GGCACCCGAG
GGCACCCGAG
GGCACCCGAG
GGCTCCCGAG
GGCTCCCGAG
GGCTCCCGAG
GGCTCCCGAG
GGCACCCGAG

GGCACCCGAG
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AGAACCAGAC
AGTACCAGAC
AGTACCAGAC
AGTACCAGAC
GGCTCCCGAG
GGCTCCCGRG
GGTGCCAGAC
GGCACCCGAG
GGCTCCCGAG
GGCTCCCGAG
GGCGCCCGAG
GGCACCCGAG

ATTGCTTGCT
ATTGCITGCT
ATTGCTTGCT
ATTGCTTGCT
ATTGCTTGCT
ATTGCTTGCT
ATTGCTTGCT
ATTGCTTGCT
ATTGCTTGCT
ATTGCTTGCT
ATTGCTTGCT
ATTGCTTGCT
ATTGCTTGCT
ATTGCTTGECT
ATTGCTTGCT
ATTGCTTGCT
ATIGCTTGCT
ATTGCTTGCT
ATTGCTTGCT
ATTGCTTGCT
ATTGCTTGCT
ATTGCTTGCT

..........
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..........
..........
----------

..........

...GCCTGCA

. .GCCTGCA

. .GCCTGCA
...GCCTGCA
ATTGCTTGCT
ATTGCTTGCT
.. .GCTTGCA
ATTGCCTGTT
ATTGCTTGCT
ATTGCTTGCT |
ATTGCTTGCT
ATTGCTTGCT
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CGGCCTGCGA
CGGCCTGCGA
CGGCCTGCGA
CGGCCTGCGA
CGGCCTGCGA
CGGCCTGCGA
CGGCCTGCGA
CGGCCTGCGA
CGGCCTGCGA
CGGCCTGCGA
CGGCCTGCGA
CGGCCTGCGA
CGGCCTGCGA
CGGCCTGCGA
CGGCCTGCGA
CGGCCTGCGA
CGGCCTGCGA
CGGCCTGLGA
CGGCCTGCGA
CGGCCTGCGA
CGGCCTGCGA
CGGCCTGCGA
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CTGCCTGCGA
CTGCCTGCGA
CTGCCTGCGA
CGGCCTGCGEA
CGGCCTGCGA
CTGCCTGCGA
CGGCCTGCGA
CGGCCTGCGA

CGGCCTGCGA”

CGGCCTGCEA
CGGCCTGCGA
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TCTGGTCBAC
TCTGGTCAAC
TCTGGTCAAC
TCTGGETCAAC
TCTGGTCBAC
TCTGGTCAAC
TCTGGTCAAC
TCTGGTCAAC
TCTGGTCAAC
TCTGGTCAAC
TCTGGTCAAC
TCTGGTCAAC
TCTGGTCAAC
TCTGGTCARAC
TCTGGTCAAC
TCTGGTCAEC
TCTGGTCAAC
TCTGGTCAAL
TCTGGTCAAC
TCTGGTCAAC
TCTGGTCAAC
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CCTGGTARAT
CCTGGTAAAT
CCTGGTARAT
CCTGGTAAAT
TCTGGTCAAC
TCTGGTCAAC
TCTGGTCAAT
TTTGGCCART
TCTGGTCARC
TCTGGTCARAC
CCTGGTCAAC
TCTGGTCAAC
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GTGGACCTGG
GTGGACCTGE
GTGGACCTGG
GTGGACCTGG
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GTGGACCTGG
GTGGACCTGE
GTGGACCTGG
GTGGACCTGG
GTGGACCTGG
GTGGACCTGG
GTGGACCTGE
GTGGACCTGE
GTGGACCTGE

GTGGACCTGG

GTGGACCTGG
GTGGACCTGS
GTGGACCTGG
GTGGACCTGG
GTGGACCTGE
GTGGACCTAG
GTGGACCTAG
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GTGGACTTGG
GTGGACTTGG
GTGGACTTGG
GTGGACTTGG
GTGGACCTGG
GTGGACCTGG
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GTGGACTTGG
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GTGGACCTGG
GTGGACCTGG
GTGGACCTAG
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ATGACCGTGT
ATGACTGTGT
ATGACTGTGT
ATGACTGTGCT
ATGACTGTGT
ATGACTGTGET
ATGACTGTGT
ATGACTGTGT
ATGACTGTGT
ATGACTGTGT
ATGACTGTGT
ATGACTGTGT
ATGACTGTGT
ACGACTGTGT
LCGACTGTGT
ACGACTGTGT
ATGACTGTGT
ATGACTGTGT
ATGACTGTGT
ATGACTGTGT
ATGACTGTGT
ATGACTGTGT
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ATGACTGTAT
ATGACTGTAT
ATGACTGTAT
ATGACTGTAT
ATGACTGTGT
ATGACTGTGT
ATGACTGCAT
ATGACTGTGT
ATGACTGTGT
ATGACTGTGT
ACGACTGCGT
ATGACTGTIGT

TTCTGAGCAA
TTCTGAGCAA
TTCTGAGCAA
TTCTGAGCAA
TTCTGAGCAA
TTCTGAGCAR
TTCTGAGCAA
TTCTGAGCAA

"TTCTGAGCAR

TTCTGAGCAR
TTCTGAGCRA
TTCTGAGCAA
TTCTGAGCRA
TTCTGAGCAA
TTCTGAGCAA
TTCTGAGCAR
TTCTGAGCAA
TTCTGAGCAR
TTCTGAGCAR
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TTCTGAGCRA
TTCTGAGCAA
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TTCTGAGCAA
TTCTGAGCAA
TTCTGAGCAA
TTCTGAGCRA
TTCTGAGCAA
TTCTGAGCAA
CTTTGAACARA
TTCTGAGCAA
TTCTGAGCRA
TTCTGAGCAA
TTCTGAGCAA
TTCTGAGCARA
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Rep 78 stop

TAAATGACTT
TAAATGACTT
TARATGACTT
TAAATGACTT
TAAATGACTT
TARATGACTT
TAAATGACTT
TAAATGACTT
TARATGACTT
TARRTGACTT
TARATGACTT
TARATGACTT
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TAAATGACTT
TARATGACTT
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TAAATGACTT
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TAAATGACTT
TAAATGACTT
TAAATGACTT
TARATGACTT
TAARTGACTT
TAAATGACTT
TARATGATTT
TAAATGACTT

TAAATGACTT.

TARATGACTT
TAAATGACTT
TAAATGACTT

Rep78 stop
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AARNCCAGGTE
ARACCAGGTA
ARRCCAGGTA
ARACCAGGTA
AAACCAGGTA
ARACCAGGTA
RARCCAGGTA
ARACCAGGTA
AAACCAGGTA
ARACCAGGTA
ARACCAGGTA
ARACCAGGTA
ARACCAGGTA
ARACCAGGTR
ARACCAGGTA
ARACCAGGTA
ABRACCAGGTA
AAACCAGGTA
ARACCAGGTA
ABACCAGGTA
ARRCCAGGTA
AAACCAGGTA
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AAATCAGGTA
AAATCAGGTA
AAATCAGGTA
ARATCAGGTA
ADACCAGGTA
ARRCCAGGTA
ARATCAGGTA
AAACCAGGTA

ARACCAGGTA

AARCCAGGTA
AAACCAGGTA
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TGGCTGCCGA
TGGCTGCCGA
TGGCTGCCGA
TGGCTGCCGA
TGGCTGCCGA
TGGCTGCCGA
TGGCTGCCGA
TGGCTGCCGA
TGGCTGCCGA
TGECTGCCGA
TGGCTGCCGA
TGGCTGCCGA
TGGCTGCCGA
TGGCTGCCGA
TGGCTGCCGA
TGGCTGCCGA
TGGCTGLCGA
TGGCTGCCGA
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TGGCTGCCGA
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TGGCTGCTGA
TGGCTGCTGA
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TGGCTGCCGA
TGGCTGCCGA
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TGGCTGCCGA
TGGCTGCCGA

ABMCCAGGTA TGGCTGCCGA
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IGGTTATCTT
TGGITATCTT
TGGTTATCTT
IGGTTATCTT
TGGTTATCTT
TGETTATCTT
TGGTCATCTT
TGGTTATCTT
TGGTTATCTT
TGGTTATCTT
TGGTTATCTT
TGGTTATCTT
TGGTTATCTT
TGGTTATCTT
TGGTTATCTT
TGGTTATCTT
TGGTTATCTT
TGGTTATCTT
TGGTTATCTT
TGGTTATCTT
TGGTTATCTT
TGGTTATCTT
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CGGTTATCTT
CGGTTATCTT
CGGTTATCTT
CGGTTATCTT
TGGTTATCTT
TGGTTATCTT
TGGTTATCTT
CGGTTATCTT
TGGTTATCTT
TGGTTATCTT
TGGTTATCTT
TGGTTATCTT

CCAGATTGEC
'CCAGATTGGC

CCAGATTGGC
CCAGATTGGC
CCAGATTGGC
CCAGATTGGC
CCAGATTGGC
CCAGATTGGC
CCAGATTGGC
CCAGATTGGC
CCAGATTGGC
CCAGATTGGC
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CCAGATTGGC
CCAGATTGGC
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CCAGATTGGC
CCAGATTGGC
CCAGATTGGC
CCAGATTGGC
CCAGATTGGC
CCAGATTGGC
CCAGATTGGC
CCAGATTGGC
CCAGATTGGC
CCAGATTGGC
CCAGATTGGC
CCAGATIGGC

Fig. 1AT

TCGAGGACAR
TCGAGGACAA
TCGAGGACAA
TCGAGGACAR
TCGAGGACARA
TCGAGGACAR
TCGAGGACAR
TCGAGGACAA
TCGAGGACAR
TCGAGGACAA
TCGAGGACAA
TCGAGGACAA
TCGAGGACAA
TTGAGGACAR
TTGAGGACAA
TTGAGGACAA
TCGAGGACAR
TCGAGGACAA
TCGAGGACAA
TCGAGGACAA
TCGAGGACAA
TCGAGGACAA

..........
..........
..........
..........
..........

TCGAGGACAC
TCGAGGACAC
TCGAGGACAC
TCGAGGACAC
TCGAGGACAA
TCGAGGACAA
TCGAGGACAC
TCGAGGACAA
TCGAGGACAR
TCGAGGACAA
TCGAGGACAR
TCGAGGACAR
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Rep&8 stop

CCTCTCTGAG
CCTCTCTGAG
CCTCTCTGAG
CCTCTCTGAG
CCTCTCTGAG
CCTCTCTGAG
CCTCTCTGAG
CCTCTCTGAG
CCTCTCTGAG
CCTCTCTGAG
CCTCTCTGAG
CCTCTCTGAG
CCTCTCTGAG
CCTCTCTGAG
CCTCTCTGAG
CCTCTCTGAG
CCTCTCTGAG
CCTCTCTGAG
CCTCTCTGAG
CCTCTCTGAG
CCTCTCTGAG
CCTCTCTGAG

...........
..........
..........
..........
..........

..........

TCTCTCTGAR
TCTCTCTGAR
TCTCTCTGAA
TCTCTCTGAA
CCTCTCTGAG
CCTCTCTGAG
TCTCTCTGAA
CCTTTCTGAA
CCTCTCTGAG
CCTCTCTGAG
CCTCTCTGAG
CCTCTCIGAG

GGCATTCGCG

GGCATTCGCG
GGCATTCGCG
GGCATTCGCG
GGCATTCGCG
GGCATTCGCG
GGCATTCGCG
GGCATTCGCG
GGCATTCGCG
GGCATTCGCG
GGCATTCGCG
GGCATTCGCG
GGCATTCGCG
GGCATTCGCG
GGCATTCGCG
GGCATTCGCG
GGCATTCGCG
GGCATTCGCG
GGCATTCGCG
GGCATTCGCG
GGCATTCGCG.

GGCATTCGCG

..........
..........
L I S TS
..........
..........

GGARATCAGAC
GGAATCAGAC
GGAATCAGAC
GGAATCAGAC
GGCATCCGCG
GGCATTCGCG
GGAATAAGAC
GGCATTCGTG
GGCATTCGCG
GGCATTCGCG
GGCATTCGCG
GGCATTCGCG

Rep 68 stop
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ARV7
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2301
AGTGGTGGGA

AGTGGTGGGA

ACGTGGTGGGA
AGTGGTGGGA
AGTGGTGGGA
AGTGGTGGGA
AGTGGTGGGA
AGTGGTGGGR
AGTGGTGGGA
AGTGGTGGGA
AGTGGTGGGA
AGTGGTGGGA
AGTGGTGGGA
AGTGGTGGGA
AGTGGTGGGA
AGTGGTGGGA
AGTGGTGGGA
AGTGGTGGGA
AGTGGTGGGA
AGTGGTGGGA

- AGTGGTGGGA

..........
..........
..........
..........

..........

----------

AGTGGTGGAA
AGTGGTGGAA
AGTGGTGGAR
AGTGGTGGAR
AGTGGTGGGA
AGTGGTGGGA
AGTGGTGGAA
AGTGGTGGGC

-AGTGGTGGGC

AGTGGTGGGC
AGTGGTGGGA
AGTGGTGGGA

CTTGAAACCT

CTTGAARCCT
CTTGARRCCT
CTTGAAACCT
CTTGAGACCT
CTTGARACCT
CTTGRAACCT
CTTGAAACCT
CTTGARACCT
CTTGAAACCT
CTTGAAACCT
CTTGARACCT
CTTGARACCT
CCTGARACCT
CCTGAAACCT
CCTGAAACCT
CTTGAAACCT
CTTGARACCT
CTTGAAACCT
CTTGARACCT
CTTGAAACCT
CTTGARACCT

..........
..........
..........
..........
..........

..........

GCTCAAACCT
GCTCARACCT
GCTCARACCT
GCTCAAACCT
CTTGARACCT
CTTGAAACCT
GCTCAAACCT
TCTGAAACCT
GCTGAAACCT
GCTGARACCT
CCTGRAACCT
CTTGAAACCT

Fig. 1aU

GGAGCCCCGA

GGAGCCCCGa
GGAGCCCCGea
GGAGCCCCea
GGAGCCCCGA
GGAGCCCCGA
GGAGCCCCGA
GGAGCCCCGA
GGAGCCCeaa
GGAGCCCCea
GGAGCCCCGA
GGAGCCCCGA
GGAGCCCCGA
GGAGCCCCGa
GGAGCCCCGa
GGAGCCCCGa
GGAGCCCCGa
GGAGCCCCGA
GGAGCCCCGA
GGAGCCCCGa
GGAGCCCCGa
GGAGCCCCGEA

..........
..........
..........
..........
..........

----------

GGCCCACCAC
GGCCCACCAC
GGCCCACCAC
GGCccCaceac
GGAGCCCCGa
GGAGCCCCGA
GGCCCAacCcac
GGAGTCCCTC
GGAGCCCCea
GGAGCCCCea
GGAGCCCCGA
GGAGCCCCGa
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AACCCARAGC

AACCCARAGC
ARCCCAAAGC
AMCCCAAAGC
AACCCABAGC
AACCCARAGC
AACCCAAAGC
AACCCARAGC
AACCCAAAGC
AMACCCRAAGC
AARCCCRARGC
AACCCAAAGC
AACCCARRGC

AACCCAAAGC

ARCCCAARGC
AACCCABAGC
AACCCABAGC
AACCCARAGC
ARCCCAARGC
AACCCABRAGC
AACCCAARGC

AACCCAAAGC

..........
..........
..........
..........
..........

----------

CGCCGARACC
CGCCGARRCC
CGCCGRAARCC
CGCCGARACC
ARCCCARAGC
AGCCCAAAGC
CACCARRGCC
AACCCARAAGC
AGCCCARAGC

AGCCCAAAGC .

AACCCAAAGC
AACCCAARAGC

2350
CAACCAGCAA

CAACCAGCAR
CAACCAGCARA
CAACCAGCAA
CAACCAGCRA
CAACCAGCAR
CAACCAGCRA
CAACCAGCRAR
CAACCAGCAR
CAACCAGCAR
CAACCAGCAA
CAACCRGCARA
CAACCAGCAR
CAACCAGCRR
CAACCAGCAA
CAACCAGCAR
CAACCAGCAR
CAACCAGCAA
CAACCAGCAR
CAACCAGCARA
CAACCAGCARA

‘CAACCAGCAR

----------
----------
----------
----------
..........

..........

TAACCAACAR
TAACCAACAA
TAACCAACAA
TAACCAACAA
CAACCAGCAA
CAACCAGCAA
CGCAGAGCGG
GAACCAACAR
CAACCAGCAR

CAACCAGCAZ -

CAACCAGCRRA
CAACCAGCAR
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237
a3 3
42_12
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ARVS
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AAV7
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AAGCAGGACG
ARGCAGGACG
AAGCAGGACG
AAGCAGGACG
AAGCAGGACG
AAGCAGGACG
AAGCAGGRCG
AAGCAGGACG
AAGCAGGACG
ARGCAGGACG
AAGCAGGACG
AAGCAGGACG
AAGCAGGACG
ARGCAGGACG
ARGCAGGACG
AAGCAGGACG
AAGCAGGACG
ARGCAGGACG
ARGCAGGACG
AAGCAGGACG
AAGCAGGACG
RRGCAGGACG

..........
..........
..........
..........
----------

----------

CACCGGGACG
CACCGGGACG
CACCGGGACG
CACCGGGACG
AAGCAGGACG
AAGCAGGACG
CATARGGACG
CACCAGGACA
ARGCAGGACG

"AAGCAGGACG
'AAGCAGGACA

ARGCAGGACG

ACGGCCEGEE
ACGGCCGEGEG
ACGGCCGGGG
ACGGCCGGGE
ACGGCCGGGE
ACGGCCGGGGE
ACGGCCGGGE
ACGGCCGGGE
ACGGCCGGGG
ACGGCCGGGG
ACGGCCGGGE
ACGGCCGRGEG
ACGGCCERGE
ACGGCCGGGEE
ACGGCCGGGEE
ACGGCCGGGE
ACGGCCEGGE
ACGGCCGGGE
ACGGCCGGGE
ACGGCCGGGEE
ACGGCCGGGG
ACGGCCGGGGE

..........
..........
..........
..........
..........

----------

ACAGTAGGGEG
ACRAGTAGGGG
ACAGTAGGGG
ACAGTAGGGG
ACGGCCGEGE
ACGGCCGGEG
ACAGCAGGGG
ACCGTCGGGG
ACGGCCBGGG
BACGGCCGGGE
ACGGCCGGGG
ACGGCCGGGEG

Fig. 1av

TCTGGTGCTT
TCTGGTGCTT
TCTGGTGCTT
TCIGGTGCTT
TCTGGTGCTT
TCTGGTGCTT
TCTGGTGCTT
TCTGGTGCTT
TCTGGTGCTT
TCTGGTGCTT
TCTGGTGCTT
TCTGGTGCTT
TCTGGTGCTT
TCTGGTGCTT
TCTGGTGCTT
TCTGGTGCTT
TCTGGTGCTT
TCTGGTGCTT
TCTGGTGCTT
ICTGGTGCTT
TCTGGTGCTT
TCTGGTGCTT

..........
..........
..........
..........
----------

----------

TCTTGTGCTT
TCTTGTGCTT
TCTTGTGCTT
TCTTGTGCTT
TCTGGTGCTT
TCTGGTGCTT
TCTTGTGCTT
TCTTGTGCTT
TCTGGTGCTT
TCTGGTGCTT
TCTGGTGCTT
TCTGGTGCTT
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CCTGGCTACA
CCTGGCTACA
CCTGGCTACA
CCTGGCTACA
CCTGGCTACA
CCTGGCTACA
CCTGGCTACA
CCTGGCTACA
CCTGGCTACA
CCTGGCTACA
CCTGGCTACA
CCTGGCTACA
CCTGGCTACA
CCTGGCTACA
CCTGGCTACA
CCTGGCTACA
CCTGGCTACA
CCTGGCTACA
CCTGGCTACA
CCTGGCTACA
CCTGGCTACA
CCTGGCTACAH

..........
..........
..........
..........

----------

CCIGGGTACA
CCTGGGTACA
CCTGGGTACA
CCTGGGTACA
CCTGGCTACA
CCTGGCTACA
CCTGGGTACA
CCGGGTTACA
CCIGGCTACA
CCTGGCTACA
CCTGGCTACH
CCTGGCTACA

2400
AGTACCTCGG
AGTACCTCGG
AGTACCTCGG
AGTACCTCGG
AGTACCICGG
AGTACCTCGG
AGTACCTCGG
AGTACCTCGG
AGTACCTCGG
AGTACCTCGG
AGTACCTCGG
AGTACCTCGG
AGTACCTCGG
AGTACCTCGG
AGTACCTCGG
AGTACCTCGG
AGTACCTCGG
AGTACCTCGG
AGTACCTCGG
AGTACCTCGG
AGTACCTCGG
AGTACCTCGG -

----------
..........
..........
..........
..........

..........

AGTACCTCGG
AGTACCTCGG
AGTACCICGG
AGTACCTCGG
AGTACCTCGG
AGTACCTCGG
AGTACCTCGG
AATACCTCGG
AGTACCTCGG
AGTACCICGG
AGTACCTCGG
AGTACCTCGG
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ARV
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AAV3
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2401
ACCCTTCAAC
ACCCTTCARAC

ACCCTITCRAC

ACCCTTCAAC
BACCCTTCARC
ACCCTTCAAC
ACCCTTCAAC
ACCCTTCAAC
ACCCTTCAAC
ACCCTTCAAC
ACCCTTCARC
ACCCTTCARAC
ACCCTTCAAC
ACCCTTCAAC
ACCCTTCARC
BACCCTTCAAC
ACCCTTCAAC
ACCCTTCAAC
ACCCTTCARAC
ACCCTTCAAC
ACCCTTCARC
ACCCTTCARC

............
..........
..........
..........
..........

..........

BCCCTTCAAC
ACCCTTCAAC
ACCCTTCRAC
ACCCTTCBAC
ACCCTTCARAC
ACCCTTCAAC
ACCCTTCAAC
ACCCGGTRAC
ACCCTTCAAC
ACCCTTCRRAC
ACCCTTCARAC
ACCCTTCAAC

GGACTCGACA
GGACTCGACA
GGACTCGACA
GGACTCGACA
GGACTCGACA
GGACTCGACA
GGACTCGACA
GGACTCGACA
GGACTCGACA
GGACTCGACA
GGACTCGACA
GGACTCGACA
GGACTCGACE
GGACTCGACA
GGACTCGACA
GGACTCGACA
GGACTCGACA
GGACTCGACA
GGACTCGACA
GGACTCGACA
GGACTCGACA
GGACTCGACA

..........
..........
..........
---------
----------

..........

GGACTCGACA
GGACTCGACA
GGACTCGACA
GGACTCGACA
GGACTCGACA
GGACTCGACA
GGACTCGACA
GGACTCGACA
GGACTCGACA
GGACTCGACA
GGACTCGACA
GGACTCGACA

Fig. 1AW

BGGGAGAGCC
RGGGGGAGCC
AGGGGGAGCC
AGGGAGAGCC
AGGGAGAGCC
AGGGGGAGCC
AGGGGGAGCC
AGGGAGAGCC
AGGGAGAGCC
AGGGAGAGCC
AGGGAGAGCC
AGGGAGAGCC
AGGGAGAGCC
AGGGGGAGCC
AGGGGGAGCC
AGGGGGAGCC
AGGGGGAGCC
AGGGGGAGCC
AGGGGGAGCC
AGGGGGAGCC
AGGGGGAGCC
AGGBEGAGCC

..........
..........
----------
..........
..........

..........

BAGGAGAGCC
AAGGAGAGCC
AAGGAGAGCC
BAGGAGAGCC
AGGGAGAGCC
AGGGGGAGCE
AGGGAGAGCC
AAGGAGAGCC
AGGGGGAGCC
AGGGGGAGCC
AGGGGGAGCC
AGGGGGAGCC
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GGTCAACGAG
CGTCARCGCG
CGTCAACGCG
GGTCAACGAG
GGTCAACGAG
CGTCAACGCG
CGTCAACGCG
GGTCAACGAG
GGTCAACGAG
GGTCAACGAG
GGTCAACGAG
GGTCAACGCG
GGTCAACGAG
CGTCAACGCG
CGTCARCGCG
CGTCARCGCG
CGTCAACGCG
CGTCAACGCG
CGTCAACGCE
CGTCAACGCG
CGTCAACGCG
CGTCAACGCG

..........
..........
..........
----------
..........

----------

GGTCAARCGAG
GGTCAACGAG
GGTCAACGAG
GGTCAACGAG
GGTCAACGAG
CGTCAACGCG
GGTCAACGAG
GGTCAACGAG
CGTCARACGCG
CGTCAACGCG
CGTCAACGCG
CGTCAACGCG

2450
GCAGRCGCCG
GCGGACGCARG-
GCGGACGCAG
GCAGACGCCG
GCAGACGCCG
GCGGACGCAG
GCGGACGCAG
GCAGACGCCG
GCAGACGCCG
GCAGACGCCG
GCAGACGCCG
GCGGACGCAG
GCAGACGCCG
GCGGACGCAG
GCGGACGCAG
GCGGACGCAG
GCGGACGCAG
GCGGACGCAG
GCGGACGCAG
GCGGACGCAG
GCGGACGCAG
GCGGACGCAG

...........
..........
..........
..........
..........

..........

GCAGACGCCG
GCAGACGCCG
GCAGACGCCG
GCAGACGCCG
GCAGACGCCG
GCGGACGCAG
GCAGACGCCG
GCGGACGCGE
GCGGACGCAG
GCGGACGCAG

‘GCGGACGCAG

GCGGACGCAG
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CGGCCCTCEA
CGGCCCTCGA
CGGCCCTCGA
CGGCCCTCGA
CGGCCCTCGA
CGGCCCTCGA
CGGCCCTCEA
CGGCCCTCGA
CGGCCCTCER
CGGCCCTCGA
CGGCCCTCGA
CGGCCCTCGA
CGGCCCTCRA
CGGCCCTCGA
CGGCCCTCGA
CGGCCCTCGA
CGGCCCTCGA
CGGCCCTCGA
CGGCCCTCGA
CGGCCCTCGA
CGGCCCTCGA
CGGCCCTCGA

..........
..........
..........
----------
..........

CGGCCCTCGA
CGGCCCTCGA
CGGCCCTCGA
CGGCCCTCea
CGGCCCTCGA
CGGCCCTCGA
CGGCCCTCGA
CAGCCCTCGA
CGGCCCTCGA

 CGGCCCTeea

CGGCCCTCGA
CGGCCCTICGA

GCACG.
GCACG.
GCACG.
GCACG.
GCACG.
GCACG.
GCACG.
GCACG.
GCACG.
GCACG.
GCACG.
GCACG.
GCACG.
GCACG.
GCACG.
GCACG.
GCACG.
GCACG.
GCACG.
GCACG.
GCACG.
GCACG.

.ACAA
GCACG.ACAA
GCACGTACRA
ACACG.ACAA
GCACG.ACAA
GCACG.GCAA
GCACG.ACAA
GCACG.ACAA

Fig. 1AX

GGCCTACGAC
GGCCTACGAC

-GGCCTACGAC

GGCCTACGAC
GGCCTACGAC
GGCCTACGAC
GGCCTACGAC
GGCCTACGAC
GGCCTACGAC
GGCCTACGAC
GGCCTACGAC
GGCCTACGAC
GGCCTACGAC
GGCCTACGAC
GGCCTACGAC
GGCCTACGAC
AGCCTACGAC
AGCCTACGAC
AGCCTACGAC
AGCCTACGAC
GGCCTACGAC
GGCCTACGAC

GGCCTACGAC

GGCCTACGAC
GGCCTACGAC
GGCCTACGAC
GGCCTACGAC
GGCCTACGAC
AGCCTACGAC
AGCCTACGAC
AGCCTACGAC
AGCCTACGAC
GGCCTACGAC
GGCCTACGAC
AGCCTACGAC
AGCTTACGAC
GGCCTACGAC
GGCCTACGAC
GGCCTACGAC
GGCCTACGAC
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AAGCAGCTCG
CAGCAGCTCA
CAGCAGCTCA
AAGCAGCICG
ARGCAGCTCG
CAGCAGCTCA
CAGCAGCTCA
AAGCAGCTCG
RAGCAGCTCG
AAGCAGCTCG
ARGCAGCTCG
CAGCAGCTCA
ARGCAGCTCG
CAGCAGCTCA
CAGCAGCTCA
CAGCAGCTCA
CAGCAGCTCA
CAGCAGCTCA
CAGCAGCTCA
CAGCAGCTCA
CAGCAGCTCA
CAGCAGCTCA
CAGCAGCTCA
CAGCAGCTCA
CAGCAGCTCA
CRAGCAGCTCR
CAGCAGCTCA
CAGCAGCTCA
CACCAGCTICA
CACCAGCTCA
CACCAGCTCA
CACCAGCTCA
AAGCAGCTICG
CAGCAGCTCA
CGGCAGCTCG
CAGCAGCTCA
CAGCAGCTGC
CAGCAGCIGC
CAGCAGCTCA
CAGCAGCTCA

2500
AGCAGGGGGA
AAGCGGGTGA
AAGCGGGTGA
AGCAGGGGGA
AGCAGGGGGR
ARGCGGGTGA
AAGCGGGTGA
AGCAGGGGGA
AGCAGGGGGA
AGCAGGGGGA
AGCAGGGGGA
AAGCGGGTGA
AGCAGGGGGA
AAGCGGGTGA
AAGCGGGTGA
AAGCGGGTGA
AAGCGGGTGA
ARGCGGGTGA
AAGCGGGTGA
AAGCGGGTGAR
AAGCGGGTGA
AAGCGGGTGA
ARGCGGGTGA
AAGCGGGTGA
AAGCGGGTGA
AAGCGGGTGA

AAGCGGGTGA .

AAGCGGGTGA
AGCAAGGGGA
AGCAAGGGGA
AGCAAGGGGA
AGCARGGGGA
BGCAGGGGGA
AAGCGGGTGA
ACAGCGGAGA
AGGCCGGTGA
AGGCGGGTGA
AGGCGGGTGA
ARAGCGGGTGA
AAGCGGGTGA
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CAACCCGTAC
CAATCCGTAC
CAATCCGTAC
CAACCCGTAC
CAACCCGTAC
CAATCCGTAC
CAATCCGTAC
CAACCCGTAC
CAACCCGTAC
CAACCCGTAC
CAACCCGTAC
CAATCCGTAC
CAACCCGTAC
CAATCCGTAC

-CAATCCGTAC

CAATCCGTAC
CAATCCGTAC
CAATCCGTAC
CAATCCGTAC
CARTCCGTAC
CAATCCGTAC

- CAATCCGTAC

CAATCCGTAC

"CAATCCGTAC

CAATCCGTAC
CAATCCGTAC
CAATCCGTAC
CAATCCGTAC
CAACCCGTAC
CAACCCGTAC
CAACCCGTAC
CADCCCGTAC
CAACCCGTAC
CAATCCGTAC
CARACCCGTAC
CAACCCGTAC
CAATCCGTAC
CAATCCGTAC
CAATCCGTAC
CAATCCGTAC

CTCAAGTACA
CTGCGGTATA
CTGCGGTATA
CTCAAGTACA
CTCAAGTACA
CTGCGGTATA
CTGCGGTATA
CTCAAGTACA
CTCAAGTACA
CTCAAGTACA
CTCAAGTACA
CTGCGGTATA
CTCRAGTACA
CTGCGGTATA
CTGCGGTATA
CTGCGGTATA
CTGCGGTATA
CTGCGGTATA
CTGCGGTATA
CIGCGGTATA
CTGCGGTATA

CTGCGGTATA

CTGCGGTATA
CTGCGGTATA
CTGCGGTATA
CTGCGGTATA
CTGCGGTATA
CTGCGGTATA
CTCAAATACA
CTCAAATACA
CTCAAATACA
CTCRAATACA
CTCARGTACA
CTGCGGTATA
CTCAAGTACA
CTCARGTACA
CTGCGGTATA
CTGCGGTATA
CTGCGGTATA
CTGCGGTATA

Fig. 1Ay

ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ATCACGCCGA
ATCACGCCGR
ATCACGCCGA
ATCACGCCGA
ACCACGCCGA
ACCACGCCGR
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCGGA
ACCACGCGGA
ACCACGCGGA
ACCACGCGGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA

ACCACGCCGA
ACCACGCCGR

ACCACGCCGA
ACCACGCCGA
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CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGRGTTT
CGCCGRGTTT
CGCCBAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCTGRAATTT
CGCTGAATTT
CGCTGARATTT
CGCTGAATTT
CGCCGAGTTT
CGCCGAGTTT
CGCGGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT.
CGCCEAGTTT
CGCCGAGTTT
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CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGETC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC

-CAGGAGCGTC

CAGGAGTGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGCC
CAGGAGCGTC

CAGGAGCGTC

CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
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TTCARGAAGA
TGCARGRAGA
TGCARGRAGA
TTCAAGAAGA
TTCAAGAAGA
TTCAAGAAGA
TTCAAGAAGA
TTCAAGAAGA
TTCAAGAAGA
TTCRAGAAGA
TTCARGAAGA
TTCAARGARAGA
TTCAARGARAGA
TGCAAGAAGA
TGCAAGAAGA
TGCAAGAAGA
TGCAAGAAGA
TGCAAGAAGA
TGCAAGARAGA
TGCAAGAAGA
TGCAAGAAGA

TGCAAGARGA.

TTCAAGAAGA
TTCARGAAGA
TTCAAGAAGA
TTCAAGAAGA
TTCARAGAAGA
TTCAAGAAGA
TTCAAGAAGA
TTCAAGAAGA
TTCAAGAAGA
TTCAAGAAGA
TTCAAGAAGA
TGCAAGAAGA
TTAARGRAGA
TTCAAGRAGA
TGCAAGAAGA
TGCAAGAAGA

TGCAAGAAGA

TGCAAGAAGR

TACGTCTTTT .

TACGTCTTTT
TACGTCTTTT
TACGTCTTTT
TACGTCTTTT
TACGTCTTTT
TACGTCTTTT
TACGTCTTTT
TACGTCTTTT
TACGTCTTTT
TACGTCTTTT
TACGTCTTTT
TACGTCTTTT
TACGTCTTTT
TACGTCTTTT
TACGTCTTTT
TACGTCITTT
TACGTCTTTT
TACGTCCTTT
TACGTCTTTT
TACGTCTTTT
TACGTCTTTT
TACGTCTTTT
TACGTCTTTT
TACGTCTTTT
TACGTCTTTT
TACGTCTTTT
TACGTCTTTT
TACGTCTTTC
TACGTCTTTC
TACGTCTTTC
TACGTCTTTC
TACGTCTTTT
TACGTCTTTT
TACGTCTTTT
TACGTCTTTT
TACGTCTTTT
TACGTCTTTT
TACGTCATTT
TACGTCTTTT
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GGGGGCAACC
GGGGGCAACC
GGGGGCARCC
GGGGGCAACT
GGGGGCAACC
GGGGGCAACC
GGGGGCAACC
GGGGGCAACC
GGGGGCAACC
GGGGGCAACC
GGGGGCAACC
GGGGGCAACC
GGGGGCAACC
GGGGGCARCC
GGGGGCAACC
GGGGEGCAACC
GGGGGCRACC
GGGGGCAACT
GGGGGCAACC
GGGGGCAACC
GGGGGCAACC
GGGGGCAACC
GGGGGCAACC
GGGGGCAACC
GGGGGCAACC
GGGGGCAACT
GGGGGCAACC
GGGGGCAACC
GGGGGCAACC
GGGGGCAACC
GGGGGCAACC
GGGGGCAACC
GGGGGCAACC
GGGGGCAACC
GGGGGCRACC
GGGGGCRACC
GGGGGCAACC
GGGGGCAACC
GGGGGCAACC
GGGGGCAACC
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TCGGGCGAGC
TCGGGCGAGC
TCGGGCGAGE
TCGGGCGAGC
TCGGGCGAGC
TCGGGCGRGC
TCGGGCGAGE
TCGGGCGAGE
TCGGGCGAGC
TCGGGCGAGC
TCGGGCGAGC
TCGGGCGAGC
TCGGGCGAGC
TCGGGCGAGE
TCGGGCGAGC
TCGGGCGAGC
TCGGGCGAGC
TCGGGCGAGC
TCGGGCGAGE
TCGGGCGAGC
TCGGGCGAGC
TCGGGCGAGE
TCGGGCGAGC
TCGGGCGAGC
TCGGGCGAGE
TCGGGCGAGE
TCGGGCGRAGE
TCGGGCGAGC
TCGGGCGAGC
TCGGGCGAGE
TCGGGCGAGC
TCGGGCGAGC
TCGGGCGAGE
TCGGGCGAGE
TCGGACGAGC
TTGGCAGAGC
TCGGGCGAGC
TCGGGCGAGC
TCGGGCGAGT
TCGGGCGAGC
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BAGTCTTCCAG
AGTCTTCCAG
AGTCTTCCAG
AGTCTTCCAG
AGTCTTCCAG
AGTCTTCCAG
AGTCTTCCAG
AGTCTTCCAG
AGTCTTCCGG
AGTCTTCCAG
AGTCTTCCAG
AGTCTTCCAG
AGTCTTCCAG
AGTCTTCCAG
AGTCTTCCAG
AGTCTTCCAG
AGTCTTCCAG
AGTCTTCCAG
AGTCTTCCAG
AGTCTTCCAG
AGTCTTCCAG
AGTCTTCCAG
AGTCTTCCAG -
AGTCTTCCAG
AGTCTTCCAG
AGTCTTCCAG
AGTCTTCCAG
BAGTCTTCCAG
AGTCTTCCAG
AGTCTTCCAG
AGTCTTCCAG
AGTCTTCCAG
AGTCTTCCAG
AGTCTTCCAG
AGTCTTCCAG
AGTCTTCCAG
AGTCTTCCAG
AGTCTTCCAG
AGTCTTCCAG
AGTCTTCCAG
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GCCAAGAAGC
GCCAAGAAGC
GCCRAGAAGC
GCCARAAGAAGC
GCCAAGAAGC
GCCAAGAAGC
GCCAAGAAGC
GCCAAGAAGC
GCCAAGRAGC
GCCAAGAAGC
GCCAAGAAGC
GCCAAGAAGC
GCCAAGAAGC
GCCAAGAAGC
GCCAAGAAGC
GCCAAGAAGC
GCCAAGAAGC
GCCAAGARGC
GCCAAGARGC
GCCARGAAGC
GCCAAGAARGC

GCCAAGAAGC,

GCCAAAAAGC
GCCAAAAAGC
GCCAAARAGC
GCCABRAAAGC
GCCAAARAGC
GCCARAAAGC
GCCARAAAGA
GCCAARARGA
GCCARAARAGA
GCCAAAAAGA
GCCAAGAAGC
GCCAAGAAGC
GCGAAAAAGA
GCCAAAARGA
GCCAAGAAGC
GCCAAGAAGC

‘GCCAAGAAGC

GCCAAGAAGC

GGGTTCTCGA

GGGTTCTCGA

GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCER
GGGTTCTCGA
GGGETTCTCGR
GGGTTCTCGA
GGGTTCTCGR
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCGA
GGGETTCTCGA
GGGTTCTCGA
GGGTTCTCGR
GGGTTCTCGR
GGGTTCTCGR
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCGA
GGGTACTCGA
GGGTACTCGA
GGGTACTCGR
GGGTACTCGA
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTTGA
GGATCCTTGA
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCGA

Fig. 1AAA

ACCTCTCGGT
ACCTCTCGGT
ACCTCTCGGT
ACCTCTCGGT
ACCTCTCGGT
ACCTCTCGGT
ACCTCTCGET
ACCTCTCGGT
ACCTCTCGGT
ACCTCTCGET
BCCTCTCGGT
ACCTCTCGGT
ACCTCTCGGT
ACCTCTCGGT
ACCTCTCGGT
ACCTCTCGGT
ACCTCTCGGT
ACCTCTCGGT
ACCTCTCGGT
ACCTCTCGGT
ACCTCTCGGT
ACCTCTCGGT
ACCTCTTGGT
ACCTCTTGGT
ACCTCTTGGT
ACCTCTTGGT
ACCTCTTGGT
ACCTCTTGGT
GCCTCTTGGT
GCCTCTTGGT
GCCTCTTGGT
GCCTCTTGGT
ACCTCTCGGT
ACCTCTCGGT
ACCTCTGGGC
GCCTCTTGGT
ACCTCTCGGT
ACCTCTCGGT
ACCTCTCGGT
ACCTCTCGGT
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CTGGTTGAGG
CTGGTTGAGG
CTGGTTGAGG
CTGGTTGAGG
CTGGTTGAGG
CTGGTTGAGG
CTGGTTGAGG
CTGGTTGAGG
CTGGTTGAGG
CTGGTTGAGG
CTGGTTGAGG
CTGGTTGAGG
CTGGTTGRGG
CTGGTTGAGG
CTGGTTGAGG
CTGGTTGAGG
CTGGTTGAGG
CTGGTTGAGG
CTGGTTGAGG
CTGGTTGAGG
CTGGTTGAGG
CTGGTTGAGG
CTGGTTGAGA
CTGGTTGAGA
CTGGTTGAGA
CTGGTTGAGA
CTGGTTGAGA
CTGGTTGAGA
CTGGTTGAGG
CTGGTTGAGG
CTGGTTGAGG
CTGGTTGAGG
CTGGTTGAGG
CTGGTTGAGG
CTGGTTGAGG
CTGGTTGAGG
CTGGTTGAGG
CTGGTTGRGG
CTGGTTGAGG
CTGGTTGAGG

2650
ARGGCGCTAA
ARGGCGCTAR
ARGGCGCTAA
AAGGCGCTAA
ARGGCGCTAA
AAGGCGCTAA
AAGGCGCTAA
ARGGCGCTAA
AAGGCGCTAA
ARGGCGCTAA
AAGGCGCTAA
BAGGCGCTAA
BAGGCGCTAA
RAGGCGCTAR
AAGGCGCTAR
AAGGCGCTAA
BAGGCGCTRA
ARGGCGCTAR
ARGGCGCTAA
ARGGCGCTAR
ARGGCGCTAA
ARGGCGCTAA
CGCCAGCTAR
CGCCAGCTAR
CGCCAGCTAR
CGCCAGCTAR
CGCCAGCTAR
CGCCAGCTAR
AAGCTGTTAA
AAGCTGTTAA
ARGCTGTTAA
BAGCTGTTAA
ARGGCGCTAA
ARAGGCGCTAA
BACCTGTTAA
ARGCAGCTRA
AAGGCGCTAR
ARAGGCGCTAA
ARGGCGCTAA
AAGGCGCTAA
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ARVL

LARV2
- AAV3
ARVS
AAVY
AAV7
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vp2 start
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT

- GACGGCTCCT

GACGGCTCCT
GRCGGCTICCT
GACGGCRCCT
GACGGCACCT
GACGGCACCT
GACGGCACCT
GACGGCACCT
GACGGCACCT
GRACGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCG
AACGGCTICCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
vp2 start

GGARAGANGA

GGABAGAAGA
GGARAGRAGA
GGARAGARGA
GGARAGAAGA
GGAAAGAAGA
GGAAAGAAGA
GGRARGAAGA
GGAARAGAAGA
GGAAAGAAGA
GGAAAGAAGA
GGRAAAGAAGA
GGARAGAAGA
GGAARGAAGA
GGRAAGAAGA
GGARAGAAGA
GGAARGAAGA
GGAARGAAGA
GGRARGAAGA
GGARAGAAGA
GGARAGAAGA
GGARRGAAGA
GGARAGAAGC

GGARAGAAGC

GGARRGAAGC

GGAARGAAGC
GGAAAGAAGC
GGRAARGAAGC

GGABAARAAGA
GGRRARALGA
GGARAAAAAGE
GGAAARAAGA
GGARAGAAGA
GGARAGAAAC
GGABAARAGA

GGAARGAAGG

GGAAAGARGA
GGAAAGAAGA
GCAARGRAGA
GGAARGAAGA

Fig. 1AAB

GACCCATAGA
GACCGGTAGA
GACCGGTAGA
GACCGGTAGA
GACCCATAGA

GACCCATAGA ..

GACCCATAGA
GACCCATAGA
GACCCATAGA
GACCCATAGA
GACCCATAGA
GACCCATAGA
GACCGGTAGA
GACCGGTAGA
GACCGGTAGA
GACCGGTAGA
GACTGGTAGA
GACCGGTAGA
GACCGGTAGA
GACCGGTAGA
GACCGGTAGA
GACCGGTAGA
GACCGGTAGA
GACCGGTAGA
GACCGGTAGA
GACCGGTAGA
GACCGGTAGA
GACCGGTAGA
GACCTATAGA
GACCTATAGA
GACCTATAGA
GACCTATAGA
GACCGGTAGA
GTCCGGTAGA
GGCCGGTAGA
GGGCTGTAGA
GACCGGTAGA
GACCGGTAGA
GRCCGGTAGA
GACCGGTAGA

54/105

.. .ATCCCCC
GCCATCACCC
GCCATCACCC
GCCATCACCC
.ATCCCCC
.ATCCCCC
. .ATCCCCC
.. .ATCCCCC
.. \ATCCCCC
.. .ATCCCCC
. .ATCCCCC
.. .ATCCCCC
GCCATCACCC
GCCATCACCT
GCCATCACCT
GCCATCACCT
GCAGTCGCCA
GCAGTCGCCA
GCAGTCGCCA
GCAGTCGCCA
GCCATCACCC
GCCATCACCC
CTCGCCA. .
CTCGCCA. .,
CTCGCCA. . .
CTCGCCA. ..
CTCGCCA. . .
CTCGCCA. ..
GCAGTCTCCT
GCAGTCTCCT
GCAGTCTCCT
GCRAGTCTCCT
GCCATCACCC
GCAGTCGCCA
GCACTCTCCT
TCAGTCTCCT
GCCATCACCC
GCCATCACCC
GCCGTCACCT
GCCATCACCC

CAGCGTITCIC
CAGCGTTCTC
CAGCGITCTIC

..........
..........
..........
..........
..........
..........
----------

..........

CAGCGITCTC
CAGCGTTCCC
CAGCGTTCCC
CAGCGTTCCC
CARGAG...C
CRAGAG. . .C
CAAGAG...C
CARGAG...C
CAGCGTTCTC
CRAGCGTTCTC

..........
----------
..........
..........
..........

..........

GCAGARA. ..

CAGCGTTCTC
CAAGAG...C
GTGGAG...C
CAGGRA. . .C
CBAGCGTTCTC
CAGCGITCTC
CAGCGTTCCC
CAGCGTTCTC .
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. .GACTCCTIC

CAGACTCCTC
CAGACTCCTC
CAGACTCCTIC
. .GACTCCTC
. .GACTCCTC
. .GACTCCTC

.GACTCCTC
. .GACTCCTC

.GACTCCTC
. .GACTCCTC
. .GACTCCTC
CAGACTCCTC
CCBACTCCTIC
CCGACTCCIC
CCBACTCCTC
CAGACTCCTC
CAGACTCCTC
CAGACTCCTC
CAGACTCCTC
CAGACTCCTC
CAGACTCCTC
. .GACTCCAC

.GACTCCAC
. .GACTCCAC
. .GACTCCAC
. .GACTCCAC
. .GACTCCAC
CGGACTCTTC
CGGACTCTTC
CGGACTCTTC
CGGACTCTTC
CAGACTCCTC
CAGACTCCTC
CAGACTCCTC
CGGACTCATC
CAGACTCCTC

- CAGACTCCTC

CCGACTCCTC
CAGACTCCTC

CACGGGCATC
TACGGGCATC
TACGGGCATC
TACGGGCATC
CACGGGCATC
CACGGGCATC
CACGGGCATC
CACGGGCATC
CACGGGCATC
CACGGGCATC
CACGGGCATC
CACGGGCATC
TACGGGCATC
CACGGGCATC
CACGGGCATC
CACGGGCATC
CTCGGGCATC
CTCGGGCATC
CTCGGGCATC
CTCGGGCATC
TACGGGCATC
TACGGGCATC
CTCGGGCATC
CTCGGGCATC
CTCGGGCATC
CTCGGGCATC
CTCGGGCATC
CTCGEGCATC
CTCGGGCATC
CTCGGGCATC
CTCGGGCATC
CTCGGGCATC
TACGGGCATC
CTCGGGCATC

-CTCGGGAACC

ATCTGGTGTT
TACGGGCATC
TACGGGCATC
CACGGGCATC
TACGGGCATC

Fig. 1AAC

GGCRAGAARG

GGCAAGACAG
GGCBAGACAG
GGCAAGACAG
GGCAAGAZAG
GGCAAGAAALG
GGCARGAARG
GGCAAGAAAG
GGCAAGAAAG
GGCAGGAAAG
GGCAAGAAAG
GGCAAGARLG
GGCAAGACAG
GGCAAGABAG
GGCAAGAARG
GGCAAGAAAG
GGCRAGACAG
GGCARGACAG
GGCAAGACAG
GGCAAGACAG
GGCAAGABAG
GGCARGAAAG
GGCAAGAALG
GGCAAGABAG
GGCAAGAALG
GGCARGABAG
GGCARGABAG
GGCAAGAAAG
GGCGRATCAG
GGCARATCAG
GGCARATCAG
GGCBAATCAG
GGCARGACAG
GGCAAGACAG
GGARAGGCGG
GGCARATCGG
GGCAAGARAG
GGCAAGARAG
GGCARGARAG
GGCARGARAG
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GCCAGCRGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCRGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCACCAGCC
GCCACCAGCC
GCCACCAGCC
GCCRGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCRAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCRGCC
GCBAAACAGCC
GCCAACAGCC
GCCAACAGCC
GCCAGCAGCC
GCCAGCAGCC

2750
CGCTARLAAG
CGCGARARAG
CGCGARRALG
CGCGRARALG
CGCTAARAAG
CGCTAAARLG
CGCTARRRAG
CGCTAAARLG
CGCTAARARAG
CGCTAARAAG
CGCTARARAG
CGCTARRAAG
CGCGARAAAG
CGCGAGARAG
CGCGAGARRG
CGCGAGAAAG
CGCTALRRRAG
CGCTAAARAG
CGCTAARALG
CGCTAAARAG
CGCGARABAG
CGCGAARAAG

CGCGAARAAG

CGCGAAAAMAG
CGCGARARARAG
CGCGARARAG
CGCGARRAARG
CGCGARRRAARG
CGCTARGARAA
CGCTAAGARAA
CGCTARGARA
CGCTAAGARA
CGCGARARAG
CGCTARRRAG
TGCAAGARRA
TGCCAGARAL
CGCCAGRRRA .
CGCCAGRARA
CGCCAGARAG
CGCGARARAG
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ABGCTCAACT
AGACTCAACT
AGACTCAACT
AGACTCAACT
AGACTCAACT
AAGCTCAACT
ABRGCTCAACT
BAGCTCARCT
AAGCTCAACT
AAGCTCAACT
AAGCTCAACT
AAGCTCAACT
AGACTCARCT
AGACTGAACT
AGACTGAACT
AGACTGAACT
AGACTCAATT
AGACTCAATT
AGACTCAATT
AGACTCAATT
AGACTCAACT
AGACTCAACT
AGACTCAACT
AGACTCAACT
AGACTCAACT
AGACTCAACT
AGACTCAACT
AGACTCAACT
AGACTCAATT
AGACTCAATT
AGACTCAATT
AGACTCAATT
AGACTCAACT
AGACTCAATT
AGATTGAATT
AGACTAAATT
AGACTCAATT
AGACTCAATT
AGRCTCAATT
AGACTCAACT

TTGGGCAGAC.

TTGGGCAGAC
TTGGGCAGAC
TTGGGCAGAC
ITGGGCAGAC
TTGGGCAGAC
TTGGGCRGAC
TTGGGCAGAC
TTGGGCAGAC
TTGGGCAGAC
TTGGGCAGAC
TTGGGCAGAC
TTGGGCAGAC
TTGGGCAGARC
TTGGGCAGAC
TTGGGCAGAC
TTGGTCAGAC
TTGGTCAGAC
TTGGTCAGAC
TTGGTCAGAC
TTGGGCAGAC
ITTGGGCAGAC

TTGGGCAGAC

TTGGGCAGAC
TTGGGCAGAC
TTGGGCAGAC
TTGGGCAGAC
TTGGGCAGAC
TTGGTCAGAC
TTGGTCAGAC
TTGGTCAGAC
TTGGTCAGAC
TTGGGCAGAC
TTGGTCAGAC
TTGGTCAGAC
TCGGTCAGAC
TTGGTCAGAC
TTGGTCAGAC
TCGGTCAGAC
TTGGGCAGAC
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TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCGE
TGGCGACTCG
TGGCGACTCG
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCR
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACACA
TGGCGACACA
TGGCGACACA
TGGCGACACA
TGGCGACTCA
TGGCGACTCA
TGGAGACGCA
TGGAGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
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GAGTCAGTGC
GAGTCAGTGC
GAGTCAGTGC
GAGTCAGTGC
GAGTCAGTGC
GAGTCAGTGC
GAGTCAGTGC
GAGTCAGTGC
GAGTCAGTGC
GAGTCAGTGC
GAGTCAGTGC
GAGTCAGTGC
GAGTCAGTGC
GAGTCAGTCC
GAGTCAGTCC
GAGTCAGTCC
GAGTCAGTCC
GAGTCAGTCC
GAGTCAGTCC
GAGTCAGTCC
GAGTCAGTGC
GAGTCAGTGC
GAGTCAGTCC
GAGTCAGTCC
GAGCCAGTCC
GAGCCAGTCC
GAGTCAGTCC
GAGTCAGTCC
GAGTCAGTCC
GAGTCAGTCC
GAGTCAGTCC
GAGTCAGTCC
GAGTCAGTGC
GAGTCAGTCC
GACTCAGTAC
GAGTCAGTCC
GAGTCAGTTC
GAGTCAGTTC
GAGTCAGTCC
GAGTCAGTGC

2800
CCGACCCCCR
CCGACCCTCA
CCGACCCTCA
CCGACCCTCA
CCGACCCTCA
CCGACCCTCA
CCGACCCTCA
CCGACCCTCA
CCGACCCCCA
CCGACCCTCA
CCGACCCTCA
CCGACCCTCA
CCGACCCTCA
CCGACCCTCA
CCGACCCTCA
CCGACCCTCA
CCGACCCACA
CCGACCCACA
CCGACCCACA
CCGACCCACA
CCGACCCTCA
CCGACCCTCA
CCGACCCTCA
CCGACCCTCA
CCGACCCTCA
CCGACCCTCA
CCGACCCTCA
CCGACCCTCAR
CAGRCCCTCA
CAGACCCTCA
CAGACCCTCA
CAGGCCCTCA
CCGACCCTCA
CCGATCCACA
CTGACCCCCA
CAGACCCTCA
CAGACCCTCA
CAGACCCTCA
ccGacecrea
CCGACCCTCA



Fig. 1ARAE
2801 2850
‘ i ; S . vp3 start
42_2 ACCTCTCGGA GBRCCTCCCG CCGCGCCCTC AGGTCTGGGA TCTGETAC :
42_8 RACCAATCGGA GRACCCCCCG CAGGCCCCTC TGGTCTGGGA TCTGGTAC
42_15 ACCAATCGGA GAACCCCCCG CAGGCCCCTC TGGTCTGGGA TCTGGTACARA
42:5b ACCAATCGGA GBAACCCCCCG CAGGCCCCTC TGGTCTGGGA TCTGGTACAR
42 _1b ACCAATCGGA GAACCCCCCG CAGGCCCCTC TGETCTGGGR TCTGGCACAA
42_13 ACCAATCGGA GAACCCCCCG CAGGCCCCTC TGGTCTGGGE TCTGGTACAR
42_3a ACCAATCGGA GAACCCCCCG CAGGCCCCTC TGGETCTGGGA TCTGGTACAA
42_4 ACCAATCGGA GAACCCCCCG CAGGCCCCTC TGGTCTGGGA TCTGGTACAR
42_5a ACCTCTICGGA GAACCTCCCG CCGCGCCCTC AGGTCTGGGA TCTGGTACAR
42_10 ACCAATCGGA GAACCCCCCG CAGGCCCCTC TGGTCTGGGA TCTGGTACAR
42_3b ACCAATCGGA GAACCCCCCG CAGGCCCCTC TGGTCTGGGA TCTGGTACAR
42_11 ACCAATCGGA GAARCCCCCCG CAGGCCCCTC TGGTCTGGGA TCTGGTACAR
42_6b ACCAATCGGA GAACCCCCCG CAGGCCCCTC TGGICTGGGA TCTGGTACAA
43_1 ACCAATCGGA GAARCCACCAG CAGGCCCCTC IGGTCTGGGA TCTGGTACAA
43_5 ACCARTCGGA GAACCACCAG CAGGCCCCTC TGGTCTGGGA TCTGGTACAA
43_12 ACCAATCGGA GAACCACCAG CAGGCCCCTC TGGTCTGGGA TCTGGTACAA
43_20 ACCTCTCGGA GAACCTCCAG CAGCCCCCTC AGGTCTGGGA CCTAATACAA
43_21 ACCTCTCGGA GAACCTCCAG CAGCCCCCTC AGGTCTGGGA CCTAATACAA
43_23 ACCTCTCGGA GAACCTCCAG CAGCCCCCTC AGGTCTGGGA CCTAATACAA
43_25 ACCTCTCGGA GAACCTCCAG CAGCCCCCTC AGGTCTGGGA CCTAATACAA
44 1 ACCAATCGGAR GRACCCECCG CAGGCCCCTC TGGTCTIGGGA TCTGGTACAA
44 5 "ACCAATCGGA GAACCCCCCG'CAGGCCCCTC‘TGGTCTGGGA TCTGGTACAA
223 _10 ACCAATCGGA GAACCACCAG CAGGCCCCTC TGGTCTGGGA TCTGGTACAR
223_2 ACCAATCGGA GAACCACCAG CAGGCCCCTC TGGTCTGGGA TCTGGTACAA
223_4 ACCAATCGGA GAACCACCAG CAGGCCCCTC TGGTCTGGGA TCTGGTACAA
223_5 ACCRAATCGGA GAACCACCAG CAGGCCCCTC TGGTCTGGGA TCTGGTACAA
223_6 BCCAATCGGAR GAACCACCAG CAGGCCCCTC TGGETCTGGGA TCTGGTACARA
223_7 ACCAATCGGA GAACCACCAG CAGGCCCCTC TGGTCTGGGA TCTGGTACAR
A3_4 ACCAATCGGA GRACCCCCCG CAGCCCCTTC TGGTGTGGGA TCTBATACAA
A3_5 ACCAATCGGA GARCCCCCCG CAGCCCCCTC TGGTGTGGGA TCTAATACAA
A3_7 ACCAATCGGA GBACCCCCCG CAGCCCCCTC TGGTGTGGGA TCTAATACAA
A3_3 ACCAATCGGA GARCCCCCCG CAGCCCCCTC TGGTGTGGGE TCTAATACAA
42_12 ACCAATCGGA GBACCCCCCG CAGGCCCCTC TGGTCTGGGA TCTGGTACAA
ARV1  ACCTCTCGGA GAACCTCCAG CAACCCCCGC TGCTGTGGGA CCTACTACAR
ARVZ GCCTCTCGGA CAGCCACCAG CAGCCCCCTC TGGTCTGGGA ACTARTACGA
ARV3 ACCTCTCGGA GAACCACCAG CAGCCCCCAC AAGTTTGGGA TCTAATACRA
RAVS ACCTCTCGGA GAACCTCCAG .CAGCGCCCTC TGGTGTGGGA CCTARTACAA
ARVYS  ACCTCTCGGA GAACCTCCAG CAGCGCCCTC TGGTGTGGGA CCTARTACAA
ARVT  ACCTCTCGGA GARACCTCCAG CAGCGCCCTC TAGTGTGGGA TCTGGTACAG
44_2 ACCARTCGGA GARACCCCCCG CAGGCCCCTC TGGTCTGGGA TCTGGTACA%
vp3 start
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42_15
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42_13
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2851

start codon

o3
42 2 T%GCTGCAGG
42_8 TGGCTGCAGG

TGGCTGCAGG
TGGCTGCAGG
TGGCTGCAGG
TGGCTGCAGG
TGGCTGCAGG
TGGCTGCAGG
TGGCTGCAGG
TGGCTGCAGG
TGGCTGCAGG
TGGCTGCAGG
TGGCTGCAGG
TGGCTGCAGG
TGGCTGCAGG
TGGCTGCAGG
TGGCTTCAGG
TGGCTTCAGG
TGGCTITCAGG
TGGCTTCAGG
TGGCTGCAGG

'TGGCTGCAGG

TGGCTGCAGG
TGGTTGCAGG
TGGCTGCAGG
TGGCTGCAGG
TGGCTGCAGG
TGGCTGCAGG
TGGCTTCAGS
TGGCTTCAGG
TGGCTTCAGGE
TGGCTTCAGG
TGGCTGCAGE
TGGCTTCAGG
TGGCTACAGG
TGGCTTCAGG
TGGCTGCAGG
TGGCTGCAGG
TGGCTGCAGGE
TGGCTGCAGG

vp3 start codon

CGGTGGCGCA
CGGTGGCGCT
CGGTGGCGCT
CGGTGGCGCT
CGGTGGCGCT
CGGTGGCGCT
CGGTGGCGLT
CGGTGGCGCT
CGGTGGCGCA
CGGTGGCGCT
CGGTGGCGLT
CGGTGGCGCT
CGGTGGCGCT
CGGTGGCGCT
CGGTGGCGLT
CGGTGGCGCT
CGGTGGCGCT
CGGTGGCGCT
CGGTGGCGCT
CGGTGGCGCT

.CGGTGGCGCT

CGGTGGCECT
CGGTGGCGCA
CGGTGGCGCA
CGGTGGCGCA
CGGTGGCGCA
CGGTGGCGCA
CGGTGGCGCA
CGGTGGGGCA
CGGTGGGGCA
CGGTGGGGCR
CGGTGGGGCA
CGGTGGCGCT
CGGTGGCGCA
CAGTGGCGCA
CGGTGGCGCA
CGGTGGCGCA
CGGTGGCGCA
CGGTGGCGCA
CGGTGGCGCT

Fig. 1AAF

CCAATGGCAG
CCRATGGCAG
CCAATGGCAG
CCRAATGGCAG
CCAATGGCAG
CCAATGGCAG
CCAATGGCAG
CCAATGGCAG
CCAATGGCAG
CCAATGGCAG
CCAATGGCAG
CCAATGGCAG
CCAATGGCAG
CCAATGGCAG
CCAATGGCAG
CCAATGGCAG
CCAATGGCAG
CCAATGGCAG
CCAATGGCAG
CCAATGGCAG
CCAATGGCAG
CCAATGGCAG
CCRATGGCTG
CCAATGGCTG
CCAATGGCTG
CCAATGGCTG
CCAATGGCTG
CCARTGGCTG
CCRATGGCAG
CCARTGGCAG
CCAATGGCAG
CCAATGGCAG
CCARTGGCAG
CCAATGGCAG
CCARTGGCAG
CCAATGGCAG
CCAATGGCAG
CCAATGGCAG
CCAATGGCAG
CCAATGGCAG

{cont’d)
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ACRATARCGA
ACAATARCGA
ACAATARCGA
ACAATAACGA
ACAATARACGA
ACARTAACGA
ACAATAACGA
ACRATAACGA
ACAATAARCGA
ACAATAACGA
ACAATAACGA
ACAATAACGA
ACAATARCGA
ACAATRACGA
ACAATBACGA
ACAATAACGA
ACAATAACGA
ACAATAACGA
ACAATAACGA
ACAATARCGA
ACARTAACGA
ACAATAACGA
ACAATAACGA
ACAATAACGA
ACAATAACGA
ACRATAACGA
ACRATAGCGA
ACARTAACGA
ACGATARACGA
ACAATAACGA
ACAATAACGA
ACAATAACGA
ACAATAACGA
ACAATAACGA
ACAATAACGA
ACAATARCGA
ACAATARCGA
ACAATAACGA
ACAATAACGA
ACAATAACGA
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AGGCGCCGAC
AGGCGCCGAL
AGGCGCCGAC
AGGCGCCGAC
AGGCGCCGAC
AGGCGCCGAC
AGGCGCCGAC
AGGCGCCGAC
AGGCGCCGAC
AGGCGCCGAC
AGGCGCCGAC
AGGCGCCGAL
‘AGGCGCCGAC
AGGCGCCGAC
AGGCGCCGAL
AGGCGCCGAC
AGGCGCCGAC
AGGCGCCGAC
AGGCGCCGAC
AGGCGCCEAC
AGGCGCCGAC
AGGCGCCGAC
GGGCGCCGAC
GGGCGCCEAT
GGGCGCCGAL
GGGCGCCGAC
GGGCGCCGAC
GGGCGCCGAC
AGGCGCCGALC
AGGCGCCGAC
AGGCGCCGAC
AGGCGCCGAL
BGGCGCCGAC
AGGCGCCGAC
GGGCGCCGAC
GGGTGCCGAT

'AGGCGCCGAC

AGGCGCCGAC
AGGTGCCGAC
AGGCGCLGAC
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GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGCTA
GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGTIA
GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGTA

GGAGTGGGTA -

GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGTR
GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGETA
GGAGTGGGTA

-GGAGTGGGTA

GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGTA

GGAGTGGGTA

GGTA
GGTA
GGTA
GGAGTGGGTA

ATGCCTCCGG
GTTCCTCAGG
GTTCCTCAGG
GTTCCTCAGG
GTTCCTCAGG
GTTCCTCAGG
GTTCCTCAGG
ATGCCTCCGE
ATGCCTCCGG
ATGCCTCCGG
ATGCCTCCGE
ATGCCTCCGG
GTTCCTCAGG
GTTCCTCAGG
GTTCCTCAGG
GTTCCTCAGG
ATTCCTCGGG
ATTCCTCGGG
ATTCCTCGGE
ATTCCTCGGG
GTTCCTCAGG

GTTCCTCAGG

ATGCCTCAGG
ATGCCTCAGG
ATGCCTCAGG
ATGCCTCAGG
ATGCCTCAGG
ATGCCTCAGG
ATTCCTCGGEG
ATTCCTCGGG
ATTCCTCGGG
ATTCCTCGGG
GTTCCTCAGG
ATGCCTCAGG
ATTCCTCCGG
ATTCCTCAGG
GTTCCTCGGG
ATTCCTCGGG
ATGCCTCAGG
ATTCCTCCGG
ATTCCTCCGG
ATTCCTCCGG
GITCCTCAGG

Fig. 1RAG

ABRATTGGCAT

ABATTGGCAT
BAATTGGCAT
ARATTGGCAT
BAATTGGCAT
BAATTGGCAT
ABATTGGCAT
ABATTGGCAT
ABATTGGCAT
BAAATTGGCAT
ABATTGGCAT
ARBTTGGCAT
ARATTGGCAT
AARTTGGCAT
BAATTGGCAT
BAATTGGCAT
ARATTGGCAT
BBATTGGCAT
ARATTGGCAT
BBATTGGCAT
ARATTGGCAT
ARATTGGCAT
ARATTGGCAT

ARATTGGCAT

ARATTGGCAT
ABATTGGCAT
ARATTGGCAT
ABRATTGGCAT
ARATTGGCAT
ARATTGGCAT
ARDATTGGCAT
ARATTGGCAT
ARAATTGGCAT
ARATTGGCAT
AARTTGGCAT
AAATTGGCAT
AAATTGGCAT
ARATTGGCAT
ARATTGGCAT
AARATTGGCAT
AAATTGGCAT
ARATTGGCAT
ARRTTGGCAT
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TGCGATTCCR
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCAR
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCC
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
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CATGGCTGGG
CATGGCTGGG
CATGGCTGGG
CATGGCTEGG
CATGGCTGGGE
CATGGCTGGG
CATRGCTGGE
CATGGCTGGE
CETGGCTGGG
CATGGCTGGG
CATGGCTGGE
CATGGCTGGEG
CATGGCTGGE
CATGGCTGGG
CATGGCTGGG
CATGGCTGGG
CATGGCTGGG
CATGGCTGGG
CATGGCTGGG
CATGGCTGGE
CATGGCTGGE
CATGGCTGGG
CATGGCTGGG -
CATGGCTGGG
CACGGCTGGG
CACGGCTGGG
CATGGCTGGG
CATGGCTGGE
CATGGATGGG
CATGGATGGG
CATGGATGGG
CATGGATGGG
CATGGCTGGE
CATGGCTGGE
CATGGATGGG
AATGGCTGGG
CATGGCTGGG
CATGGCTGGG
CATGGCTGGGE
CATGGCTGGE
CATGGCTGGS
CATGGCTGGS
CATGGCTGGE
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CGACAGAGTC
CGACAGAGTC
CGACAGAGTC
CGACAGAGTC
CGACAGAGTC
CGACAGAGTC
CGACAGAGTC
CGACAGAGTC

CGACAGAGTC

CGACAGAGTC
CGACAGAGTC
CGACAGAGTC
CGACAGAGTC
CGACAGAGTC
CGACAGAGTC
CGACAGAGTC
GGACAGAGTC
GGACAGAGTC
GGACAGAGTC
GGACAGAGTC
CGACAGAGTC
CGACAGAGTC
CGACAGAGTC
CGACAGAGTC
CGACAGAGTC
CGACAGAGTC
CGACAGAGTC
CGACAGAGTC
CGACAGAGTT
CGACAGAGTT
CGACAGAGTT
CGACAGAGTT
CGACAGAGTC
CGACAGAGTC

CGACAGAGTC
CGACAGAGTC

CGACAGAGTC
GGACAGAGTC
CGACAGAGTC
CGACAGAGTC
CGACAGAGTC
CGACCGAGTC
CGACAGAGTC

ATCACCACCA
ATCACCACCA
ATCACCACCA
ATCACCACCA
ATCRCCACCA
ATCACCACCA
ATCACCACCA
ATCACCACCA
ATCACCACCA
ATCACCACCA
ATCACCACCA
ATCACCACCA
ATCACCACCA
ATCACCACCA
ATCACCACCA
ATCACCACCA
ATCACCACCA
ATCACCACCA
ATCACCACCA
ATCACCACCA
ATCACCACCA
ATCACCACCA
ATCACCACCA
ATCACCACCA
ATCACCACCA
ATCACCACCA
ATCACCACCA
ATCACCACCA
ATCACCACCA
ATCACCACCA
ATCACCACCA
ATCACCACCA
ATCACCACCA

ATCACCACCA

ATCACCACCA
ATCACCACCA
ATCACCACCA
ATCACCACCA
ATTACCACCA
ATCACCACCA
ATCACCACCA
ATTACCACCA
ATCACCACCA

FIG. 1ARH

GCACCCGCAC
GCACCCGAAC
GCACCCGRAAC
GCACCCGAAC
GCACCCGAAC
GCACCCGAAC
GCACCCGAAC
GCACCCGCAC
GCACCCGCAC
GCACCCGCAC
GCACCCGCAC
GCACCCGCAC
GCACCCGARAC
GCACCCGARAC
GCACCCGBAC
GCACCCGAAC
GCACCCGRAC
GCACCCGAAC
GCACCCGRAC
GCACCCGAAC
‘GCACCCGAAC
GCACCCGAAC
GCACCCGAAC
GCACCCGARAC
GCACCCGAAC
GCACCCGAAC
GCACCCGAAC
GCACCCGAAC
GCACARGAAC
GCACAAGAAC
GCACARAGAAC
GCACARGAAC
GCACCCGAAC
GCACCCGCAC
GCACCCGAAC
GCACCAGAAC
GCACCCGAAC
GCACCCGAAC
GCACCCGRAC
GCACCCGAAC
GCACCCGARC
GCACCCGGAC
GCACCCGAAC
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CTGGGCCCTG
CTGGGCCCTC
CTGGEGCCCTC
CTGGGCCCTC
CTGGGECCCTe
CTGGGCCCTe
CTGGECCETC
CTGGGCCCTG
CTGGGCCCTE
CTGGGCCCTG
CTGGGCCOTE
CTGGGCCOTG
CTGGGCCCTC
CTGGGCCCTG
CTGGGCCCTG
CTGGGCCCTG
CTGGGCCCTG
CTGGGCCCTG
CTGGGCCCTG
CTGGGCCCTG
CTGGGCCCTC
CTGGGCCCTC
CTGGGCCCTG
CTGGGCCCTG
CTGGGCCCTG
CTGGGCCCTG
CTGGGCCCTS
CTGGGCCCTG
CTGGGCCCTC
CTGGGCCCTC
CTGGGCCCTC
CTGGGCCCTC
CTGGGCCCTC
CTGGGCCTTG
CTGGGCCCTG

CTGGGCCCTS.

CTGGGCCCTG
CTGGGCATTG
CTGGGCCCTG
CTGGGTCCTG
CTGGGCCCTG
TTGGGCCCTG
CTGGGCCCTC
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CCCACCTACA
CCCACCTACA
CCCACCTACA
CCCACCTACA
CCCACCTACA
CCCACCTACA
CCCACCTACA
CCCACCTACA
CCCACCTACA
CCCACCTACA
CCCACCTACA
CCCACCTACR
CCCACCTACA
CCCACCTACA
CCCACCTACA
CCCACCTACA
CCCACCTACA

CCCACCTACA

CCCACCTACA
CCCACCTACA
CCCACCTACA
CCCACCTACA
CCCACCTACA
CCCACCTACA
CCCACCTACA
CCCACCTACA
CCCACCTACA
CCCACCTACA
CCCACCTACA
CCCACCTACA
CCCACCTACA
CCCACCTACA
CCCACCTACA
CCCACCTACA
CCCACTTACA
CCCACCTACA
CCCACCTACA
CCCACCTACA
CCCACCTACA
CCAACCTACA
CCCACCTACA
CCCACCTACA
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ACAACCACCT

ACRACCACCT

ACAACCACCT
ACAACCACCT
ACBACCACCT
ACRACCACCT
ACRACCACCT
ACARCCACCT
ACRACCACCT
ACAACCACCT
ACBACCACCT
ACBACCACCT
ACAACCACCT
ACRACCATCT
ACRACCATCT
ACAACCATCT
ACAACCACCT
ACRACCACCT
ACBACCACCT
ACAACCACCT
ACAACCACCT
ACAACCACCT

" ACAACCACCT

ACAACCACCT
ACAACCACCT
ACAACCACCT
ACAACCACCT
ACRACCACCT
ATAATCACCT
ATAATCACCT

ATAATCGCCT

ATARTCACCT
ACARACCACCT
ATRACCACCT
ACAACCACCT
ACAACCATCT
ACARACCACCT
ACARCCACCT
ACAACCACCT
ACRACCACAT
ACARCCACCT
ACRACCACCT
ACARCCACCT

CTACAAGCAG
CTACARAGCARA
CTACAAGCAA
CTACAAGCAA
CTACRAGCAR
CTACAAGCAA
CTACAAGCAA
CTACAAGCAG
CTACAAGCAG
CTACBAGCAG
CTACAAGCAG
CTACAAGCAG
CTACARGCAA
CTACAAGCAA
CTACAAGCRA
CTACAAGCAA
CTACAAGCAA
CTACAAGCAA
CTACARAGCAA
CTACAAGCAA
CTACAAGCAA
CTACAAGCAR
CTACAAGCAA
CTACAAGCRA
CTACAAGCAA
CTACAAGCAA
CTACAAGCAA
CTACAAGCAA
CTACAAGCAA
CTACAAGCAR
CTACAAGCAA
CTACAAGCAA
CTACAAGCAA
CTACAAGCARA
CTIACAAACAA
CTACAAGCRA
CTACAAGCAA
CTACAAGCAA
CTACARGCAA
CTACAAGCAA
CTACRAACAR
CTACARAGCAA
CTACAAGCAR
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ATCTCCAACG
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ATCTCCAACG
ATATCAEA. ..
ATATCAA. ..
ATATCAA. .G
ATATCAA. .G
ATATCAA. .G
ATCTCCAACG
ATCTCCBACG
ATCTCCAACG
ATCTCCAACS
ATCTCCAACG

-ATCTCCAACG

ATCTCCAACG
ATCTCCAACG
ATCTCCAACG
ATCTCCAACG
ATCTCCAGTC
ATCTCCAGTC
ATCTCCAGTC
ATCTCCAGTC
ATCTCCAGTC
ATCTCCAGTC
ATCTCCA. ..
ATCTCCA...
ATCTCCA. ..
ATCTCCA. ..
ATCTCCAACG
ATCTCCAGTG
ATTTCCA. ..
ATCTCCA. ...

ATCTCCRACG

ATCTCCAATG
ATCTCCAGTG
ATCTCCAGCG
ATCTCCAGCG
ATCTCCAGCC
ATCTCCAACG
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TCAGAGCGGGE
GGACATCGGG
GGACATCGGE
GGACATCGGE
GGACATCGGG
GGRACATCGGG
GGACATCGGG
.GTCAGAGCG
. GTCAGAGCG
TCAGAGCGGG
TCAGAGCGGG
TCRGAGCGGE
GGACATCGGG
GGACATCGGG
GGACATCGGG
GGACATCGGE
GCACCTCGGG
GCACCTCGGG
GCACCTCGGG
GCACCTCGGG
GGACTTCGGG
GGACTTCGGG
AGTCAGCAGG
AGTCAGCAGG
AGTCAGCAGG
AGTCAGCAGG
AGTCAGCAGG
AGTCAGCAGG
GCGAATCGGG
GCGAATCGGEG
GCGAATCGGG
GCGAATCGGE
GGACATCGGG
CTTCAACGGG
GCCAATCAGG
GCCAATCAGG
GGACATCGGG

, 3050
GCT....ACC
AGGAAGCACC
AGGRAGCACC
AGGRAGCACC
AGGRAGCACC
AGGAAGCACC
AGGRAGCACC
GGGC. .TACC
GGGC. .TACC
GCTA....CC
GCTA....CC
GCTA....CC
AGGAAGCACC
AGGAAGCACT
AGGARAGCACT
AGGAAGCACT
AGGARAGCACC
AGGAAGCACC
AGGRAGCACC
AGGAAGCACC
AGGAAGCACC
AGGARGCACC
GAG...CACC
GAG...CACC
GAG...CACC
GAG...CACC
GAG...CACC
GAG...CACC
BGC...CACC
AGC...CACC
AGC...CACC
AGC...CACC
AGGAAGCACC
.GG..CCAGC
AGC...CTCG
BGC...TTCA
AGGAGCCACC

GAACATCGGG AGGAAGCACC

ARACTGCAGG
AGACAGGAGC
CTTCAACGGG
AATCGGGTGC
GGACTTCGGEG

TAG...TACC
CACCAACGAC
GGCCRGCARC
CACCAACGAC
AGGARAGCACC
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AARCGACAACC
AARCGACAACAE

ARCGACARACA

ARCGACAACA
AACGACAACA
AACGACRACA
ARCGACAACA
ARCGACAACC
BACGACRACC
ARCGACAACC
ARCGACAACC
AACGACAACC
ARCGACAACA
ARCGACAACA
ARCGACAACA
ARCGACARCA
AACGACAACA
AACGACAACA
AACGACARCA
AACGACAACA
AACGACAACA
ARCGACAACA

‘ABACGATAACGE

LACGATAACG
AACGATBACG
BACGATAACG
BACGATAACG
AACGATRACG
BACGACARCC
AACGACEACC
BACGACBRACC
AACGACALCC
AACGACRACA
BACGACRACC
BACGACALTC
AACGRCAACC
ARCGACAACA
AACGACARCA

" AACGACAACA

AACCACTACT
.. .GACAACC
BACCACTACT
ARCGACAACA

ACTTCTTCGG
CCTACTTCGG
CCTACTTCGG
CCTACTTCGG
CCTACTTCGG
CCTACTTCGG
CCTACTTCGG
ACTTCTTCGG
ACTTCTTCGG
ACTTCTTCGG
ACTTCTTCGG
ACTTCTTCGG
CCTACTTCGG
CCTACTTTGG
CCTACTTTGG
CCTACTTTGGE
CCTATTTTGG
CCTATTTTGG
CCTATTTTGG
CCTATTTTGG
CCTACTTCGG
CCTACTTCGG
TCTATTTCGG
TCTATTTCGG
TCTATTTCGG
TCTATTTCGG
TCTATTTCGG
TCTATTTCGG
ACTACTTCGG
ACTACTTCGG
ACTACTTCGG
ACTACTTCGG
CCTACTTCGG
ACTACTTCGG
ACTACTTTGG
ACTACTTTGG
CCTACTTCGG
CCTACTTTGG
CCTACTTCGG
TCGGCTACAG
ACTACTTTGG
TCGGCTA. ..
CCTACTTCGG
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CTACRGCACC
CTACAGCACC
CTACRGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACRGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC

CTACAGCACC

CTACAGCACC
CTACAGCACC

.. .CAGCACC
CTACAGCACC
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CCCTGGGGLT
CCCTGGGGET
CCCTGGGEGT
CCCTGGGGEET
CCCTGGGEET
CCCTGGGGGET
CCCTGGGEET
CCCTGGGGLT
CCCTGGGGRCT
CCCTGGGGECT
CCCTGGGGCT
CCCTGGGGCT
CCCTGGGGGT
CCCTGGGGET
CCCTGGGGET
CCCTGGGGGT
CCCTGGGGET
CCCTGGGGGT
CCCTGGGGET
CCCTGGGGET
CCCTGGGGGT
CCCTGGGGET
CCCTGGGGGT
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CCCTGGGGGET
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CCTTGGGGGET
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CCTTGGGGGT
CCCTGGGGET
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ATTTTGACTT
ATTTTGACTT
ATTTTGACTT
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ATTTTGACTT
ATTTTGACTT
ATTTTGACTT
ATTTTGACTT
ATTTTGACTT
ATTTTGACTT
ATTTTGACTT
ATTTTGACTT
ATTTTGACTT
ATTTTGACTT
ATTTTGACTT
ATTTTGACTT
ATTTTGACTT
ATTTTGACTT
ATTTTGACTT
ATTTTGACTT
ATTITGACTT
ATTTTGACTT
ATTTTGATTT
ATTTTGACTT
ATTTTGACTT
ATTTTGACTT

ATTTTGACTT |

ATTTTGACTT
ATTTTGACTT
ATTTTIGACTT
ATTTTGATTT
ATTTTGACTT
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TAACAGATTC
TAACAGATTC
TAACAGATTC
TAACAGATTC
TAACAGATTC
TAACAGATTC
TAACAGATTC
CAACAGATTC
CAACAGATTC
CARCAGATTC
CRACAGATTC
CAACAGATTC
TAACAGATTC
CARCAGATTC
CAACAGATTC
CAACAGATTC
CARCAGATTC
CARCAGATTC
CABRCAGATTC
CAACAGATTC
TAACAGATTC
TAACAGATTC
CAACAGATTC
CAACAGATTC
CAACAGATTC
CAACAGATTC
CBACAGATTC
CAACAGATTC
TAACAGATTC
TAACAGATTC
TAACAGATTC
TAACAGATTC
TAACAGATTC
CARCAGATTC
CRAACAGATTC
TAACAGATTC
TAACAGATTC
CRACAGATTC
TAACAGATTC
TAACAGATTC
TAARCAGATTC
CAACAGATTC
TAACAGATTC

CACTGCCACT
CACTGCCACT
CACTGCCACT
CACTGCCACT
CACTGCCACT
CACTGCCACT
CACTGCCACT
CACTGCCACT
CACTGCCACT
CACTGCCACT
CACTGCCACT
CACTGCCACT
CACTGCCACT
CACTGCCACT
CACTGCCACT
CACTGCCACT
CACTGTCACT
CACTGTCACT
CACTGTCALT
CACTGTCACT
CACTGCCACT
CACTGCCACT
CATTGCCACT
CATTGCCACT
CATTGCCACT
CATTGCCACT
CATTGCCACT
CATTGCCACT
CACTGTCACT
CACTGTCACT
CACTGTCACT
CACTGTCACT
CACTGCCACT
CACTGCCACT
CACTGCCACT
CACTGCCACT
CACTGCCACT
CACTGCCACT
CACTGCCACT
CACTGCCACT
CACTGCCACT
CACTGCCATT
CACTGCCACT
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TCTCACCACG

TCTCACCACG:

TCTCACCACG
TCTCACCACG
TCTCACCACG
TCTCACCACG
TCTCACCACG
TCTCATCACG
TCTCACCACG
TCTCACCACG
TCTCACCACG
TCTCACCACG
TCTCACCACG
TCTCACCACG
TCTCACCACG
TCTCACCACG
TTTCACCACLG
TTTCACCACG
TTTCACCACG
TTTCACCACG
TCTCACCACG
TCTCACCACG
TCTCACCACG
TCTCACCACG
TCTCACCACG
TCTCACCACG
TCTCACCACG
TCTCACCACG

TCTCACCACG

TCTCACCACG
TCTCACCACG
TCTCACCACG
TCICACCACG
TTTCACCACG
TTTCACCACG
TCTCACCACG
TTTCACCACG
TCTCACCACG

'TCTCACCACG

TTTCACCACG
TCTCACCACG
TCTCACCACG
TCTCACCALG
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TGACTGGCAG
TGACTGGCAG
TGACTGGCAG
TGACTGGCAG
TGACTGGCAG
TGACTGGCAG
TGACTGGCAG
TGACTGGCAG
TGACTGGCAG
TGACTGGCAG
TGACTGGCAG
TGACTGGCAG
TGACTGGCAG
TGACTGGCAG
TGACTGGCAG
TGACTGGCAG
TGACTGGCAR
TGACTGGCAA
TGACTGGCAA
TGACTGGCAR
TGACTGGCAG
TGACTGGCAG
TGACTGGCAG
TGACTGGCAG
TGACTGGCAG
TGACTGGCAG
TGACTGGCAG
TGACTGGCAG
TGACTGGCAG
TGACTGGCAG
TGACTGGCAG
TGACTGGCAG
TGACTGGCAG
TGACTGGCAG
TGACTGGCAR
TGACTGGCAG
TGACTGGCAG
TGACTGGCAG
TGACTGGCAG
TGACTGGCAG
TGACTGGCAG
TGACTGGCAG
TGACTGGCAG

3150
CGACTCATCA
CGACTCATCA

"CGACTCATCA

CGACTCATCA
CGACTCATCA
CGACTCATCA
CGACTCATCA
CGACTCATCA
CGACTCATCA
CGACTCATCA
CGACTCATCA
CGACTCATCA
CGACTCATCA
CGACTCATCA
CGACTCATCA
CGACTCATCA
CGACTCATCA
CGACTCATCA
CGACTCATCA
CGACTCATCA
CGACTCATCA
CGACTCATCA

"CGACTTATCA

CGACTTATCA
CGACTTATCA
CGACTTATCA
CGACTTATCA
CGACTTATCA
CGACTCATCA
CGACTCATCA
CGACTCATCA
CGACTCATCA
CGACTCATCA
CGACTCATCA
AGACTCATCA
CGACTCATTA
CGACTCATCA
CGACTCATCA
CGACTCATCA
CGACTCATCA
CGACTCATCA
CGACTCATCA
CGACTCATCA
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ACAACARACTG
ACARCAACTG
ACARCAACTG
ACAACRACTG
ACAACAACTG
ACAACAACTG
ACARCAGCTG
ACARCAACTG
ACAARCBAACCG
ACAACAACTG
ACARCAACTG
ACAACAACTG
ACAACAACTG
ACRATAARCTG
ACAATAACTG
ACAARTAACTG
BCARACAATTG
ACBACAATTG
ACAACAATTG
ACRACAATTG
ACAACRAACTG
ACAACARACTG
ACAACBRACTG
ACAACAACTG
ACAACAACTG
ACAACRACTG
ACAACRACTG

" ACAACRACTG

ACARCRACTGC
ATAACAACTG
ACAARCRACTG
ACAACAACTG
ACARCAACTG
ACAACAATTG
ACAACARCTG
ACAACAACTG
ACARCAACTG
ACAACAACTG
ACAACAACTG
ACAACBACTG
ACAACAACTG
ACAACBACTG
ACAACAACTG

GGGATTCCGG
GGGATTCCGG
GGGATTCCGG
GGGATTCCGG
GGGATTCCGG
GGGATTCCGG
GGGATTCCGG
GGGATTCCGG
GGGATTCCGG
GGGATTCCGG
GGGATTCCGG
GGGATTCCGG
GGGBTITCCGG
GGGATTCCGG
GGGATTCCGG
GGGATTCCGG
GGGATTCCGG
GGGATTCCGG
GGGATTCCGG
GGGATTCCGG
GGGATTCCGG
GGGATTCCGG
GGGATTCCGG
GGGATTCCGG
GGGATTCCGG
GGGATTCCGG
GGGATTCCGG
GGGATTCCGG
GGGATTTAGA
GGGATTTAGA
GGGATTTAGA
GGGATTTAGA
GGGATTCCGG
GGGATTCCGG
GGGATTCCGA
GGGATTCCGG
GGGATTCCGG
GGGATTCCGG
GGGATTCCGG
GGGATTC

GGGATTC

GGGATTC

GGGATTCCGG

Fig. 1ARAL

CCCAGRAAGC
CCCAAGAGAC
CCCARAGAGAC
CCCABAGAGAC
CCCRAGAGAC
CCCAAGAGAC
CCCAAGAGAC
CCCAAGARGAC
CCCAGARAGC
CCCAGARAGC
CCCAGARAGC
CCCAGAAAGC
CCCAGAAAGC
CCCARAGAGAC
CCCARAGAGAC
CCCAAGAGAC
CCCARAAGAC
CCCAAAAGAC

LCCCAAAAGAC

CCCAARAGAC
CCCARGAGAC
CCCARGAGAC
CCCARGRAGC
CCCAAGRAGC
CCCRAGAAGC
CCCARGRAGC
CCCRAGBAGC
CCCARGARGC
CCCARGAAAC
CCCAAGARAC
CCCRAGAAAC
CCCAAGARAAC
CCCAAGAGAC
CCCAAGAGAC
CCCARGAGAC
CCCAAGAAAC
CCCRAGAGAC
CCAARGAGAC
CCCARGRAGC

CCCARAGAGAC

64/105

TGCGGTTCAA
TCAACTTCAA
TCABRCTTCAA
TCAACTTCAA
TCAACTTCAR
TCAACTTCAR
TCAACTTCAR
TCAACTTCAR
TGCGGTTCAR
TGCGGTTCAA
TGCGGTTCAA
TGCGGTTCAR
TGCGGTTCARA
TCARCTTCRA
TCAACTTCAA
TCARCTTCAA
TCAACTTCAA
TCAACTTCAL
TCAACTTCAA
TCAACTTCAA
TCAACTTCAA
CCAACTTCAR

TCAACTTCAA.

TCAACTTCAA
TCAACTTCAA
TCAACTTCAA
TCAACTTCAR
TCAACTTCAA
TCAATTTCAA
TCAATTTICAA
TCARTTTCAA
TCAATTTCAR
TCAACTTCARA
TCAACTTCAA
TCAACTTCAR
TCAGCTTCAA
TCAGCTITCRA
TCAACTTICARA

TGCGGTTCAR

TCAACTICARA

3200
GITGTTCAAC

‘GCTCTTCAAC

GCTCTTCAAC
GCTCTTCAAC
GCTCTTCRAC
GCTCTTCRAC
GCTCTTCAAC
GCTCTTCAAC -
GTTGTTCAAC
GTTGTTCAAC
GTTGTTCAAC
GTTGTTCAAC
GTTGTTCAAC
GCTCTTCAAC
GCTCTTCRAC
GCTCTTCAAC
GCTGTTCAAC
GCTGTTCAAC
GCTGTTCARC
GCTGTTCALC
GCTCTTCAAC
GCTCTTCAAC
GCTCTTCAAC
GCTCTTCAAC
GCTCTTCAAC:
GCTCTTCAAC
GCTCTTCARAC
GCTCTTCAAC
GCTCTTCAAC
GCTCTTCAAC
GCTCTTCAAC
GCTCTTCAAC
GCTCTTCAAC
ACTCTTCAAC
GCTCTTTAAC
GCTCTTCAAC
GCTCTTCAAC
GCTGTTCAAC
GCTCTTCAAC

GCTCTTCAAC
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3201

ATCCRGGTCA
ATCCAGGTCA
ATCCAGGTCA
ATCCAGGTCA
ATCCAGGTCA
ATCCAGGTCA
ATCCAGGTCA
ATCCAGGTCA
ATCCAGGTCA
ATCCAGGTCA
ATCCAGGTCA
ATCCAGGTCA
ATCCAGGTCA
ATCCAGGTCA
ATCCAGGTCA
ATCCAGGTCA
ATCCAGGTCA
ATCCAGGTCA
ATCCAGGTCA
ATCCAGGTCA
ATCCAGGTCA

. ATCCAGGTCA

ATCCAGGTCA
ATCCAGGTCA
ATCCAGGTCA
ATCCAGGTCA
ATCCAGGTCA
ATCCAGGTCA
ATCCAAGTCA
ATCCAAGTCA
ATCCAAGTCA
ATCCAAGTCA
ATCCAGGTCA
ATCCAAGTCA
ATTCAAGTCA
ATCCAAGTTA
ATCCAGGTCA
ATCCAGGTCA
ATCCAGGTCA
ATCCAGGTCA

AGGAGGTCAC
DGGAGGTCAC
DGGAGGTCAC
AGGAGGTCAC
AGGAGGTCAC
AGGAGGTCAC
AGGAGGTCAC
AGGAGGTCAC
AGGAGGTCAC
DAGGAGGTCAC
AGGAGGTCAC
AGGAGGTCAC
AGGAGGTCAC
AGGAGGTCAEC
AGGRGGTCAC
AGGAGGTCAC
AGGRAGTCAC
AGGAAGTCAC
AGGRAAGTCAC
AGGAAGTCAC
AGGAGGTCAC
AGGAGGTCAC
AGGAGGTCAC
AGGAGGTCRC
AGGAGGTCAC
AGGAGGTCAC
AGGAGGTCAC
AGGAGGTCAC
AGGAGGTCAC
AGGAGGTCAC
AGGAGGTCAC
AGGAGGTCAC
AGGAGGTCAC
DAGGAGGTCAC
AAGAGGTCAC
GAGGGGTCAC
AGGAGGTCAC
AGGAGGTTAC
AGGAGGTCAC
AGGAGGTCAC

Fig. 1AAM

GACGRACGAC

GCAGAATGAA
'GCAGRATGAA

GCAGARATGAR
GCAGAATGAA
GCAGAATGARA
GCAGRATGAR
GCAGAATGAL
GACGRACGAC
GACGAACGAC
GACGAACGAC
GACGAACGAC
GACGGACGAC
GCAGRATGARZ
GCAGAATGAA
GCAGAATGAA
GACGAACGAA
GACGAACGAA
GACGAACGAA
GACGAACGARA
GCAGAATGAA
GCAGAATGAR
GACGAATGAC
GACGAATGAC
GACGAATGAC
GACGAATGAC
GACGAATGAC
GACGARTGAC
GCAGRRTGAT
GCAGAATGAT
GCAGAATGAT
GCAGAATGAT
GCAGAATGAA
GACGAATGAT
GCAGAATGAC
GCAGAACGAT

GCAGAATGAR

GRCGAACGRA
GACGAATGAC
GCAGAATGAR

65/105

GGCGTTACGA
GGCACCAAGA
GGCACCAAGA
GGCACCAAGA
GGCACCAAGA
GGCARCCAAGA
GGCACCALRGA
GGCACCRAAGA
GGCGTTACGA
GGCGTTACGA
GGCGTTACGA
GGCGTTACGA
GGCGTTACGA
GGCACCRAGA
GGCACCARAGA
GGCACCRAGR
GGCACCALGA
GGCACCAAGA
GGCACCAAGA
GGCACCRAGA
GGCACCAAGA
GGCACCAAGA
GGTGTCACAA
GGTGTCACAA
GGCGTCACAA
GGCGTCACAR
GGTGTCACAA
GGCGTCACAR
GGAACCACGA
GGAACCACGA
GGAACCACGA
GGAACCACGZ
GGCACCAAGA
GGCGTCACAA
GGTACGACGA
GGCACGACGA
GGCACCRAAGA
GGCACCAAGA
GGCGTTACGA
GGCACCRAGA

3250
CCATCGCTAA
CCATCGCCARA
CCATCGCCAR
CCATCGCCAR
CCATCGCCAA
CCATCGCCAA
CCATCGCCAA
CCATCGCCARA
CCATCGCTAR
CCATCGCCAA
CCATCGCTARA
CCATCGCTAR
CCATCGCTAA
CCATCGCCARA
CCATCGCCAR
CCATCGCCAA
CCATCGCCARA
CCATCGCCRA
CCATCGCCAA
CCATCGCCAA
CCATCGCCAR

CCATCGCCAA

CCATCGCTAR
CCATCGCTAA
CCATCGCTAA
CCATCGCTAZ
CCATCGCTAR
CCATCGCTARA
CCATCGCCAA
CCATCGCCAA
CCATCGCCAA
CCATCGCCAA
CCATCGCCAA
CCATCGCTAA
CGATTGCCAA
CTATTGCCAA
CCATCGCCAA
CCATCGCCRA
CCATCGCTAA
CCATCGCCAR
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3251

TAACCTTACC AGCACGATTC

TAACCTTACC

- TAACCTTALCC

TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAATCTCACC
TAATCTCACC
TAATCTCACC
TAATCTCACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TRACCTTACC
TAACCTCACC.
TAACCTTACC
TAARCCTTACC
TAACCTTACC

AGCACGATTC
AGCACGATTIC
AGCACGATTC
AGCACGATTC
AGCACGATTC

AGCACGATTC,

AGCACGATTC
AGCACGATIC
AGCACGATTC
AGCACGATTC
AGCACGATTC
AGCACGATTC
AGCACGATTC
AGCACGATTC
AGCACGATTC
AGCACCGTGC
AGCACCGTGC
AGCACCGTGC
AGCACCGTGC
AGCACGATTC
AGCACGATTC
AGCACGGTTC
AGCACGGTTC
AGCACGGTTC
AGCACGGTTC
AGCACGGTTIC
AGCACGGTTC
AGCACGGTGC
AGCACGGTGC
AGCACGGTGC
AGCGCGGTGC
AGCACGATTC
AGCACGGTTC
AGCACGGTTC
AGCACGGTTC
AGCACCATCC

AGCACCGTCC

‘AGCACGATTC
AGCACGATTC

Fig. 1AAN

AGGTCTTCTC

AGGTCTTTAC
AGGTCTTTAC
AGGTCTTTAC
AGGTCTTTAC
AGGTCTTTAC
AGGTCTTTAC
AGGTCTTTAC
AGGTCTTCTC
AGGTCTTCTC
AGGTCTTCTC
AGGTCTTCTC
AGGTCTTCTIC
AGGTIGTTTAC
AGGTGTTTAC
AGGTGTTTAC
AGGTCTTTAC
GGGTCTTTAC
AGGTCTTTAC
AGGTCTTTAC
AGGTCTTTAC
AGGTCTTTAC
AGGTCTTTTC
AGGTCTTTTC
AGGTCTTTTC
AGGTCTTTIC
AGGTCTTTTC
AGGTCTTTTC
AGGTCTTCAC
AGGTCTTCAC
AGGTCTTCAC
AGGTCTTCAC
AGGTCTTTAC
BAGTCTTCTC
AGGTGTTTAC
AAGTGTTTAC
AGGTGTTTAC
AGGTCTTTAC
AGGTATTCTC
AGGTCTTTAC

66/105

3300

GGACTCGGAG TACCARCTGC

GGACTCGGAA
GGBACTCGGAR
GGACTCGGAR
GGACTCGGAA
GGACTCGGAA
GGACTCGGAL
GGACTCGGAL
GGACTCGGAG
GGACTCGGAG
GGACTCGGAG
GGACTCGGAG
GGACTCGGAG
GGACTCGGAR
GGACTCGGAR
GGACTCGGAR
GGACTCGGAG
GGACTCGGAG
GGACTTGGAG
GGACTCGGAG
GGACTCGGAA
GGACTCGGAA
GGACTCGGAR
GGACTCGGARA
GGACTCGGAA
GGACTCGGAA
GGACTCGGAR
GGACCCGGAA
AGACTCTGAG
AGACTCTGAG
AGACTCTGAG
AGACTCTGAG
GGACTCGGAR
GGACTCGGAG
TGACTCGGAG
GGACTCGGAG
GGACTCGGAG
GGACTCGGAG
GGACTCGGAA
GGACTCGGAR

TACCAGCTCC
TACCAGCTCC
TACCAGCTCC
TACCAGCTCC
TACCAGCTCC
TACCAGCTCC
TACCGGCTCC
TACCAACTGC
TACCAACTGC
TACCRACTGC
TACCAACTGC
TACCAACTGC
TACCAGCTCC
TACCAGCTCC
TACCAGCTCC
TACCAGTTAC
TACCAGTTAC
TACCAGTTAC

"TACCAGTTAC

TACCAGCTCC

TACCAGCTCC

TATCAACTGC
TATCAACTGC
TATCAACTGC
TATCARCTGC
TATCAACTGC
TATCARACTGC
TACCAGCTGC
TACCAGCTGC
TACCAGCTGC
TACCAGCTGC
TACCAGCTCC
TACCAGCTTC
TACCAGCTCC
TATCAGCTCC
TACCAGCTGC
TACCAGCTAC
TACCAGCTGC
TACCAGCTCC
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3301

CGTACGTCCT
CGTACGTCCT
CGTACGTCCT
CGTACGTCCT
CGTACGTCCT
CGTACGTCCT
CGTACGTCCT
CGTACGTCCT
CGTACGTCQOT
CGTACGTCOT
CGTACGTCCT
CGTACGTCCT
CGTACGTCCT
CGTACGTCCC
CGTACGTCCT
CGTACGTCCT
CGTACGTGCT
CGTACGTGCT
CGTACGTGCT
CGTACGTGECT
CGTACGTCOT
CGTACGTCCT
CGTACGTCCT
CGTACGTCCT
CGTACGTCCT
CGTACGTCCT
CGTACGTCCT
CGTACGTCCT
CCTACGTCCT
CCTACGTCCT
CCTACGTCCT
CCTACGTCCT
CGTACGTCCT
CGTACGTCCT
CGTACGTCCT
CGTACGTGCT
CGTACGTTCT

CGTACGTCCT

CGTACGTCCT
CGTACGTCCT

CGGCTCTGCG
CGGCTCTGCG
CGGCTCTGCG
CGGCTCTGCG
CGGCTCTGCG
CGGCICTGCG
CGGCTCTGCG
CGGCTCTGCG
CGGCTCTGCG
CGGCTCTGCG
CGGCTCTGCG
CGGCTCTGCG
CGGCTCTGCG
CGGCTCTGCG
CGGCTCTGCG
CGGCTCTGCG
AGGATCCGCT
AGGATCCGCT
AGGATCCGCT
AGGATCCGCT
CGGCTCTGCG
CGGCTCTGCG
CGGCTCCGCG
CGGCTCCGCE
CGGCTCCGCEG
CGGCTCCGLCG
CGGCTCCGCG
CGGCTCCGCG
CGGTICGGCT
CGGTTCGGCT
CGGTTCGGCT
CGGTTCGGCT
CGGCTCTGCG
CGGCTICTGCG
CGGCTCGGCG
CGGGTCGGCG
CGGCICTGLCC
AGGCTICTGCC

-CGGCTCTGCG

CGGCTCTGCG

Fig. 1AAO

CACCAGGGCT
CACCRGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGAT
CACCAGGGAT
CACCAGGGAT
CACCAGGGAT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CATCRAAGGAT
CACCARGGCT

-CACCAGGGCT

CACCAAGGAT
CACCAGGGCT
CACCAGGGCT

67/105

GCCTCCCTCC
GCCTGCCTCC
GCCCGeeTec
GCCTGCOTCe
GCCTGCCTCC
GCCTGCCTCC
GCCTGCCTCC
GCCTGCCTCC
GCCTCCCTCC
GCCTCCCTCC
GCCTCCCTCC
GCCTCCCTCE
GCCTCCCTCC
GCCTCCOTCE
GCCTCCCTCC
GCCTCCCTCC
GTCTGCCTCC
GTCTGCCTCC
GTCTGCCTCC
GTCTGCCTCC
GCCTGCCTCC
GCCTGCCTCC
GCCTGCOTEC
GCCTECCTCC
GCCTGCCTCC
GCCTGCCTCC
GCCTGCCTCC
GCCTGCCTC
GCCTTCCGCC
GCCTTCCGLC
GCCTTCCGCC
GCCTTCCGCC
GCCTGCCTCC
Geereceree
GCcoTeceee
GTCTCCCGCC
GCCTGCCTCC
GCCTGCCACC

GCCTGCCTCC

GCCTGCCTCC

3350
GTTCCCTGCG
GTTCCCGGRG
GTTCCCGGCE
GTTCCCGGRG
GTTCCCGERE
GTTCCCGGCG
GTTCCCGGCG
GTTCCCGGCG
GTTCCCTGCG
GTTCCCTGCG
GTTCCCTGCG
GTTCCCTGCG
GTTCCCTGCG

TTCCCGGCGE
GTTCCCGREG
GTTCCCGGLE
GTTCCCGGCE
GTTCCCGGLE
GTTCCCGGRCE
GTTCCCGGLE
GTTCCCGGCE
GTTCCCGGCG -
GTTCCCGGCA
GTTCCCGGCA
GTTCCCGGCA
GTTCCCGECA
GTTCCCGGCA
GTTCCCGGCA
GTTCCCAGCA
GTTCCCAGCA
GTTCCCAGCA
GTTCCCAGCA
GTTCCCGGCG
GTTCCCGGCG
GTTCCCAGCA
GTTTCCAGCG
GTTCCCGGCG
GTTTCCTGCA
GTTCCCGGCE
GTTCCCGGCG
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3351
GACGTGTTCA
GACGTCTTCA
GACGTCTTCA
GACGTCTTCA
GACGTCTTCA
GACGTCTTCA
GACGTCTTCA
GACGTCTTCA
GACGTGTTCA
GACGTGTTCA
GACGTGTTCA
GACGTGTTCA
GACGTGTTCA
GACGTCTTCA
GACGTCTTCA
GACGTCTTCA
GACGTCTTCA
GACGTCTTCA
GACGTCTTCA
GACGTCTTCA
GRCGTCTTCA

- GACGTCTTCA
- GACGTGTTCA

GACGTGTTCA
GACGTGTTCA
GACGTGTTCA
GACGTGTTCA
GACGTGTTCA
GACGTCTTCA
GACGTCTTICA
GACGTCTTCA
GACGTCTTCA
GACGTCTTCR
GACGTGTTCA
GACGTCTTCA
GACGTCTTCA
GACGTGTTCA

'GACGTCTTCA
GACGTCTTCA:

GACGTCTTCA

TGATTCCTCA
TGATITCCTCA

TGATTCCTCA

TGATTCCTCA
TGATTCCTCA
TGATTCCTCA
TGATTCCTCA
TGATTCCTCA
TGATTCCTCA
TGATTCCTCAR
TGATTCCTCA
TGATTCCTCA
TGATTCCTCA
TGATTCCTCA
TGATTCCTCA
TGATTCCTCA
CGGTTCCTCA
TGGTTCCTCA
TGGTTCCTCA
TGGTTCCTCA
TGATTCCTCA
TGATTCCTCA
TGATTCCGCA
TGATTCCGCA
TGATTCCGCA
TGATTCCGCA
TGATTCCGCA
TGATTCCGCA
TGATTCCTCA
TGATTCCTCA
TGATTCCTCA
TGATTCCTCA
TGATTCCTCA
TGATTCCGCA
TGGTGCCACA
TGGTCCCTCA
TGATTCCCCA
TGGTTCCTCA
TGATTCCTCA
TGATTCCTCA

Fig. 1AAPpP

GTACGGATAT
GTACGGGTAC
GTACGGGTAC
GTACGGGTAC
GTACGGGTAC
GTACGGGTAC
GTACGGGTAC
GTACGGGTAC
GTACGGATAT
GTACGGATAT
GTACGGATAT
GTACGGATAT
GTACGGATAT
GTACGGGTAT
GTACGGGTAT
GTACGGGTAT
GTACGGCTAT
GTACGGCTAT
GTACGGCTAT
GTACGGCTAT
GTACGGGTAC
GTACGGGTAC
GTACGGATAC
GTACGGATAC
GTACGGATAC
GTACGGATAC
GTACGGATAC
GTACGGATAC
GTACGGCTAC
GTACGGCTAC
GTACGGCTAC
GTACGGCTAC
GTACGGGTAC
ATACGGCTAC
GTATGGATAC
GTATGGATAC
GTACGGCTAC
GTACGGCTAC
GTACGGCTAC
GTACGGGTAC

68/105

CTGACTCTAA
CTGACTCTGA
CTGACTCTGA
CTGACTCTGA
CTGRCTCTGA
CTGACTCTGA
CIGACTCTGA
CTGACTCTGA
CTGACTCTAA
CTGACTCTAR
CTGACTCTAR
CTGACTCTAR
CTGACTCTAR
CTGACCCTAA
CTGACCCTAA
CIGACCCTAA
TTAACTTTAR
TTAACTTTAA
TTAACTTTAA
TTAACTTTAA
CTGACTCTGA
CTGACTCTGA

.CTGACTCTGA

CTGACTCTGA
CTGACTCTGA
CTGACTCTGA
CTGACTCTGA
CTGACTCTGA
TTGACTCTGA
TTGACTCTGA
TTGACTCTGA
TTGACTCTGA
CTGACTCTGA
CTGACGCTCA
CTCACCCTGA
CTCACCCTGA
CTAACACTCA
CTGACGCTCA

CTGACTCTCA

CTGACTCTGA

3400
ACARCGGCAG
ACARCGGCAG
ACARCGGCAG
ACAACGGCAG
ACAACGGCAG
ACAACGGCAG
ACAACGGCAG
ACAACGGCAG
ACAACGGCAG
ACAACGGCAG
ACAACGGCAG
ACAACGGCAG
ACRACGGCAG
ACAATGGCAG
ACARATGGCAG
ACAATGGCAG
ACAATGGAAG
ACAATGGARG
ACRATGGARAG
ACAATGGAAG
ACAATGGCAG

ACAATGGCAG
"ACRATGGCAG

ACAATGGCAG
ACAATGGCAG
ACAATGGCAG
ACAATGGCAG
ACAATGGCAG
ACAATGGCAG
ACAATGGCAG
ACAATGGCAG
ACAATGGCAG
ACARACGGCAG
ACAATGGCAG
ACAACGGGAG
ACANMCGGAAG
ACAACGGTAG
ACAATGGAAG
ACAATGGCAG
ACAATGGCAG
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3401
TCAGTCTGTG
TCAGGCCGTG
TCAGGCCGTG
TCAGGCCGTG
TCAGGCCGTG
TCAGGCCGTGE
TCAGGCCGTGE
TCAGGCCGTG
TCAGTCTGTG
TCAGTCTGTG
TCAGTCTGTG
TCAGTCTGTG
TCAGTCTGTG
TCAGGCTGTG
TCAGGCTGTG
TCAGGCTGTG
CAAGCCCTG
CCAAGCCCTG
CCRAGCCCTG
CCAAGCCCTG
TCAGGCCGTG
TCAGGCCGTG
CCAATCGGTA
CCAATCGGTA
CCAATCGGTA
CCAATCGGTA
CCAATCGGTA
CCAATCGGTA
CCAAGCGGTA
CCAAGCGGTA
CCAAGCGGTA
CCAAGCGGTA
TCAGGCCETGE
CCAAGCCGTG
TCAGGCAGTA
TCAAGCGGTG
TCAGGCCGTG
TCAAGCGTTA
TCAGTCTGTG
TCAGGCCGTG

GGACGTTCCT
GGCCGTTCCT
GGCCGTTCCT
GGCCGTTCCT
GGBCCGTTCCT
GGCCGTTCCT
GGCCGTTCCT
GGCCGTTCCT
GGACGTTCCT
GGACGTTCCT
GGACGTTCCT
GGACGTTCCT
GGACGTTCCT
GGCCGTTCCT
GGCCETTCOT
GGCCETTCCT
GGAGCGTTCCT
GGACGTTCCT
GGACGTTCCT
GGACGTTCCT
GGCCGTTCCT
GGCCETTCAT
GGCCGTTCCT
GGCCETTCCT
GGCCGTTCCT
GGCCGTTCCT
GGCCGTTCCT
GGCCGTTCCT
GGACGTICTT
GGACGTTCTT
GGACGITCTT
GGACGTTICTT
GGCCGTTCCT
GGACGTTCAT
GGACGCTCTT
GGACGCTCAT
GGACGCTCCT
GGACGTTCTT
GGACGTTCCT
GGCCGTTCCT

Fig. 1aaQ

CCTICTACTG
CCTTCTRCTG
CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CCTICTIACTG
CCTTCTACTG
CCTITCTACTG
CCTTCTACTG
CCTTCTACTG
CCTICTACTG
CCTTCTACTG
CCTTCTACTIG
CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CATTCTACTG
CATTCTACIG
CATTCTACTG
CATTCTACTG
CCTTCTACTG
CCTTTTACTG
CATTTTACTG
CCTTTTACTG
CCTTCTACTG
CTTTCTACTG
CCTTCTACTG
CCTTCTACTG

69/105

CCTGGAGTAC

CCTGGAGTAC
CCTGGAGTAC
CCTGGAGTAC
CCTGGAGTAC
CCTGGAGTAC
CCTGGAGTAC
CCTGGAGTAC
CCTGGAGTAC
CCTGGAGTAC
CCTGGAGTAC
CCTGGAGTAC
CCTGGAGTAC
CCTGGRATAC
CCTGGAATAC
CCTGGAARTAC
TCTGGAGTAT
TCTGGAGTAT
TCTGGAGTAT
TCTGGAGTAT
CCTGGAGTAC
CCTGGAGTAC
CCTGGAGTAC
CCTGGAGTAC
CCTGGAGTAC
CCTGGAGTAC
CCTGGAGTAC
CCTGGAGTAC
TCTAGAGTAT
TCTAGAGTAT
TCTAGAGTAT
TCTAGAGTAT
CCTGGAGTAC
CCTGGAATAT
CCTGGAGTAC
CCTGGAGTAC
CCTGGARATAC
TCTGGAATAC
CCTGGAGTAC
CCTGGAGTAC

3450
TTTCCTTCTC
TTTCCTTCTC -
TTTCCTTCTC
TTTCCTTCTC
TTTCCTTCTC
TTTCCTTCTC
TTTCCTTCTC
TTTCCTTCTC
TTTCCTTCTC
TTTCCTTCTC
TTTCCTTCTC
TTTCCTTCTC
TTTCCTTCTC
TTCCCTTCTC
TTCCCTTCTC
TTCCCTTCTC
TTCCCATCGC
TTCCCATCGC
TTCCCATCGC
TTCCCATCGC
TTTCCTTCTC
TTTCCTTCTC
TTTCCTTCTC
TTTCCTTCTC
TTTCCTTCTC
TTTCCTTCTC
TTTCCTTCTC
TTTCCTTCTC
TTTCCCTCTC
TTTCCCTCTC
TTTCCCTCTC
TTTCCCTCTC
TTTCCTTCTC
TTCCCTTCTC
TTTCCTTCTC
TTCCCTTCGC
TTTCCTTCGC
TTCCCTTCTC
TTCCCCTCTC
TTTCCTTCTC
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3451

AGATGCTGAG
AARTGCTGAG
AAATGCGGAG
ARATGCTGAG
ARATGCTGAG
ARATGCTGAG
ARRTGCTGAG
AAATGCTGAG
AGATGCTGAG
AGATGCTGAG
AGATGCTGAG
AGATGCTGAG
AGATGCTIGAG
ARATGCTGAG
ARATGCTGAG
ARATGCTGAG
AGATGCTGAG
AGATGCTGAG
AGATGCCGAG
AGATGCTGAG
ARATGCTGAG
AAATGCTGAG
AGATGCTGAG
AGATGCTGAG
AGATGCTGAG
AGATGCTGAG
AGATGCTGAG
AGATGCTGAG
AGATGCTGAG
AGATGCTGAG
AGATGCTGAG
AGATGCTGAG
ARRTGCTGAG
AGATGCTGAG
AGATGCTIGCG
AGATGCTAAG
AGATGCTGAG
AGATGCTGAG
AGATGCTGAG
AAATGCTGAG

AACGGGCAAT
AACGGGCAAC
ABACGGGCAAC
AACGGGCAAC
AACGGGCAAC
ARCGGGCAAC
ABCGGGCAAC
AACGGGCRAC
AACGGGCRAT
ABACGGGCALT
AACGGGCAAT
AACGGGCRAT
AACGGGCAAT
GACGGGCAAC
GACGGGCAAC
GACGGGCAAC
AACCGGCAAC
AACCGGCAAC
AACCGGCAAC
AACCGGCAAC
AACGGGCAAC
AACGGGCAAC
ABCGGGCAAC
BACGGGCAAC
ABCGGGCAAC
ARCGGGCAAC
ARCGGBCAAC
AACGGGCAAC
GACGGGAAAC
GACGGGAAAC
GACGGGALBAC
GACGGGALAC
AACGGGCAAC
BACGGGCAAC
TACCGGRAAC
GACTGGAAAT
AACCGGCAAC
ARCCGGCRAC
BAACGGGCAAC
AACGGGCAAC

Fig. 1AAR

AACTTTGAAT
AACTTTGAGT
AACTTTGAGT
BACTTTGAGT
AACTTTGAGT
AACTTTGAGT
AACTTTGAGT
AACTTTGAGT
AACTTTGAAT
AACTTTGAAT
ARCTTTGAAT
AACTTTGAAT
BAACTTTGAAT
AACTTTGAAT
AACTTTGAAT
AACTTTGRAT
AACTTTCAGT
AACTTTCAGT
AACTTTCAGT
AACTTTCAGT
ARCTTTGAGT
AACTTTGAGT
AACTTCACCT
AACTTCACCT
AACTTCACCT
AACTTCACCT
AACTTCACCT
AACTTCACCT
AACTTCACCT
AACTTCACCT
BAACTTCACCT
AACTTCACCT
AACTTTGAGT
BACTTTACCT
AACTTTACCT
ABCTTCCAAT
BAACTTCCAGT
AACTTTCAGT
ABACTTTGAGT
BACTTTGAGT

70/105

TCAGCTACAC
TCAGCTACCA
TCAGCTACCA
TCAGCTACCA
TCAGCTACCA
TCAGCTACCA
TCAGCTACCA
TCAGCTACCA
TCAGCTACCA
TCAGCTACAC
TCAGCTACAC
TCAGCTACAC
TCAGCTACAC
TCAGCTACAC
TCAGCTACAC
TCAGCTACAC
TCAGCTACAC
TCAGCTACAC
TCAGCTACAC
TCAGCTACAC
TCAGCTACCA
TCAGCTACCA

TTAGCTACAC -

TTAGCTACAC
TTAGCTACAC
TTAGCTACAC
TTAGCTACAC
TTAGCTACAC
TCAGCTACAC
TCAGCTACAC
TCAGCTACAC
TCAGCTACAC
TCAGCTACCA
TCAGCTACAC
TCAGCTACAC
TCAGCTATAC
TTACTTACAC
TCAGCTACAC
TCAGCTACAG
TCAGCTACCH

3500
CTTTGAGGRA
GTTTGAGGAC
GTTTGAGGAC
GTTTGAGGAC
GTTTGAGGAC
GTTTGAGGAC
GTTTGAGGAC
GTTTGAGGAC
GTTTGAGGAC
CTTTGAGGAR
CTTTGAGGAA
CTTTGAGGRA
CTTTGAGGARA
CTTCGAGGAC
CTTCGAGGAC
CTTCGAGGAC
CTTCGAGGAC
CTTCGAGGAC
CTTCGAGGAC
CTTCGAGGAC
GTTTGAGGAC
GTTTGAGGAC
CTTCGAGGAC
CTTCGAGGAC
CTTCGAGGAC
CTTCGAGGAC
CTTCGAGGAC
CTTCGAGGAC
TTTTGAAGAC
TTTTGAAGAC
TTTTGAAGAC
TTTTGRAGAC
GTTTGAGGAC
CTTTGAGGAA
TTTTGAGGAC
CTTCGAGGAT
CTTCGAGGAC .
TTTCGAGGAC
CTTCGAGGAC
GTTTGAGGAC
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3501

GTGCCTTTCC
GTGCCTTTTC
GTGCCTTITC
GTGCCTTTTC
GTGCCTTTIC
GTGCCTTTTC
GTGCCTTTTIC
GTGCCTTTTC
GTGCCCTTTC
GTGCCTTTCC
GTGCCTTTCC
GTGCCTTTCC
GTGCCTTTCC
GITGCCTTTCC
GTGCCTTTCC
GTGCCTTTCC
GTGCCTTTCC
GTGCCTTTCC
GTGCCTTTCC
GTGCCTTTCC
GTGCCTTTTC
GTGCCTTTTC
GTGCCTTTCC
GTGCCTTTCC
GTGCCTTTCC
GTGCCTTTCC
GTGCCTTTCC
GTGCCTTTCC
GTGCCTTTCC
GTGCCTTTCC
GTGCCTTTCC
GTGCCTTTCC
GTGCCTTTTC
GTGCCTTTCC
GTTCCTTTCC
GTACCTTTTC
GTGCCTTTCC
GTGCCTTTCC
GTGCCTTTCC
GTGCCTTTTC

ACAGCAGCTA
ACRGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA

ACAGCAGCTA

ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA

Fig. 1AAS

TGCGCACAGC

GCGCACAGC
CGCGCATAGC
CGCGCACAGE
TGCGCACAGT
TGCGCACAGC
CGCGCACAGC
CGCGCACAGE
CGCGCACAGE
TGCGCACAGC
TGCGCACAGC
TGCGCACAGC
TGCGCATAGC
CGCGCACAGC
CGCGCACAGC
CGCECACAGT
CGCGCACAGC
CGCGCACAGC
CGCGCACAGC
CGCGCACAGE
CGCGCACAGE
CGCGCACAGC
CGCGCACAGC
CGCGCACAGT
CGCGCACAGET
CGCGCACAGC
CGCGCACAGE
CGCGCACAGC
CGCGCACAGC
CGCGCACAGE
CGCGCACAGT
CGCGCACAGC
CGCGCACAGC
CGCGCACAGC
CGCTCACAGC
CGCTCACAGC

L£GCeeacace
CGCACACAGC:

CGCACACAGC
CGCGCACAGC
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CAGAGCCTGG
CARAGCCTGG
CAARGCCTGG
CABAGCCTGG
CARAGCCTGG
CARAGCCTGG
CARAGCCTGGE
CARAGCCTGG
CABAGCCTGG
CAGAGCCTGG
CAGAGCCTGG
CAGAGCCTGG
CAGAGCCTGG
CAGAGCCTGG
CAGAGCCTGE
CAGAGCCTGG
CAGAGCCTGG
CAGAGCCTGG
CAGAGCCTGG
CAGAGCCTGG
CAARGCCTGE
CAAAGCCTGG
CAGAGTCTGG
CAGAGTCTGG
CAGAGTCTGG
CAGAGTCTGG
CAGAGTCTGG
CAGAGTCTGG
CAGRGTCTGG
CAGAGTCTGO
CAGAGTCTGG
CAGAGTCTGG
CARAGCCTGG
CAGAGCCTGG
CAGAGTCTGG
CAGAGTTTGG
CAGAGCTTGG
CAGAGTCTAG
CAGAGCCTGG
CAAAGCCTGG

3550
ACCGGCTGAT
ACCGGCTGAT
ACCGGCTGAT
ACCGGCTGAT
ACCGGCTGAT
ACCGGCTGAT
ACCGGCTGAT
ACCGGCTGAT
ACCGGCTGAT
ACCGGCTGAT
ACCGGCTGAT
ACCGGCTGAT
ACCGGCTGAT
ACCGGCTGAT
ACCGGCTGAT
ACCGGCTGAT
ACAGGCTGAT
ACAGGCTGAT
ACAGGCTGAT
ACAGGCTGAT
ACCGGCTGAT
ACCGGCTGAT
ACCGGCTGAT
ACCGGCTGAT
GCCGGCTGAT
GCCGGCTGAT
LCCGGCTGAT
ACCGGCTGAT
ATCGGCTGAT
ATCGGCTGAT
ATCGGCTGAT
ATCGGCTGAT
ACCGGCTGAC
ACCGGCTGAT
ACCGTCTCAT
ATCGCTTGAT
BACCGGCTGAT
ATCGACTGAT
ACCGGCTGAT
ACCGGCTGAT
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3551

GRATCCCCTC
GAACCCCCTC
GAACCCCCTC
GRACCCCCTC
GRACCCCCTC
GAACCCCCTC
GRACCCCCTC
GAACCCCCTC
GAACCCCCTC
GRATCCCCTC
GAATCCCCTC
GAATCCCCIC
GAATCCCCTC
GAACCCTCTC
GAACCCTCTC
GAACCCTCTIC
GAATCCCCTC
GAATCCCCTC
GAATCCCCTC
GAATCCCCTC
GAACCCCCTC
GAACCCCCTC
GAATCCCCTC
GAATCCCCTC
GAATCCCCTC
GAATCCCCTC
GAATCCCCTC
GRATCCCCTC
GRATCCTCTC
GAATCCTCTC
GBATCCTCTC
GAATCCTCTC
GRACCCCCTC
GRATCCTCTC
GAATCCTCTC
GAATCCTCTT
GAATCCTCTG

' GAACCCCCTC

GAATCCCCTC
GRACCCCCTC

 ATCGACCAGT
ATCGACCAGT
ATCGACCAGT
ATCGACCAGT
ATCGACCAGT
ATCGRCCAGT
ATCGACCAGT
ATCGACCAGT
ATCGACCAGT
ATCGACCAGT
ATCGACCAGT
ATCGACCAGT
ATCGACCAGT
LTCGACCAGT
ATCGACCAGT
ATCGACCAGT
ATCGACCAGT
ATCGACCAGT
ATCGACCAGT
ATCGACCAGT
ATCGACCAGT
ATCGACCAGT
ATCGACCAGT
ATCGACCAGT
ATCGACCAGT

ATCGACCAGT”

ATCGACCAGT
ATCGACCAGT
ATTGACCAGT
ATTGACCAGT
ATTGACCAGT
ATTGACCAGT
ATCGACCAGT
ATCGACCAAT
ATCGACCAGT
ATTGATCAGT
ATTGACCAGT

" ATCGACCAGT
ATCGACCAGT
ATCGACCAGT

Fig. 1AAT

ACCTGTACTA
ACCTGTACTA
ACCTGTACTA
ACCTGTACTA
ACCTGTACTA
ACCTGTACTA
ACCTGTACTA
ACCTGTACTA
ACCTGTACTA
ACCTGTACTA
ACCTGTACTA
ACCTGTACTA
ACCTGTACTA
ACCTGTATTA
ACCTGTATTA
ACCTGTATTA
ACCTGTACTA
ACCTGTACTA
ACCTGTACTA
ACCTGTACTA
ACCTGTACTA
ACCTGTACTA
ACCTGTACTA
ACCTGTACTA
ACCTGTACTA
BCCTGTACTA
ACCTGTACTA
ACCTGTACTA
ACCTGTATTA
ACCTGTATTA
ACCTGTATTA
ACCTGTATTA
ACCTGTACTA
ACCTGTATTA
ACCTGTATTA
ATCTGTACTA
ACCTGTACTA
ACCTATACTA
ACTTGTACTA
ACCTGTACTA

72/105

CCTGGCCCGE
CCTGTCTCGE
CCTGTCTCGE
CCTGTCTCGG
CCTGTCTCGG
CCTGTCTCGE
CCTGTCTCGG
CCTGTCTCGEG
CCTGTCTCGER
CCTGGCCCGE
CCTGGCCCGG
CCTGGCCCGEG
CCTGGCCCRE
CTTATCCAGA
CTTATCCAGA
CTTATCCAGA
CCTGGTCAGA
CCTGGTCAGA
CCTGGTCAGA
CCTGGTCAGA
CCTGTCTCGG
CCTGTCTCGE
CTTGGCCAGA
CTTGGCCAGA
CTTGGCCAGA
CTTGGCCAGA
CTTGGCCAGA
CTTGGCCAGA
CCTGAGCARR
CCTGRGCARR
CCTGAGCARA
CCTGAGCAAA
CCTGGCCCGE
CCTGARCAGA
CTTGAGCAGA
CCTGAACAGA
CTTGTCTCGG
CCTGGTCAGA
CCTGGCCAGA
CCTGTCTCGG

3600
ACCCAGAGCA
ACTCAGTCCA

"ACTCAGTCCA

ACTCAGTCCA
ACTCAGTCCA
ACTCAGTCCA
ACTCAGTCCA
ACTCAGTCCA
ACTCAGTCCA
ACCCAGAGCA
ACCCAGAGCA
ACCCAGAGCA
ACCCAGAGCA
ACTCAGTCCAR
ACTCAGTCCA
ACTCAGTCCA
ACGCRAAACGA

"ACGCARACGA

ACGCARACGA
ACGCAAACGA
ACTCAGTCCA

-ACTCAGTCCA

ACACAGAGCA
ACACAGAGCA
ACACAGAGCA
ACACAGAGCA
ACACAGAGCA
ACACAGAGCA
ACTCAGGGTA
ACTCAGGGTA
ACTCAGGGTA
ACTCAGGGTA
ACCCAGAGCA
ACTCARA.AT
ACABACACTC
ACGCAAGGAA
ACTCABACAR
ACACAGACAR
ACACAGAGTA
ACTCAGTCCA
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3601
CTACGG. .GG
CGGGA. . .GG
CGGGA. ; .GG
CGGGA. ..GG
CGGGA. ..GG
CGGGA. . .GG
CGGGA. . .GG
CGGGA. . .GG
CGGGA. . .GG
CTACG. . .GG
CTACG. ..GG
CTACG...GG
CTACG...GG
CAGGA...GG
CAGGRA. ..GG
CAGGA. ..GG
CT...... GG
CT...... GG
CT...... GG
CT...... GG
CGGGA. . .GG
CGGGA...GG
. ACGCAGGAGE
ACGCAGGAGG
ACGCAGGAGG
ACGCAGGLGG
ACGCAGGAGG
ACGCAGGAGG
CAAG. . .TGG
CRAG...TGG
CRAG...TGG
CARG...TGG
CTACG. ..GG
CAGTCC. .GG
CAAG...TGG
CAACCTCTGG
CAGGAG. .GC
CTGGA. . ...
ACCCAGGAGG
CGGGA. . .GG

TCCACAAGGG
TACCGCAGGA

TACCGCAGGA -

TACCGCAGGA
TACCGCAGGA
TACCGCAGGA
TACCGCAGGR
TACCGCAGGA
TACCGCAGGA
GTCCACAAGG
GTCCACAAGG
GTCCACARGG
GTCCACAAGG
AACTCARAGGT
AACTCAAGGT
AACTCAAGGET
ARCTGGAGGG
AACTGGAGGG
AACTGGAGGG
BACTGGAGGG
TACCGCAGGA
TACCGCAGGA
TACTGCTGGC
TACTGCTGGC
TACTGCTGGC
TACTGCTGGC
TACTGCTGGC
TACTGCTGGC
AACRACGCAG
AACAACGCAG
AACAACGCAG
AACARCGCAG
GTCCACARRGG
AAGTGCCCARA
ARACCACCACG
AACARCCAAC
.ACGGCAAAT

-ACTGGGGGA:

CACEGCTGEC
TACCGCAGGA

Pig. 1AAU

AGCTGCA.GT
ACTCAGCAGT
ACTCAGCAGT
ACTCAGCAGT
ACTCAGCAGT
ACTCAGCAGT
ACTCAGCAGT
ACTCAGCAGT
ACTCAGCAGT
GAGCTGCAGT
GAGCTGCAGT
GAGCTGCAGT
GAGCTGCAGT
ACTCAGCAAT
ACTCAGCAAT
ACTCAGCAAT
ACGCAGACTC
ACGCAGACTC
ACGCAGACTC
ACGCAGACTC
ACTCAGCAGT
ACTCAGCAGT
AATCGGGAAC
AATCGGGAAC
AATCGGGAAC
AATCGGGAAC
AATCGGGAAC
AATCGGGAAC
CAATCGAGAC
CAATCGAGAC
CAATCGAGAC
CAATCGAGAC
GGGCTGCAGT
AACARAGGACT
CAGTCARAGGC
CAATCACGGC

ACGCAGACTC

ACTCAAACTT
AATCGGGAAC
ACTCAGCAGT

73/105

"TGCTATTTTC

TGCTATTTTC
TGCTATTTTC
TGCTATTTITC
TGCTATITITC
TGCTATTITTC
TGCTATTTTC
TGCTATTITTC

TGTTATTTTC
TGPTATTTTC
TETTATTTTC
TGGCATTCAG
TGGCATTCAG
TGGCATTCAG
TGGCATTCAG
TGCTATTTTC
TGCTATTTTC
TGCAGTTTTA
TGCAGTTTTA
TGCAGTTTTA
TGCAGTTTTA
TGCAGTTTTA
TGCAGTTTTA
TGCAGTTCAG
TGCAGTTCAR
TGCAGTTCAG
TGCAGTTCAG

TGCTGTTTAG
TTCAGTTTTC
TGCTTTTTAG
TGGGCTTCAG

‘TGGCATTCAG

TGCAGTTTTA
TGCTATTTTC

3650
TCAGGCTGGG
TCAGGCCGGG
TCAGGCCGGG
TCAGGCCGGG
TCAGGCCGGG
TCAGGCCGGG
TCAGGCCGGG
TCAGGCCGGG
TCAGGCCGGG
TCAGGCTIGGG
TCAGGCTGGG
TCAGGCIGGG
TCAGGCTGGG
TCAAGCCGGG
TCAAGCCGGG
TCAAGCCGGG
CCAAGCGGGT
CCRAGCGGGT
CCAAGCGGGT

"CCAAGCGGGT

TCAGGCCGGG
TCAGGCCGGG
TCAGGGCGGA
TCAGGGCGGA
TCAGGGCGGA
TCAGGGCGGA
TCAGGGCGGA
TCAGGGCGGR
CCAAGCTGGEG
CCAAGCTGGG
CCAAGCTGGG
CCRAGCTGGG
TCAGGCTGGES
CCGTGGGTCT
TCAGGCCGGA
CCAGGCTGGG
CCRAGGTGGG
CCAAGCAGGC
CCAGGGCGGEE
TCAGGCCGGG
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CCCRACACCA
CCTAATAACA
CCTAATAACA
CCTAATAACA
CCTAATAACA
CCTAATAACA
CCTAATAACA
CCTAATAACA
CCTAATAACA
CCCAACACCA
CCCAACACCA
CCCAACACCA
CCCAACACCA
CCCGCAARACA
CCCGCARAACA
CCCGCAAACA
CCTAGCTCAA
CCTAGCTCAA
CCTAGCTCAA
CCTAGCTCAA
CCTAATAACA
CCTAATAACA
CCTACCACCA
CCTACCACCA
CCTACCACCA
CCTACCACCA
CCTACCACCA
CCTACCACCA
CCTAGCTCCA
CCTAGCTCCA
CCTAGCTCCA
CCTAGCTCCA
CCCAACACCA
CCAGCTGGCA
GCGAGTGACA
CCTCAGTCTA
CCTAATACAR
CCTAGCTCAA
CCTTCAACTA
CCTAATAACA

TGGCCGAGCA
TGTCGGCTCA
TGTCGGCTCA
TGTCGGCTCA
TGTCGGCTCA
TGTCGGCTCA
TGTCGGCTCA
TGTCGGCTCA
TGTCGGCTCA
TGGCCGAGCA
TGGCCGAGCA
TGGCCGAGCA
TGGCCGAGCA
TGTCGGCTCA
TGTCGGCTCA
TGTCGGCTCA
TGGCCAACCA
TGGCCAACCA
TGGCCAACCA
TGGCCAACCA
TGTCGGCTCA
TGTCGGCTCA
TGGCCGAACA
TGGCCGRACA
TGGCCGRACA
TGGCCGAACA
TGGCCGRACA
TGGCCGAACA
TGGCTCAGCA
TGGCTCAGCA
TGGCTCAGCA
TGGCTCAGCA
TGGCCGAGCA
TGTCTGTTCA
TTCGGGACCA
TGTCTTTGCA
TGGCCAATCA
TGGCCAATCA
TGGCCGAACA
TGTCGGCTCA

Flig. 1AAV

ATCAAAGAAC
GGCCARAAAAC
GGCCAAAAAC
GGCCARAAAC
GGCCAAAAAC
GGCCARARAC
GGCCAARAARC
GGCCAAAANC
GGCCAARAAAC
ATCAAAGAAC
ATCAAAGAAC
ATCAAAGAAC
ATCAARAGAAC
GGCCAAGAAC
GGCCAAGAAC
GGCCARAGAAC
GGCTAGAAAT
GGCTAGAAAT
GGCTAGAAAT
GGCTAGAAAT
GGCCAAARAC
GGCCAAARAAC
AGCAAAGAAC
AGCARAGAAC
AGCARAARGAAC
AGCARAGAAC
AGCAAAGAAC
AGCARAGAAC
GGCCAARARAC
GGCCAARRAC
GGCCAARAAC
GGCCAARAAC
ATCAAAGRAC
GCCCAAARAC
GTCTAGGAAC
GGCCAGAAAT
GGCARAGAAC
GGCTAGAAAC
AGCCAAGAAT
GGCCAAAAAC
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TGGCTGCCCG
TGGCTACCCG
TGGCTACCCG
TGGCTACCCG
TGGCTACCCG
TGGCTALCCCG
TGGCTACCCG
TGGCTACCCG
TGGCTACCCG
TGGCTGCCCG
TGGCTGCCCG
TGGCTGCCCG
TGGCTGCCCG
TGGCTACCTG
TGGCTACCTG
TGGCTACCTG
TGGGTGCCCG
TGGGTGCCCG
TGGGTGCCCG
TGGGTGCCCG
TGGCTACCCG
TGGCTACCCG
TGGCTGCLCG
TGGCTGCCCG
TGGCTGCCCG
TGGCTGCCCG
TGGCTGCCCG
TGGCTGCCCG
TGGCTACCGG
TGGCTACCGG
TGGCTACCGG
TGGCTACCGG
TGGCTGCCCG
TGGCTACCTG
TGGCTTCCTG
TGGCTACCTG
TGGCTGCCAG
TGGGTACCCG
TGGTTACCTG
TGGCTACCCG

3700
GACCCTGTTA
GGCCCTGCTA
GGCCCTGCTA
GGCCCTGCTA
GGCCCTGCTA
GGCCCTGCTA
GGCCCTGCTA
GGCCCTGCTA
GGCCCTGCTA
GACCCTGTTA
GACCCTGTTA
GACCCTGTTA
GACCCTGITA
GACCGTGTTA |
GACCGIGTITA
GACCGTGTTA
GACCTTGCTA
GACCTTGCTA
GACCTTGCTA
GACCTTGCTA
GGCCCTGCTA
GGCCCTGCTA
GACCTTIGCTT
GACCTTGCTT
GACCTTIGCTT
GACCTIGCTT
GACCTTGCTT
GACCTTGCTT
GACCCAGCTA
GACCCAGCTA
GACCCAGCTA
GACCCAGCTA
GACCCTIGTTA
GACCCTGTTA
GACCCTGTTAZ
GGCCCTGCTA
GACCCTGTTA
GGCCTTGCTA
GACCTTGCTT
GGCCCTGCTA



42_2
42_8.
42 15
42 5b
42_1b
42 13
42 3a
42 4
42 Ba
42 10
42_3b
4z 11
42 6b
43 1
43 5
43 12
43 20
43 21
43 23
43 25
44 1

- 44 5
223 10
223 2
223 4
223 5
223 6
223 17
A3 4
A3_5
A3 7
A3 3
42 12
ARV
ARV2
ARV3
AAVS
ARVY
AAVT
44 2

3701

TCGGCAGCAG
CCGGCAGCARA
CCGGCAGCAR
CCGGCAGCAR
CCGGCAGCRAA
CCGGCAGCARA
CCGGCAGCAR
CCGGCAGCAR
CCGGCAGCAR
TCGGCAGCAG
TCGGCAGCAG
TCGGCGGCAG
TCGGCAGCAG
CCGTCAGCAR
CCGTCAGCAA
CCGTCAGCAR
CCGGCAGCAG
CCGGCAGCAG
CCGGCAGCAG
CCGGCAGCAG
CCGGCAGCARA
CCGGCAGCRA

' CCGGCRACAG

CCGGCARCAG
CCGGCAARCAG
CCGGCAACAG
CCGGCAACAG
CCGGCARRCAG
CCGACAGCAG
CCGACAGCAG
CCGACAGCAG
CCGACAGCAG
TCGGCAGCAG
TCGGCAGCAG
CCGCCAGCAG
CCGGCAACAG

. CCGCCAACAA

CCGTCAGCAG
CCGGCAACAA
CCGGCAGCAA

AGACTGTCAA

'CGCGTCTCCA

ceeaeTeTeca
CGCGTCTCCA
CGCGTCTCCA
CGCGTCTCCA
CGCGTCTCCA
CGCGTCTICCA
CGCGTCTCCA
AGACTGTCAR
AGACTGTCAR
AGACTGTCAR
AGACTGTCAA
CGAGTTTCCA
CGAGTTTCCA
CGAGTTTCCA
CGCGTCTCCA
CGCGTCTCCA
CGCGTCTCCA
CGCGTCICCA
CGCGTCTCCA

CGCGTCTCCA -

AGAGTATCCH
AGAGTATCCA
AGAGTATCCA
AGAGTATCCA
AGAGTATCCA
AGAGTATCCA
CGAATGTCTA
CGAATGTCTA
CGRATGTCTA
CGAATGTCTA
AGACTGTCAA
CGCGTTTCTA
CGAGTATCAA
AGACTTTCAA
CGCGTCTCAA
CGCGTCTCCA
AGAGTCTCCA
CGCGTCTCCR

Fig. 12AW

BAAAACATAGA
CGACACTGTC
CGACACTGTC
CGACACTGTC
CGACAGTGTC
CGACAGTGTC
CGACACTGTC
CGACACTGTC
CGACACTGTC
BRAAACATAGA
ARAACATAGA
ARGACATAGA
ALAACATAGA
CGRCACTGEIC
CGACACTGTIC
CGACACTGTC
CGRCBACCAR
CGRCARCCAR
CGACAACCAA
CGACAACCAR
CGACACTGTC
CGRCACTGTC
AGACGCTGGA
AGACGCTGGA
RGACGCTGGA
AGACGCTGGA
AGACGCTGGA
AGACGCTGGA
AGACGGCTAR
AGACGGCTAR
AGACGGCTAA
BGACGGCTAA
ARRACATAGA
ARACAAARALC
AGACATCTGC
AGACTGCTAA
CGACAACCGE
CARCCACCAA
ARACGCTGGA
CGACACTGTC
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CAGCAACAAC
GCRAARTAAC
GCAAAATAAC
GCARRATAAC
GCAARATAAC
GCAARATAAC
GCAARATAAC
GCAARATAAC
GCARAATAAC
CAGCRACAAC
CAGCAACAAC
CAGCRAACAAC
CAGCAACAAC
GCRARACAAC
GCAARACAAC
GCARRACAAC
CCAGAACAARC
CCAGAGCAAC
CCAGARACAAC
CCAGAACAAC
GCARARTAAC
GCARRRTAAC
TCAARATAAC
TCARRATAAC
TCARAATAAC
TCARARTAAC
TCARARTAAC
TCARAATAAC
TGACAACARC
TGACAACAAC
TGACAACAAC
TGACAACAAC
CAGCARCAAC
AGACAACAAC
GGATAACAAC
CGACAACAAC

GCARRACAAC.
CCAARATAAC

TCAARACAAC
GCARAATAAC

3750
AACAGTAACT
AACAGCAACT
AACAGCAACT
AACAGCAACT
AACAGCAACT
ABCAGCAACT
AACAGCAACT
AACAGCAACT
AACAGCAACT
AACAGTAACT
ACCAGTAACT
AACAGTAACT
AACAGTAACT
AACAGCAATT
AACAGCAATT
AACAGCAATT
AACAGCAACT
AACAGCARACT
AACAGCARACT
AACAGCARACT
AACAGCAACT
AACAGCRACT
AACAGCAACT
AACAGCAACT
AACAGCAACT
AACAGCAACT
ARCAGCARACT
AACAGCAACT
AACAGTGAAT
ARCAGTGAAT
AACAGTGAAT
AACAGTGAAT
AACAGTAACT
AACAGCAATT
AACAGTGAAT
AACAGTAACT
AATAGCAACT
AACAGCAACT
ARCAGCAACT
AACAGCAACT
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TTGCCTGGAC
TTGCTTGGAC
TTGCTTGGAC
TTGCTTGGAC
TTGCTTGGAC
TTGCTTGGAC
TTGCTTGGAC
TTGCTTGGAC
TTGCTTGGAC
TTGCCTGGAC
TTGCCTGGRE
TTGCCTGGAC
TTGCCTGGAC
TTGCTTGGAC
TTGCTTGGAC
TTGCTTGGAC
TTGCCTGGAC
TTGCCTGGAC
TTGCCTGGAC
TTGCCTGGAC
TTGCCTGGAC
TTGCCTGGAC
TTGCCTGGAC

"TTGCCTGGAC™

ITGCCTGGAC
TTGCCTGGAC
TTGCCTGGAC
TTGCCTGGAC
TTGCTTGGAC
TTGCTTGGAC
TTGCTTGGAC
TTGCTTGGAC
TTGCCTGGAC
TTACCTGGAC
ACTCGTGGAC
TTCCTIGGAC
TTGCCTGGAC
TIGCGTGGAC
TTGCTTGGAC
TTGCCTGGAC

CGGGGCCACT
CGBTGCCACE
CGGTGCCACC
CGGTGECCACC
CGGTGCCACC
CGGBTGCCACC
CGGTGCCACC
CGGTGCCACC
CGGTGCCACT
CGBGGCCACT
CGGGGCCACT
CGGGGCCACT
CGGGGCCLCT
CGGTGCCACC
CGGETGCCACC
CGGTGCCACT
GGGAGCTGCC
GGGAGCTGCC
GGGAGCTGCC
GGGAGCTGCC
CGGTGCCACC
CGGTGCCACC
TGGTGCCACA
TGGTGCCACA
TGGTGCCACA
TGGTGCCACA
TGGTGCCACA
TGGTGCCACA
TGCAGCCACC
TGCAGCCACC
TGCAGCCACC
TGCAGCCACC
CGGGGCCACT
TGGTGCTTCA
TGGAGCTACCE
AGCGGCCAGE
TGCTGGGACC
GGGAGCTGCT
TGGTGCCACC
CGGTGCCACC

Fig. 1AAX

BAATACCATC
AAGTATCATC
AAGTATCATC
AAGTATCATC
RAGTATCATC
AAGTATCATC
AAGTATCATC
AAGTATCATC
AAGTATCATC
AAATACCATC
ARATACCATC
AAATACCATC
ABATACCATC
RAGTATCACC
ARAGTATCACC
ARGTATCACC
AAGTTTRAGC
AAGTTTAAGC
AAGTTTAAGC
AAGTTTAAGC
ARGTATCATC
AAGTATCATC
ARATACCATT
AAATACCATT
AAATACCATT
AAATACCATT
AAATACCATT
ARATACCATT
AAATATTACC
AAATATTACC
AAATATTACC
AAATATTACC
AARATACCATC
AARTATAACC
AAGTACCACC
AAATATCATC
AAATACCATC

ARATTCAAGC
ARATATCACC

AAGTATCATC
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TGAATGGTAG
TGAATGGCAG
TGARTGGCAG
TGAATGGCAG
TGAATGGCAG
TGAATGGCAG
TGAATGGCAG
TGAATGGCAG
TGAATGGCAG
TGAATGGTAG
TGAATGGTAG
TGAATGGTAG
TGAATGGTAG
TGAATGGCAG
TGAATGGCAG
TGAATGGCAG
TGARCGGCCG
TGAACGGCCG
TGAACGGCCG
TGAACGGCCG
TGAATGGCAG

TGAATGGCAG

TAARTGNAAG
TARATGGRAG
TARATGGAAG
TAARTGGAAG
TAAATGGAAG
TARRTGGARG
TGAATGGAAG
CGAATGGARG
TGAATGGARAG
TGAATGGAAG
TGAATGGTAG
TCAATGGGCG
TCAATGGCAG
TCAATGGCCG
TGALRTGGRAG

TGAACGGGAG:

TGAACGGCAG
TGAATGGCAG

3800
ARATTCATTA
AGACTCTCTG
AGACTCTCTG
AGACTCTCTG
AGACTCTCTG
AGACTCTCTG
AGACTCTCTG
AGACTCTCTG
AGACTCTCTG
ARATTCATTA
ABATTCATTA
AARTTCATTA
AAATTCATTA
AGACTCCCTG
AGACTCCCTG
AGACTCCCTG
AGACTCTCTA
AGACTCTCTA
AGACTCTCTA
AGACTCTCTA
AGACTCTCTG
AGACTCTCTG
ARATTCATTG
ARATTCATTG
AAATTCATTG
AAATTCATTG
AAATTCATTG
AAATTCATTG
AAATTCTCTG
AAATTCTCTG
AAATTCTCTG
AARATTCTCTG
AARTTCATTA
TGAATCCATC
AGACTCTCTG
CGACTCGCTG
ABATTCATTG
AGACTCGCTA
ABACTCGTTG
AGACTCTCTG
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3801
ACCAACCCGG

.GTAAATCCCG

GTAAATCCCG
GTARATCCCG
GTAAATCCCG
GTAARTCCCG
GTARATCCCG
GTARATCCCG
GTAAATCCCG
ACCAACCCGE
ACCAACCCGG
ACCAACCCGG
ACCAACCCGG
GTTAATCCCG
GTTAATCCCG
GTTAATCCCG
ATGAATCCGR
ATGAATCCGG
ATGAATCCGG
ATGAATCCGG
GTARATCCCG
GTARATCCCG
GTTAATCCCG
GTTAARTCCCG
GTTAATCCCG
GTTAATCCCG
GTTAATCCCG
GTTAATCCCG
GTCAATCCCG
GTCARTCCCG
GTCRATCCCG
GTCAATCCCG
ACCAACCCGG
ATCARCCCTG
GTGRATCC. .
GTGAATCCAG
GCTRATCCTG
ATGAATCCTG
GTTAATCCCG
GTAAATCCCG

GCGTAGCCAT
GTGTCGCTAT

GTGTCGCTAT.

GTGTCGCTAT
GTGTCGCTAT
GTGTCGCTAT
GTGTCGCTAT
GTGTCGCTAT
GTGTCGCTAT
GCGTAGCCAT
GCGTAGCCAT
GCGTAGCCAT
GCGTAGCCAT
GCGTTIGCCAT
GCGTTGCCAT
GCGTTGCCAT
GCGTGGCAAT
GCGTIGGCAAT
GCGTGGCRAT
GCGTGGCAAT
GTGTCGCTAT
GTGTCGCTAT

GTGTCGCCAT

GTGTCGCCAT
GTGTCGCCAT
GTGTCGCCAT
GTGTCGCCAT
GTGTCGCCAT
GGCCCCCAAT
GGCCCCCAAT
GGCCCCCAAT
GGCCCCCAGT
GCGTAGCCAT
GCACTGCTAT
GGCC....AT
GACCAGCTAT
GCATCGCTAT
GCGTGGCTAT
GCGTCGCCAT
GTGTCGCTAT

Fig. 1aay

GGCCACCAAC
GGCAACGCAC
GGCAACGCAC
GGCAACGCAC
GGCARCGCAC
GGCAACGCAC
GGCAACGCAC
GGCAACGCAC
GGCARCGCAC
GGCCACCAAC
GGCCACCRAC
GGCCACCRAC
GGCCACCAAC
GGCTACCCAC
GGCTACCCEC
GGCTACCCAC
GGCTTCCCAC
GGCTTCCCAC
GGCTTCCCAC
GGCTTCCCAC
GGCAACCCAC
GGCAACCCAC

GGCAACCCAC

GGCARCCCAC
GGCAACCCAC
GGCRACCCAC
GGCARCCCAC
GGCAACCCAC
GGCCAGTCAC
GGCCAGTCAC
GGCCAGTCAC
GGCCAGTCAC
GGCCACCAAC
GGCCTICACAC
GGCAAGCCAC
GGCCAGTCAC
GGCAACACAC
GGCATCGCAC
GGCAACTCAC
GGCARACCCAC
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ARGGACGACG
AAGGACGACG

BAGGACGACG

ARGGACGACG
ARGGGCGACG
ARGGGCGACG
ARGGACGACG
ARGGACGACG
ARGGACGACG
ARGGACGACG
ARGGACGACG
ARGGACGACG
ARGGACGACG
ARGGACGACG
ARGGACGACG
ARGGACGACG
ARGGATGACG
ARGGATGACG
ARGGATGACG
ARGGRTGACG
ARGGACGACG
ARGGACGACG
ARGGACGACG
ARGGACGACG
ARGGACGACG
ARGGACGACG
ARGGACGACG
ARGGACGACG
ARGGACGATG
AAGGACGATG
ARGGACGATG
ARGGACGATG
ARGGACGACG
ARRGACGACG
ARGGACGATG
ARGGACGATG
ARAGACGACG
ARRGACGACG
ARGGACGACG
ARGGACGACG

3850
AGGACCAGTT
AAGAGCGATT
AAGAGCGATT
AAGAGCGATT
AAGAGCGATT
AAGAGCGATT
ARGAGCGATT
AAGAGCGATT
AAGRGCGATT
AGGACCAGTT
AGGACCAGTT
AGGACCAGTT
AGGACCAGTT
AGGAGCGCTT
AGGAGCGCTT
AGGAGCGCTT
ACGACCGCTT
ACGACCGCTT
ACGACCGCTT
ACGACCGCTT
AAGAGCGATT

-AAGAGCGATT

AGGARCGCTT
AGGAACGCTT
AGGAACGCTT
AGGAACGCTT
AGGAACGCTT
AGGAACGCTT
AGGARBRAGTA
AGGAAAAGTA
AGGAARAGTA
AGGAARAGTA
AGGACCAGTT
AAGACAAGTT
AAGAARAGTT
AAGAAARATT
AGGAGCGTTT
AGGACCGCTT

AGGACCGCTT

AAGAGCGATT
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CTTTCCCATC
TTTTCCATCC
TITTCCATCC
TITTCCATCC
TTTTCCATCC
TTTTCCATCC
TTTTCCATCC
TTTTCCATCC
TTTTCCATCC
CTTTCCCATC
CTTTCCCATC
CTTTCCCATC
CTTTCCCATC
CTTCCCGICA
CITCCCGTCA
CTTCCCGICA
CTTCCCTTICG
CTTCCCTTICG
CTTCCCTITCG
CTTCCCTTICG
TTTTCCGTCC
TTTTCCGTCC

CTTCCCTTCG.

CTCCCCTTCG
CTTCCCTTCG
CTTCCCTTCG
CTTCCCTTCG
CTTCCCTTCG
TTTCCCCATG
TTTCCCCATG
TTTCCCCATG
TTTCCCCATG
CTTTCCCATC
CTTTCCCATG
TTTTCCTCAG
TTTCCCTATG
TTTTCCCAGT
CTTTCCATCA
TTTCCCATCC
TTTTCCGTCC

AACGGAGTGC
AGCGGAGTCT
AGCGGAGTCT
AGCGGAGTCT
AGCGGAGTCT
AGCGGAGTICT
AGCGGAGTCT
AGCGGAGTCT
AGCGGAGTCT
AACGGAGTGC
AACGGAGTGC
AACGGAGTGC
AACGGAGTGC
AGCGGAGTTC
AGCGGAGTTC
AGCGGAGTTC
AGCGGGGTICC
AGCGGGGTCC
AGCGGGGTCC
AGCGGGGTCC
AGCGGAGTCT
AGCGGAGTCT
AGCGGAGTTC

AGCGGAGTTC

AGCGGAGTTC
AGCGGAGTTC
AGCGGAGTTIC
AGCGGAGTTIC
CACGGARAATC
CACGGARATC
CACGGARAATC
CACGGAARTC
AACGGAGTGC
AGCGGTGTCA
AGCGGGGTTC
CACGGCAATC
ARCGGGATCC
AGTGGCGTTC
AGCGGAGTCC
AGCGGAGTCT

Fig. 1AAZ

TGGTTTTTCG
TGATGTTTGG
TGATGTITTGG
TGATGTTTGG
TGATGTTTGG
TGATGTTTGGE
TGATGTTTGG
TGATGTTTGG
TGATGTTTGG
TGGTTTTTGGE
TGETTTTTGG
TGGTTTTTGGE
TGETTTTTGG
TRATGTTTGGE
TRAATGTTTGG
TAATGTTTGG
TGATTTTTGG
TGATTTTTGGE
TGATTTTTGGE
TGATTTTTGG
TAATGTTTGG
TAATGTTTGG
TAATTTTTGG
TAATTTTTGGE
TAATTTTTGG
TAATTTTTGE
TARTTTTTGG
TAATTTTTGG
TCATCTTTGG
TCATCTTTGG
TCATCTTTGE
TCATCTTTGG
TGGTTTTTGE
TGATTTTTGG
TCATCTTTGG
TAATATTTGG
TGATTTTTGG
TCATATTTGG
TGATTTTTGG
TAATGTTTGG
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CGARACGGGGS
GABACAGGGA
GAAACAGGGA
GAAACAGGGA
GAAMCAGGGA
GABACAGGGA
GAAACAGGGA
GAARCAGGGA
GAAACAGGGA
CAARACGGGG
CARADMACGGGG
CARDAACGGGG
CARRACGGGG
CBAGCAGGGG
CAAGCAGGGG
CAAGCAGGGE
CAAGCAAGGA
CAAGCAAGGA
CAAGCAAGGA
CAAGCAAGGA
GAAACAGGGA

GAARCAGGGA

CAARACTGGA
CAAADACTGGA
CAARACTGGA
CARAACTGGA
CAAAACTGGA
CAABACTGGA
AARACAAGGC
AAARCAAGGC
ADMAACAAGGC
ARAACAAGGC
CARAACGGGG
AARAAGAGAGC
GAAGCRAGGC
CAAAGAAGGG
CAAACARARAAT
CARGCAAGGA
ARAADCTGGA
GAAACAGGGA

3900
GCTGCCAACA
GCTGGRAR. .
GCTGGRAA. .
GCTGGRAR. .
GCTGGARR. .
GCTGGARA. .
GCTGGAAR.
GCTGGAAA. .
GCTGGRARA. .
GCTGCCAACA
GCTGCCAACA
GCTGCCAACA
GCTGCCAACAR
GCTGGRAA. .
GCTGGARA. .
GCTGGRAA. .
GCCGGGAR. .
GCCGGGRA.
GCCGGGAR. .
GCCGGGAAR. .
GCTGGAAR. .
GCTGGAAR. .
GCAGCTAATA
GCAGCTAATA
GCAGCTAATA
GCAGCTAATA
GCAGCTARTA

GCAGCTAATA -

ACAGGRAC. .
ACAGGARAC. .
ACAGGRAC. .
ACAGGRAC. .
GCTGCCAACA
GCCGGAGC. .
TCAGAGAA. .
ACRACGGC. .
GCTGCCAG, .
GCCGGGAA. ,
GCAACTAACA
GCTGGAAA. .
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3901 4
DGACARCGCT
AGACARCG.
AGACAACG.
AGACAACG.
AGACAACG.
AGACAACG.
AGACAACG.
AGACARCG.
AGACAACG.
AGACRACGCT
AGACAACGCT
AGACARACGCT
AGACARACGCT
AGACAATG.
AGACAATG.
AGACAATG.
CGATGGAG.
CGATGGAG.
CGATGGAG.
CGATGGAG.
AGACAACG.
AGACBACG.
ABACTACATT
BAACTACATT
ABRACTACATT
ARACTACATT
DAAACTACATT
ARACTACATT
TACCBATG.T
TACCBATG.T
TACCRAATG.T
TACCAATG.T
AGACBACGCT
TTCAAACAH.
AACARATG.
BAGTAACG.
AGACAATG.
CGATGGAG.
ADACTACATT
AGACARACG.T

My aaadgg

e B B B B B B B B

2 00a0

GGAA. ... ..
GGACTATAGC
GGACTATAGC
GGACTATAGC
AGACTATAGC
GGACTATAGC
GGACTATAGC
GGACTATAGC
GGACTATAGC

GGACTACAGC
GGACTACAGC
GGACTACAGC
GGATTACAGC
GGATTACAGC
GGATTACAGC
GGATTACAGC
GGACTATAGC
GGACTATAGC
AGAR......

GGACATTGAA
GGACATTGAA
GGACATTGARA
GGACATTGAA

TGCATTGGAC
GAACATTGAA

AGAATTAGAT
GGATTACAGC

CGACTACAGC

GGACTATAGC

Fig. 1AAAA

AACGTGCTAA
AGCGTTATGC
AGCGITATGC
AGCGTTATGC
AGCGTTATGC
AGCGTTATGC
AGCGTTATGC
AGCGTTATGC
AGCGTTATGC
AACGTGCTRA
AACGTGCTAR
AACGTGCTAA
AACGTGCTAA
AGCGIGATGC
AGCGTGATGC
AGCGTGATGC
CAAGTGCTGA
CAAGTGCTGA
CARGTGCTIGA
CAAGTGCTGA
AGCGTTATGC
AGCGTTATGC

:AACGTGCTCAA

RACGTGCTCA
ARCGTGCTCA
ARCGTGCTCA
ARCGTGCTCA
AACGTGCTCA
TCAGTGCTTA
TCAGTGCTTA
TCAGTGCTTA
TCAGTGCTTA
ARCGTGCTAR
AATGTCATGA
AAGGTCATGA
ARTGTAATGA
GATGTCATGC
CAGGTGCTGA
AATGTGTTAR
AGCGTTATGC
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TGACCAGCGA

TAACCAGTGA
TAACCAGTGA
TAACCAGTGA
TAACCAGTGA
TAACCAGTGA
TARCCAGTGA
TAACCAGTGA
TAACCAGTGA
TGACCAGCGA
TGACCAGCGA
TGACCAGCGA
TGACCAGCGA
TCACCAGCGA
TCACCAGCGA
TCACCAGCGA
TTACAGATGA
TTACAGATGA
TTACAGATGA
TTACAGATGA
TAACCAGTGA
TAACCAGTGA
TGACARRTGA
TGACARATGA
TGACARATGA
TGACARRTGA
TGACAANTGA
TGACAARTGA
TTACAGACGA
TTACAGACGA
TTACAGACGA
TTACAGACGA
TGACCAGCGA
TTACARGACGA
TTACAGACGA
TTACGGATGA

TCACCAGCGA .

TTACAGATGA
TGACARATGA
TAACCAGTGA

3850
GGAGGAGATC

'GGAAGAAATC

GGAAGAAATC
GGAAGARATC
GGAAGARATC
GGAAGAAATC
GGARAGRARATC
GGAAGARATC
GGAAGARATC
GGAGGAGATC
GGAGGAGATC
GGAGGAGATC
GGAGGAGATC
AGAAGAAATT
AGARGARATT
AGAAGBAATT
GGAAGARATC
GGAAGARATC
GGAAGARAATC
GGAAGAAATC
GGRAGAARATT

 GGAAGARATT

AGAAGARATT
AGRAGARATT
AGARGRAATT
AGRAGARATT
AGRAGAAATT
AGAAGARATT
AGRAGAAATC
AGARGAAATC
AGAAGRAATC
AGAAGARAATC
GGAGGAGATC
AGAGGARATT
AGAGGARATC
AGAAGAGATT

GGAAGAALATC -

GGRAGAARTT
AGAAGAAATT
GGRAGRAATT
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3951

AARACCACCA
ARAACCACCR
ARAACCACCA
AAARCCACCA
AAAACCACCA
AARRACCACCA
AAARCCACCA
ARAACCACCA
ARARCCACCA
AARACCACCA
AARRCCACCA
AARACCACCA
AARACCACCA
AAAACTACTA
AAAACTACTA
ARAACTACTA
AAGGCTACCA
AAGGCTACCA
ARGGCTACCA
AAGGCTACCA
AAARCCACCA
ARAACCACCA
CGTCCTACCA
CGTCCTACCA
CGTCCTACCA
CGTCCTACCA
CGTCCTACCAR
CGTCCTACCA
AGAACAACTA
AGAACGACTA
AGAACAACTA
AGARCAACTA
ARABRCCACCA
ABAGCCACTA
GGAACAACCA
CGTACCACCA
ABRAACCACTA

‘ABAAGCCACCA

CGTCCTACTA
ARAACCACCA

ATCCCGETGEGEC
ACCCAGTGGC
ACCCAGTGGC
ACCCAGTGGC
ACCCAGTGGC
ACCCAGTGGC
ACCCAGTGGC
ACCCAGTGGC
ACCCAGTGGC
ATCCCGTGGC
ATCCCGTGGC
ATCCCGTGGC
ATCCCGTGGC
ACCCAGTGGC
ACCCAGTGGC
ACCCAGTGGC
ACCCCGTGGC
ACCCCGTGGC
ACCCCGTGGC
ACCCCGTGGC
ACCCAGTGGC
ACCCAGTGGC

ACCCGGTAGC

ACCCGGTAGC
ACCCGGTAGC
ACCCGGTAGC
ACCCGGTAGC
ACCCGGTAGC
ATCCIGTGGC
ATCCTGTGGC
ATCCTGTGGC
ATCCIGTIGGC
ATCCCGTGGC
ACCCTGTGGC
ATCCCGTGGC
ATCCTGTGGC
ACCCTGTGGC
ACCCTGTAGC
ATCCTGTAGC
ACCCAGTGGC

Fig. 1AAAB

TACAGAAGAR
CACAGRACAG
CACLGARCAG
CACAGRACAG
CACAGBACAG
CACAGAACAG
CACAGAACAG
CACAGAACAG
CACAGRACAG
TACAGAAGAR
TACAGAACAG
TACAGARGAA
TACAGRAGAA
TACAGAGCAG
TACAGAGCAG
TACAGAGCAG
CACAGRAGAA
CACAGAAGAA
CACAGAAGAA
CACAGAAGAR
CACGGARCAG
CACAGBACAG

TACCGAGGAAR-

TACCGAGGAA
TACCGAGGAR
TACCGAGGAA
TACCGAGGAR
TACCGAGGAA
TACAGARCARA
TACAGAACAA
TACAGAACAA
TACAGRACARA
TACAGAAGAA
CACCGARAGA
TACGGAGCAG
AACAGAGCAG
TACAGAGGAA
CACAGAGGRA
CACGGAAGAA
CACAGAARCAG
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TACGGTGTGG
TACGGCETGEE
TACGGCGTGG
TRCGGCRTGEG
TACGGCGTGG
TACGGCGTGG
TACGGCGTGG
TACGGCGETGG
TACGGCGTGG
TACGGTGTGG
TACGGTGTGG
TACGGTGTGGE
TACGGTGETGG
TATGGTGTGG
TATGGTGTGGE
TATGGTGTGG
TATGGAGCAG
TATGGAGCAG
TATGGAGCAG

TATGGAGCAG

TACGGCETGG
TACGGCGTGG
TACGGGATTG
TACGGGATTG
TACGGGATTG
TACGGGATTG
TACGGGATTG
TACGGGATTG
TACGGACAGG
TACGGACAGG
TACGGACAGG
TACGGACAGG
TACGGTGTGGE
TTTGGGACCG
TATGGTTCTG
TATGGAACTG
TACGGTATCG
TACGGAGCAG
TACGGGATAG
TACGGCGTGGE

4000
TCTCCRAGCAR
TGGCCGATAR
TGGCCGATAA
TGGCCGATAR
TGGCCGATAR
TGGCCGATARA
TGGCCGATAR

. TGGCCGATAA

TGGCCGATAA
TCTCCAGCAR
TCTCCAGCAA
TCTCCAGCAR
TCTCCAGCAR
TGGCAGACAA
TGGCAGACAR
TGGCAGACAR
TGGCCATCAA
TGGCCATCAR
TGGCCATCAA
TGGCCATCAR
TGGCCGATAR
TGGCCGATAA
TARGCAGCAR
TAAGCAGCAA
TAAGCAGCAR
TAAGCAGCAR
TAAGCAGCAR
TAARGCAGCAR
TTGCCACCAR
TTGCCACCAA
TTGCCACCAR
TTGCCACCAR
TCTCCAGCAR
TGGCAGTCAL
TATCTACCAA
TGGCARARTAA
TGGCAGATAA
TGGCCATCAA
TCAGCAGCAR
TGGCCGATAA
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4001

CCTGCRATCG
CCTGCAACAG
CCTGCARACAG
CCTGCAACAG
CCTGCAACAG
CCTGCAACAG
CCTGCAACAG
CCTGCAACAG
CCTGCAACAG
CCTGCAATCG
CCTGCAATCG
CCTGCAATCG
CCTGCAATCG
CCTGCAGCAG
CCTGCAGCAG
CCTGCAGCAG
CAACCAGGCC
CAACCAGGCC
CAACCAGGCC
CAACCAGGCC
CCTGCAACAG
CCTGCAACAG

CTTGCAGGCG

CTTGCAGGCG
CTTGCAGGCE
CTTGCAGGCE
CTTGCAGGCGE
CTTGCAGGCG
CCATCAGAGT
CCGTCAGAGT
CCATCAGAGT
CCATCAGAGT
CCTGCAATCG
TTTCCAGAGC
CCTCCAGAGR
CTTGCAGAGC
CTTGCAGCAG
CAACCAGGCC

CTTACARGCG,

CCTGCAACAG

TCTACGGCCG
CAARACGCCG
CAAAACGCCG
CAAAACGCCG
CAAAACGCCG
CAARACGCCG
CAABACGCCE
CAARACGCCG
CAABACGCCG
TCTACGGCCG
TCTACGGCCG
TCTACGGCLG
TCTACGGCCG
ACCAACGGAG
ACCAACGGAG
ACCAACGGAG
GCCAATACGC
GCCAATACGC
GCCAATACGC
GCCAATACGC
CABRAACGCCE
CARRACGCCG
GCTAGCACCG
GCTAGCACCG
GCTAGCACCG
GCTAGCACCG
GCTAGCACCG
GCTAGCACCG
CAGGACACCA
CAGAACACCA
CAGAACACCA
CAGAACACCA
TCTACGGCCG
AGCAGCACAG
GGCARACAGAC
TCARATACAG
CAAAACACGG
GCTAACACGC
GCTAATACTG
CABRRACGCCE

Fig. 1AAAC

GACCCCAGAC
CTCCTATTGT
CTCCTATTGT
CTCCTATTGT
CTCCTATTGT
CICCTATTGT
CTCCTATTGT
CTCCTATTGT
CTCCTATTGT
GACCCCAGAC
GACCCCAGAC
GACCCCAGAC
GACCCCAGAC
CTCCCATTGT
CTCCCATTGT
CTCCCATTGT
AGGCGCAGAC
AGGCGCAGAC
AGGCGCAGAC
AGGCGCAGAC
CTCCTATTGT

.CTCCTATTGT

CAGCCCAGAC
CAGCCCAGAC
CAGCCCAGAC
CAGCCCAGAC
CAGCCCAGAC
CAGCCCAGAC
CAGCTTCCTA
CAGCTTCCTA
CAGCTTCCTA
CAGCTTCCTA
GACCCCAGAC
ACCCTGCGAC
BAGCAGCTAC
CTCCCACGAC
CTCCTCARAT
AGGCGCARAC
CAGCCCAGAC
CTCCTATTGT
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ACAGACTGTC
AGGGGCCETC
AGGGGCCGTC
AGGGGCCGTC
AGGGGCCGTC
AGGGGCCGETC
AGGGGCCGETC
AGGGGCCGETC
AGGGGCCGTC
ACAGACTGTC
ACAGACTGTC
ACAGACTGTC
ACAGACTGTC
GGGARCTGTC
GGGRACTGTC
GGGAACTGTC
CGGACTCGTG
CGGACTCGTG
CGGACTCETG
CGGACTCGTG
AGGGGCCETC
AGGGGCCGTC
ACAAGTTGTT
ACAAGTTGTT
ACAAGTTGTT
ACAAGTTGTT
ACAAGTTGTT
ACARGTTGTT
TGGRAGTGETGC
TGGAAGTETG
TGGAAGTGTGE
TGGAAGTGTG
ACAGACTGTC
CGGAGATGTG
CGCAGATGTC
TGGAACTGTC
TGGAACTGTC
TGGACTTGTG
ACBAGTTGTC
AGGGGCCETC

4050
AACAGCCAGG
AACAGTCARG
AACAGTCAAG
AACAGTCAAG
AACAGTCAAG
AACAGTCAAG
AACAGTCAAG
AACAGTCAAG
AACAGTCARG
AACAGCCAGG
AACAGCCAGG
AACAGCCAGS
AACAGCCAGG
AACAGCCAGG
AACAGCCAGG
ABCAGCCAGG
CACAACCAGG
CACARCCAGG
CACARCCAGG
CACAACCAGG
ARCAGTCAAG
AACAGTCAAG
AACARCCAGG
AACRACCAGG
AACAACCAGG
AACAACCAGG
ARCRAACCAGG
ADCARCCAGG
GACAGCCAGG
GACAGCCAGG
GACAGCCAGG
GACAGCCAGG
AACAGCCAGG
CATGCTATGG
AACACACALG
AATCATCAGG

_AACAGCCAGG

CATAACCAGG
ARCAACCAGG
ARCRAGTCAAG
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4051

GGGCTCTGCC
GAGCCTITACC
GAGCCTTACC
GAGCCTTACC
GAGCCTTACC
GAGCCTTACC
GAGCCTTACC
GAGCCTTACC
GAGCCTTACC
GGGCTCTGCC
GGGCTCTGCC
GGGCTCTGCC
GGGCTCTGCC
GGGCCTTACC
GGGCCTIACC
GGGCCTTACC
GGGTGATTCC
GGGTGATTCC
GGGTGATTCC
GGGTGATTCC
GAGCCTTACC
GAGCCTTACC
GAGCCTTACC
GAGCCTTACC
GAGCCTTACC
GAGCCTTACC
GAGCCTTACC
GAGCCTTACC
GAATCTTACC
GAATCTTACC

GAATCTTACC

GAATCTTACC
GGGCTCTGCC
GAGCATTACC
GCGTTCTTCC
GGGCCTTACC
GGGCCTTACC
GAGTTATTCC -
GAGCCTTACC
GAGCCTTACC

CGGCATGGTC
TGGCATGGTC
TGGCATGGTC
TGGCATGGTC
TGGCATGGTC
TGGCATGGTC
TGGCATGGTC
TGGCATGGTC
TGGCATGGCC
CGGCATGGTC
CGGCATGGTC
CGGCATGGTC
CGGCATGGTC
TGGTATGGTC
TGGTATGGTC
TGGTATGGTC
CGGCATGGTG
CGGCATGGTG
CGGCATGGTG
CGGCATGGTG
TGGCATGGTC
TGGCATGGTC
TGGCATGGTC
TGGCATGGTC
TGGCATGGTC
TGGCATGGTC
TGGCATGGTC
TGGCATGGTC
TGGAATGGTG
TGGAATGGTG
TGGAATGGTG
TGGAATGGTG
CGGCATGGTC
TGGCATGGTG
AGGCATGGTC
TGGCATGGTG
CGGTATGGTC
TGGTATGGTC
TGGCATGGTC
TGGCATGGTC

Fig. 1AARAD

TGGCAGARCC
TGGCAGARACC
TGGCAGAACC
TGGCAGAACC
TGGCAGAACC
TGGCAGAACC
TGGCAGRACC
TGGCAGAACC
TGGCAGARCC
TGGCAGAACC
TGGCAGAACC
TGGCAGAACC
TGGCAGAACC
TGGCAARACC
TGGCAARACC
TGGCARARCC
TGGCAGAATA
TGGCAGAATA
TGGCAGAATA
TGGCAGAATA
TGGCAGAACC

TGGCAGAACC

TGGCAGRACC
TGGCAGAACC
TGGCAGRACC
TGGCAGAACC
TGGCAGAACC
TGGCAGRACC
TGGCAGGACC
TGGCAGGACC
TGGCAGGACC
TGGCAGGACC
TGGCAGRACC
TGGCARGATA
TGGCAGGACA
TGGCAAGATC
TGGCAGARCC
TGGCAGAACC
TGGCAGRACC
TGGCAGRRCC
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GGGACGTGTA
GGGACGTGTA

‘GGGACGTGTA

GGGACGTGTA
GGGACGTGTA
GGGACGTGETA
GGGACGTGETA
GGGACGTGTA
GGGACGTGTA
GGGACGTGTA
GGGACGTGTA
GGGACGTGTA
GGGACGTGTA
GGGACGTGTA
GGGACGTGTA
GGGACGTGTA
GAGACGTGTA
GAGACGTGTA
GAGACGTGTA
GAGACGTGTA
GGGACGTGTA
GGGACGTGTA
GGGACGTGTA
GGGACGTGTA
GGGACGTGTA
GGGACGTGTA
GGGACGTGTA
GGGACGTGTA
GCGATGTICTA
GCGATGTCTA
GCGATGTCTA
GCGATGTCTA
GGGACGTIGTA
GAGACGTGTA
GAGATGTGTA
GTGACGTGTA
GGGACGTGTA
GGGACGTGTA
GGGACGTGTA
GGGACGTGTA

4100
CCTGCAGGGT
CCTGCAGGGT
CCTGCAGGGT
CCTGCAGGGT
CCTGCAGGGT
CCTGCAGGGT
CCTGCAGGGT
CCTGCAGGGT
CCTGCAGGGT
CCTGCAGGGT
CCTGCAGGGT
CCTGCAGGGT
CCTGCAGGGT
CCTGCAGGGC
CCTGCAGGGC
CCTGCAGGGE
CCTGCAGGGT
CCTGCAGGGT
CCTGCAGGGT
CCTGCAGGGT
CCTGCAGGGT
CCTGCAGGGT
CCTGCAAGGT
CCTGCRAGGT
CCTGCAAGGT
CCTGCRAGGT
CCTGCRAGGT
CCTGCAAGGT
TCTTCAAGGT
TCTTCAAGGT
TCTTCAAGGT
TCTTCARGGT
CCTGCAGGET
CCTGCAGGGT
CCTTCRGGGEG
CCTTCAAGGA
CCTGCAGGGT
CCTGCAGGGC
CCTGCAGGGT
CCTGCAGGGET
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4101
CCC.ATCTGG
CCT.ATCIGG
CCT.ATCTGG
CCT.ATCTGG
CCT.ATCITGG
CCT.ATCTGG
CCT.ATCTGG
CCT . ATCTGG
CCT.ATCTGG
CCC.ATCTGG
CCC.ATCTGG
CCC.ATCTGG
CCC.ATCTGG
CCCLATCTGG
CCC.ATCTGG
CCC.ATCTGG
CCC.ATCTGG
CCC.ATCTGG
CCC.ATCTGG
CCC.ATCTGG
CCT.ATCTGG
CCT.ATCTGG
CCC.ATTTGG
cce.
ccC.
CccC.
cccC.

ATTTGG
ATTTGG
ATTTGG
CCC.ATTTGG
CCC.ATTTGG
CCC.ATTTGG
CCC.ATTTGG
CCC.ATTTGG
CCC.ATCTGG
CCC.ATTTGG
CCC.ATCTGG
CCT.ATCTGG
CCC.ATCTGG

CCCTATTTGG:

CCC.ATCTGG
CCT.ATCTGG

ATTTGG

Fig,

GCCARAATTC
GCCARGATTC
GCCAAGATTC
GCCAAGATTC
GCCAAGATTC
GCCAAGATTC
GCCAAGATTC
GCCAAGATTC
GCCARAGATTC
GCCARRATTC
GCCARAATTC
GCCRARAATTC
GCCARBATTC
GCCARAATTC
GCCARAATTC
GCCABAATTC
GCCBARATTC
GCCAARATTC
GCCADARATTC
GCCAARATTC
GCCAAGATTC
GCCAAGATTC
GCCARGATTC
GCCAAGATTC
GCCAAGATTC
GCCAAGATTC
GCCAAGATTC
GCCAAGATTC
GCCAARACTC
GCCAAAACTC
GCCAAAACTC
GCCAABRACTC
GCCAAAATTC
GCCARAATTC
GCAAAGATTC
GCAARGATTC
GCCAAGATTC
GCTARAATAC
GCCAAGATTC
GCCAAGATTC

1ARAR

CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGR
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACAGA
CACACACGGA
CTCACACGGA
CTCACACGGA
CTCACACAGA
CTCACACGGA
CTCACACGGA
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CGGCAACTTT
CGGCAACTTT
CGGCAACTTT
CGGCAACTTT
CGGCAACTTT
CGGCAACTTT
CGGCAACTTT
CGGCAACTTT
CGGCAACTTT
CGGCAACTTT
CGGCAACTTT
CGGCAACTTT
CGGCARCTTT
CGGCRACTTT
CGGCAACTTT
CGGCAACTTT
CGGCAACTTT
CGGCAACTTT
CGGCRACTTT
CGGCAACTTT
CGGARACTTT
CGGARACTTT
CGGCAACTTT
CGGCAACTTT
CGGCAACTTT
CGGCAACTTT
CGGCAACTTT
CGGCAACTTT
CGGACACTTT
CGGACACTTT
CGGACACTTT
CGGACACTTT
CGGCAACTTT
TGGACACTTT
CGGACATTTT
TGGACACTTT
CGGCAACTTC
TGGCAACTTT
TGGCAACTTT
CGGARACTTT

4150
CACCCGTCTC
CATCCTTCGC

CATCCTTCGC

CATCCTTCGC
CATCCTTCGC
CATCCTTCGC
CATCCTTCGC
CATCCTTCGC
CATCCTTCGC
CACCCGTCTC
CACCCGTCTC
CACCCGTCTIC
CACCCGTCTC
CATCCTTCGC
CATCCTTCGC
CATCCTTCGC
CACCCGTCTC
CACCCGTCTC
CACCCGTCTC
CACCCGTCTC
CATCCCTCGC
CATCCCTCGC
CACCCGTCTC
CACCCGTCTC
CACCCGRTCTC
CACCCGTCTC
CACCCGTCTC
CACCCGTCTC
CATCCTTCTC
CATCCTTCTC
CATCCTTCTC
CATCCTTCTC
CACCCGTCTC
CACCCGTCTC
CACCCCTCTIC
CATCCTTCTC
CACCCGTCTC
CACCCGTICTC
CACCCGTCTE
CATCCCTCGC
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4151

CCCTGATGGG
CGCTGATGGE
CGCTGATGGE
CGCTGATGGE
CGCTGATGGG
CGCTGATGGE
CGCTGATGGG
CGCTGATGGG
CGCTGATGGG
CCCTGATGGG
CCCTGATGGE
CCCTGATGGGE
CCCTGATGGR
CGCTGATGGG
CGCTGATGGG
CGCTGATGGG
CCCTGATGGG
CCCTGATGGG
CCCTGATGGE
CCCTGATGEG
CGCTGATGGG
CGCTGATGGEG
CTCTAATGGG
CTCTAATGGG
CTCTAATGGG
CTCTAATGGG
CTCTAATGGG
CTCTAATGGG
CGCTCATGGG
CGCTCATGGG
CGCTCATGEGE
CGCTCATGGG
CCCTGATGGS
CTCTTATGGG
CCCTCATGGG
CTCTGATGGE
CGCTGATGGG
CICTGATGGG

' CTTTGATGGG

CGCTGAIGGG

CGGATTTGGA
AGGCTTTGGA
AGGCTTTGGA
AGGCTTTGGA
AGGCTTTGGA
AGGCTTTGGA
AGGCTTTGGA
AGGCTTTGGA
AGGCTTTGGA
CGGATTTGGA
CGGATTTGGA
CGGATTTGGA
CGGATTTGGA
AGGCTTTGGA
AGGCTTTIGGA
AGGCTTTGGA
CGGCTITTGGA
CGGCTTTGGA
CGGCTTTGGA
CGGCTTTGGA
AGGCTTTGGA
AGGCTTTGGA

TGGCTTTGGA -

TGGCTTTGGA
TGGCTTTGGA
TGGCTTTGGA
TGGCTTTGGA
TGGCTTTGGA
AGGCTTTGGR
AGGCTTTGGA
AGGCTTTGGA
AGGCTTTGGA
CGGATTTGGA
CGGCTTTGGA
TGGATTCGGA
AGGCTTTGGA
CGGCTTTGGE
TGGATTTGGA
CGGCTTTGGA
AGGCTTTGGA

Fig. 1ARAF

CTCABACACC
CTGARACACC
CTGAARCACC
CTGABACACC
CTGAARACACC
CTGAAACACC
CTGAAACACC
CTGRRACACC
CTGAAACACC
CTCARAACACC
CTCARACACC
CTCAAACACC
CTCRAACACC
CTGRAACACC
CTGRAACACC
CTGAAACACC
CTGAAGCACC
CTGAAGCACC
CTGAAGCACC
CTGAAGCACC
CTGAAACACC
CTGAAACACC
CTGRAACACC
CTGAAACACC
CTGAAACACC
CTGAAACACC
CTGARACACC
CTGAAACACC
CTGARACACC
CTGRAACACC
CTGRAACACC
CTGAAACACC
CTCAAACACC
CTCAAGAACC
CTTAARCACC
CTGAARCATC
CTGAARCATC
CTGARAACACC

-CTTARACATC

CTGARACACC
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CGCCTCCTCA
CGCOTCCTCA
CGCCTCCTCA
CGCCTCCTCA
CGCCTCeTrea
CGCCTCCTCA
CGCCTCCTCA
CGCCTCCTCA
CGCCTCCTCA
cGCereerea
cGeceTecTea
CGCCTCCTCA
CGCCTCCTCA
CGCCTCCTCA
CGCCTCCTCA
CGCCTCCTCA
CGCCTCCTCA
CGCCTCCTCA
CGCCTCCTCA
CGCCTCCTCA
CGCCTCCTCA
CGCCTCCTCA
CGCCTCCCCa
cGeereccea
CGCCTCCCCA
CGCCcTCCeca
CGCCTCCCCA
CGCCTCCCeha
CTCCTCCCCa
CTCCTCCCCA
CTCCTCCCCA
cTceTeceea
CGCCTCCTICA
CGCCTecTCA
CTCCTCCACA
CGCCTCCTCA
CTCCGCCTCA
CACCTCCACA
CGCCTCCTCA
CGCCTCCTCA

4200
AATTCTCATC.
GATCCTGATT
GATCCTGATT
GATCCTGATT
GATCCTGATT
GATCCTGATT
GATCCTGATT
GATCCTGATT
GATCCTGATT
BATTCTCATC
AATTCTCATC
ARTTCTCATC
ARTTCTCATC
GATCCTGGTG
GATCCTGGTG
GATCCTGGTG
ABRTTCTCATC
ARTTCTCATC
AATTCTCATC
ARTTCTCATC
GATCCTGATT
GATCCTGATT
GATCCTGATC
GATCCTGATC
GATCCTGATC
GATCCTGATC
GATCCTGATC
GATCCTGATC
GATCCTGATC
GATCCTGATC
GATCCTGATC
GATCCTGATC
AATTCTCATC
GATCCTCATC
GATTCTCATC
ARTCATGATC
GATCCTGATC

GATTCTAATT

GATCCTGATC
GATCCTGATT
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4201

ABARRCACCC
ARGAATACAC
AAGAATACAC
BAGAATACAC
ARGAATACAC
AAGAATACAC
AAGAATACAC
ARGAATACAC
ARGARTACAC
ARARACACCC
AARAACACCC
ARAAACACCC
ARARACACCC
AAARACACTC
AAARBCACTC
AARARCACTC
AAGAACACAC
ARGAACACAC
AAGARCACAC
AAGAACACAC
AAGAATACAC
ARGAATACAC
AARAACACAC
AAAAACACGC
AAAAACACAC
ARAAACACAC
ARRRACACAC
ABRAAACACAC
ARAARCACAC
ARAARCACAC
ARAARCACAC
ARARACACAC
A Bl
ABRAAACACGC
ARGARCACCC
ARARATACTC
ARGAACACGC
ARARATACAC
BAGARCACTC
AAGAATACAC

CGGTACCTGC
CTGTTCCCGE
CTGTTCCCGC
CTGTTCCCGC
CTGTTCCCGC
CTGTTCCCGC
CTGTTCCCGC
CTGTTCCCGC
CTGTTCCCGC
CGGTACCTGC
CGGTACCTGC
CGGTACCTGC
CGGTACCTGC
CTGTITCCTGC
CTGTTCCTGC
CTGTTCCTGC
CGGTTCCAGC
CGGTTCCAGC
CGGETTCCAGC
CGGTTCCAGC
CTGTTCCCGC
CTGTTCCCGC
CGGTACCTGC
CGGTACCTGC
CGETACCTGC
CGGTACCTGC
CGGTACCTGC
CGGTACCTGC
CTGTGCCAGC
CTGTGCCAGE
CTGTGCCAGC
CTGTGCCAGC
CTGTTCCTGC
CGGTACCTGC
CGGTACCGGC
CTGTACCTGC
CAGTGCCGGC
CCETTCCCEL
CTGTTCCCGE

Fig. 1AAAG

TAATCCTCCA
GGATCCTCCA
GGATCCTCCA
GGATCCTCCA
GGATCCTCCA
GGRTCCTCCA
GGATCCTCCA
GGATCCTCCA
GGATCCTCCA
TAATCCTCCA
TAATCCTCCA
TAATCCTCCA
TAATCCTCCA
GGATCCTCCG
GGATCCTCCG
GGATCCTCCG
GGACCCGCCG
GGACCCGCCG
GGACCCGCCG
GGACCCGCCE
GGATCCTCCA
GGATCCTCCA
TAATCCTCCA
TAATCCTCCA
TAATCCTCCA
TAATCCTCCA
TAATCCTCCA
TAATCCTCCA
GAATCCCGCG
GAATCCCGCG
GAATCCCGCG
GAATCCCGCG
GAATCCTCCG
GAATCCTTCG
AAATCCTCCG
GGATCCTCCG
AGATCCTCCT
TAATCCTCCG
GGATCCTCCA
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GAGGTGTTTA
ACTACCTTCA
ACTACCTTCA
ACTACCITCA
ACTACCTTCA
ACTACCTTCA
ACTACCTTCA
ACTACCTTICA
ACTACCTICA
GAGGTGTTTA
GAGGTGTTTA
GAGGTGTTTA
GAGGTGTTTA
ACCACCTTCA
ACCACCTTCA
ACCACCTTICA
CTTACCTTCA
CTTACCTTCA
CTTACCTTCA
CTTACCTTCA
ACTACCTTCA
ACTACCTTCA

-GAAGTGTTTA

GAAGTGTITA
GAAGTGTTTA
GAAGTGTTTA
GAAGTGTTTA
GRAAGTGTTTA
ACCACTTTCA
ACCACTTICA
ACCACTTTCA
ACCACTTTCA
GCGGAGTTTT
ACCACCTICA
ACGACTTICA
ACCACCTTICA
CTTACCTTCA
GAGGTGTTTA
ACTACCTTICA

4250
CTCCTGCCAA
GTCAAGCCAA
GTCAAGCCAA
GTCRAGCCAA
GTCAAGCCAR
GTCAAGCCAA
GTCAAGCCARA
GTCAAGCCARA
GTCAAGCCAR
CTCCTGCCRA
CTCCTGCCAR
CTCCTGCCAR
CTCCTGCCAA
GCCRGGCCAR
GCCAGGCCAA
GCCAGGCCAA
ACCAGGCCAA
ACCAGGCCAA
ACCAGGCCAA
ACCAGGCCAA
GTCAAGCTAA
GTCAAGCTAA
CTCCTGCCAA
CTCCTGCCAA
CTCCTGCCAA
CTCCTGCCAR
CTCCTGCCAA
CTCCTGCCAR
CTCCTGGRAA
CTCCTGGAAA
CTCCTGGAAR
CTCCTGGAAA
CAGCTACARA
GTGCGGCARA
GCCCGGCCAA
ACCAGTCARA

ATCARGCCRA -

CTCCTGCCAA
GTCAAGCTAR
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4251

GTTTGCCTCA
GCTGGCGTCG
GCTGGCGTCG
GCTGGCGTCG
GCTGGCGTCG
GCTGGCGTCG
GCTGGCGTCG
GCCGGCGTCE
GCTGGCGTCG
GTTTGCCTCA
GTTTGCCTCA
GTTTGCCTCA
GTTTGCCTCA
GCTGGCTTCT
GCTGGCTTICT
GCTGGCTTCT
GCTGRACTCT
GCTGAACTCT
GCTGAACTCT
GCTGAACTCT
GCTGGCGTCG
GCTGGCGTCG
GTTTGCTTCC
GTTTGCTTCC
GTTTGCTTCC
GTTTGCTTCC
GCTTGCTTCC
GATTGCTTCC
GTTTGCTTCG
GTTTGCTTCG
GTTTGCTTCG
GTTTGCTTCG
GTTTGCTTCA
GTTTGCTTCC
GTTTGCTTCA
GCTGAACTCT
GCTGAACTCT
GTTTGCTTCG
GCTGGCGTCG

TTTATCACGC

TTCATCACGC

TTCATCACGC
TTCATCACGC
TTCATCACGC
TTCATCACGC
TTCATCACGC
TTCATCACGC
TTCATCACGC
TTTATCACGC
TTTATCACGC
TTTATCACGC
TTTATCACGC
TTTATCACGC
TTTATCACGC
TTTATCACGC
TTCATCACGC
TTCATCACGC
TTCATCACGC
TTCATCACGC
TTCATCACGC
TTCATCACGC
TTCATCACGC
TTCATCACGC
TTCATCACGC
TTCATCACGC
TTCATCACGC
TTCATCACGC
TTCATTACCC
TTCATTACCC
TTCATTACCC
TTCATTACCC
TTCATCACCC
TTCATCACAC
TTTATCACTC
TTCATCACGC
TTCATCACGC
TTCATCACAC
TTCATCACGC

Fig. 1AAAH

AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
LGTACRGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACRGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTATTCCLC
AGTATTCCAC
AGTATTCCAC
AGTATTCCAC
AATACTCCAC
AGTACTCCAC
AGTACTCCAC
AATACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
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CGGCCA.
CGGACA.
CGGACH.
CGGACA,
CGGACR.
CGGACH.
CGGACA,
CGGACA.
CGGACA.
CGGCCA.
CGGCCA.
CGGCCA.
CGGCCA.
CGGACA.
CGGACA.
CGGACH,
CGGACA.
CGGACA.
CGGACH.,
CGGACA.,
CGGACA.
CGGACA.
CGGGCA.
CGGGCA.
CGGGCa,
CGGGCA,
CGGGCA,
CGGGCA.
CGGACA.,
CGGACA,
CGGACA.,
CGGACA.
AGGACA.AGT
GGGACACGGT
TGGACA.GGT
CGGACA.GGT
GGGACA.AGT
CGGACA.AGT
CGGACA.GGT

4300
CAGCGTGGAG .
CAGCGTGGAA
CAGCGTGGAA
CAGCGTGGAA
CAGCGTGGAR
CAGCGTGGAA
CAGCGTGGAA
CAGCGTGGARA
CAGCGTGGRA
CAGCGTGGAG
CAGCGTGGAG
CAGCGTGGAG
CAGCGTGGAG
CAGCGTGGAR
CAGCGTGGAA
CAGCGTGGAL
CAGCGTGGRA
CAGCGTGGAR
CAGCGTGGRA
CAGCGTGGAA
CAGCGTGGAA
CAGCGTGGRA -
CAGCGTTGAG
CAGCGTTGAG
CAGCGTTGAG
CAGCGTTGAG
CAGCGTTGAG
CAGCGTTGAG
CAGCGTGGAR
CAGCGTGGAR
CAGCGTGGAR
CAGCGTGGAA
GAGTGTGGAR
CAGCGTGGAG
CAGCGTGGAA
CAGCGTGGAA
CAGCGTGGAA
CAGCGTGGAA
CAGCGTGGAA
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4301
ATCGAGTGGG
ATTGAATGGG

ATTGAATGGG

ATTGAATGGG
ATTGAATGGG
ATTGAATGGG
ATTGAATGGG
ATTGAATGGG
ATTGAATGGG
ATCGAGTGGG
ATCGAGTGGG
ATCGAGTGGG
ATCGAGTGGG
ATCGAATGGG
ATCGARATGGG
ATCGAATGGG
ATCGAGTGGG
ATCGAGTGGG
ATCGAGTGGG
ATCGAGTGGG
ATTGAATGGG
ATTGAATGGG
ATCGAGTGGG
ATCGAGTGGG
ATCGAATGGG
ATCGAATGGG
ATCGAGTGGG
ATCGAGTGGG
ATAGAGTGGG
ATAGAGTGGG
ATAGAGTGGG
ATAGAGTGGG
ATTGAATGGG
ATCGAGTGGG
ATTGAGTGGG
ATTGAATGGG

- ATCGAGTGGG

ATCGAGTGGG
ATTGAATGGG

BAACTGCAGAA
AGCTGCAGAA

AGCTGCAGAA

AGCTGCAGAR
AGCTGCAGAA
AGCTGCAGAA
AGCTGCAGAA
AGCTGCAGARA
AGCTGCAGARA
AACTGCAGARL
AACTGCAGAR
ARCTGCAGAR
AACTGCAGAA
AGCTGCAGAA
AGCTGCAGARA
AGCTGCAGAR
AGCTGCAGRA
AGCTGCAGAR
AGCTGCAGAA
AGCTGCAGARA
AGCTGCAGAA
AGCTGCAGAA
AGCTGCAGAA
AGCTGCAGARA
AGCTGCAGAA
AGCTGCAGAA
AGCTGCRGARL
AGCTGCAGAA
AGCTGCAGARA
AGCTGCAGAA
AGCTGCAGAA
AGCTGCAGAA
AGCTGCAGAA
AGCTGCAGARA
AGCTACAGAA
AGCTGCAGARA
AGCTGCAGAA
AGCTGCAGAA
AGCTGCAGARA

Fig. 1ARAT

AGAARACAGC
AGAGRACAGC
AGAGAACAGC
AGAGAACAGC
AGAGAACAGC
AGAGRACAGC
AGAGAACAGC
AGAGARACAGC
AGAGAACAGC
AGAARACRGC
AGAAAACAGC
AGAGRACAGC
AGAARACAGC
AGRABRACAGC
AGARRACAGC
AGARARCAGC
AGRAARCAGC
AGAARACAGC
AGBARACAGC
AGAARRCAGC
AGAAAACAGC
AGAAAACAGC
AGAGAACAGC
AGAGARACAGC
AGAGAACAGC
AGAGAACAGC
AGAGRACAGC
AGAGAACAGC
AGAAAACAGC
AGAAARCAGC
AGAARMACAGC
AGAARACAGC
AGARRACAGC
GGAAAACAGC
AGAARACAGC
GGAAAACAGC
AGARAACAGC
GGAARACAGC
AGARAACAGC

87/105

AARCGCTGGA
AAGCGCTGGA
AAGCGCTGGA
AAGCGCTGGA
AAGCGCTGGA
AAGCGCTGGA
AAGCGCTGGA
ARGCGCTGGA
AAGCGCTGGA
AAACGCTGGA
ARACGCTGGA
ARACGCTGGA
AARCGCTGGA
ARGCGCTGGA
AAGCGCTGGA
RAAGCGCTGGA
ARACGCTGGA
ARACGCTGGA
ARACGCTGGA
AAACGCTGGA
AAACGCTGGA
AARCGCTGGA
AAGCGCTGGA
AAGCGCTGGA
AAGCGCTGGA
AAGCGCTGGA
AAGCGCTGGA
AAGCGCTGGA
AARCGCTGGA
ARACGCTGGA
ARACGCTGGA
AAACGCTGGA
AAGCGCTGGA
ARACGCTGGA
ARACGTTGGA
AAGCGCTGGA
AAGCGCTGGA
AAGCGCTGGA
AARCGCTGGA

4350

ATCCAGAGAT

ACCCAGRGAT
ACCCAGAGAT
ACCCRGAGAT
ACCCAGAGAT
ACCCAGAGAT
ACCCAGAGAT
ACCCAGAGAT
ACCCAGAGAT
ATCCAGAGAT
ATCCAGAGAT
ATCCAGRGAT
ATCCAGAGAT
ACCCAGAGAT
ACCCAGAGAT
ACCCAGAGAT
ATCCAGAGAT
ATCCAGAGAT
ATCCAGAGAT
ATCCAGAGAT
ACCCAGRGAT
ACCCAGAGAT
ACCCAGAGAT
ACCCAGAGAT
ACCCAGAGAT
ACCCAGAGAT
ACCCAGAGAT
ACCCAGAGAT
ACCCAGRAAT
ACCCGGRART
ACCCAGRAAT
ACCCAGRAAT
ATCCCGRAGT
ATCCCGAAAT
ATCCAGAGAT
ACCCCGAGAT
ATCCAGAGAT
ACCCGGAGAT

ACCCAGAGAT



42 2
428

42 15.

42" 5b
42_1b
42_13
42 3a
42 4
42_5a
42_10
42_3b
42 11
42_6b
43 1
43_5
43_12
43_20
43 21
43_23
43_25
44 1
44_5

223_10
223_2

223 4
223 5
223 6
22377
A3 4
23S
a3 7
A3 3
42 12
ARV
ARV2
ARV3
ARVE
ARVY
RAV7
44 2

4351

TCAGTACACC
TCAGTATACT
TCAGTATACT
TCAGTATACT
TCAGTATACT
TCAGTATACT
TCAGTATACT
TCAGTATACT
TCAGTATACT
TCAGTACACC
TCAGTACACC
TCAGTACACC
TCAGTACACC
TCAGTATACT
TCAGTATACT
TCAGTATACT
TCAATACACT
TCAATACACT
TCAATACACT
TCAATACACT
TCAATACACT
TCAATACACT
TCAGTACACC

‘TCAGTACACC

TCAGTACACC
TCAGTACACC
TCAGTACACC
TCAGTACACC
TCAGTACACC
TCAGTACACC
TCAGTACACC
TCAGTACACC
.. .GTATACT
GCAGTACACA
TCAGTACACT
TCAGTACACT
CCAGTACACC

- CCAGTATACT
"TCAGTACACC

TCAATACACT

TCARATTATG
TCCAACTACT
TCCAACTACT
TCCAACTACT
TCCAACTACT
TCCAACTACT
TCCAACTACT
TCCAACTACT
TCCAACTACT
TCAAATTATG
TCAARATTATG
TCARATTATG
TCAARTTATG
TCCAACTACT
TCCAACTACT
TCCARCTACT
TCCAACTACT
TCCAACTACT
TCCAACTACT
TCCAACTACT
TCCAACTACT
TCCAACTACT
TCCAACTTTIG
TCCAACTTTG
TCCAACTTTG
TCCAACTTTG
TCCARCTTTG
TCCAACTTIG
TCCAACTACA
TCCAACTACA
TCCAACTACA
TCCAACTACA
TCCARCTACT
TCCAATTATG
TCCAACTACA
TCCAACTACA
TCCAACTACT
TCAAACTACT
TCCRAACTTTIG
TCCAACTACT

Fig. 1AAAT

CCAAGTCTAA
ACARATCTAC
ACARBATCTAC
ACARATCTAC
ACAARTCTAC
ACARATCTAC
ACAAATCTAC
ACARRTCTAC
ACABATCTAC
CCAAGTCTAA
CCAAGTCTARA
CCAAGTCTAR
CCAAGTCTAA
ACABATCTAC
ACARRTCTAC
ACABRATCTAC
ACAAATCTAC
ACAAATCTAC
ACAAATCTAC
ACABATCTAC
ACAAATCTAC
ACARATCTAC
ACAAACAGAC
ACAAACAGAC
ACAAACAGAC
ACAAACAGAC
ACAARCAGAC
ACARACAGAC
ACAAGTCGGT
ACBAGTCGGT
ACAAGTCGGT
ACAAGTCGGT
ACAAATCTAC
CAARATCTGC
ACAAGTCTGT
ACAAGTCTGT
ACAARTCTAC
ACAAATCTAC
ARAAGCAGAC
ACRAATCTAC
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TGGA.

TART.
AART.
ARAT.
AART.
ARAT.
AAAT,
ARAT
ARAT
AAAT

GTGGA
GTGGA
GTGGA
GTGGA.
GTGGAR
GTGGA
.GTGGA
.GTGGA
.GTGGA
TAAT .GTGGA
TAAT .GTGGA
TAAT.GTGGA
TAAT .GTGGA
BAAT ,GTGGA
EDAT.GTGGA
AART .GTGGA
AADAT .GTGGA
BAAT .GTGGA
ADAT.,GTGGA
AAAT .GTGGA
AAAT .GTGGA
AAAT . GTGGA
GTGGA
GTGGA
GTGGA
GTGGA
GTGGA
TGGA.GTGGA
GAAT.GTGGA
GAAT.GTGGA
GAAT.GTGGA
GRAAT.GTGGA
ARAT.GTGGA
CAAC.GTTGA
TAATCGTGGA
TAAT . GTGGA
AAGT.GTGGA
ARAT,GTGGA
TGGT.GTGGA
ARAT.GTGGA

TGGA.
TGGA.
TGGA,
TGGA.

4400
ATTTGCTGTC
CTTTGCTGTC
CTTTGCTGTC
CTTTGCTGTC
CTTTGCTGTC
CTTTGCTGTC:
CTTTGCTGTC
CTTTGCTGTC
CTTTGCTGTC
ATTTGCTGTC
ATTTGCTGTC
ATTTGCTGTC
ATTTGCTGTC
CTTTGCTGTC
CTTTGCTGTC
CTTTGCTGTC
CTTTGCTGTC
CTTTGCTGTC
CTTTGCTGTC
CTTTGCTGTC
CTTCGCTGTT
CTTTGCTGTT
CTTTGCTGTT
CTTTGCTGTT
CTTTGCTGTT
CTTTGCTGTT
CTTTGCTGTT
CTTTGCTGTT
GTTTACCGTG
GTTTACCGTG
GTTTACCGTG
GTTTACCGTG
CTTTGCTGTC
TTTTACTGTG
CTT.ACCGTG
CTTTACTGTA
CTTTGCTGTT
CTTTGCTGTC
CTTTGCCETT
CTTTGCTGTT



42 2
42_8
42 .15
42 5b
42 1b
42 13
42 3a
42 4
42 5a
4210
42 3b
42 11
42 6b
43 1
43 5
43 12
43 20
43 21
43 23
43 25
44 1
44 5
223 10
223 2
223 4
223 5
223 6
223 7
A3 4
A3 5
A3 7
A3 3
42 12
AAV1
ARV?2
RAV3
BAVS
‘BAVY
AAV7
44 2

4401

AACAACGAAG
AATACTGAGG
AATACTGAGG
AATACTGAGG
AATACTGAGG
AATACTGAGG
BATACTGAGG
BATACTGAGG
AATACTGAGG
AACRACGALRG
BACAACGARG
ARCARCGRAG
BACAACGARG
BATACTGAGG
BATACCGAGG
BATACTGAGG
BAACACGGAAG
BACACGGARG
BACACGGARLG
BACACGGAGG
AACACAGATG
AACACAGATG
GACAGCCAGG
GACAGCCAGG
GACAGCCAGG
GACAGCCAGG
GACAGCCAGG
GACAGCCAGG
GACGCABACG
GACGCAAACG
GACGCAAACG
GACGCAAACG
AATACTGAGG
GACAACAATG
GATACTAATG
GACACTAATG
AATACAGAAG

AATACCGAAG.

GACAGCCAGG
ARCACAGATG

GGGTITATAC
GTACTTATTC

.GTACTTATTC

GTACTTATTC
GTACTTATTC
GTACTTATTC
GTACTTATTC
GTACTTATTC
GTACTTATTC
GGGTTTATAC
GGGTTTATAC
GGGTTTATAC
GGGTTTATAC
GTACTTATTC
GTACTTATTC
GTACTTATTC
GAGTTTATAG
GAGTTTATAG
GAGTTTATAG
GGGTTTATAG
GCACTTATTC
GCACTTATTC
GTGTTTACTC
GTGTTTACTC
GTGTTTACTC
GTGTTTACTC
GTGTTTACTC
GTGTTTACTC
GTGTTTATTC
GTGTTTATTC
GTGTTTATTC
GIGTTTATTC
GTACTTATTC
GACTTTATAC
GCGTGTATTC
GTGTTTATAG

GCGTGTACTC

GTGTTTACTC
GTGTTTACTC
GCACTTATTC

Fig. 1AAAK

TGAGCCTCGC
AGAGCCTCGC
AGAGCCTCGC
AGAGCCTCGC
AGAGCCTCGC
AGAGCCTCGC
AGAGCCTCGC
AGAGCCTCGC
AGAGCCTCGC
TGAGCCTCGC
TGAGCCTCGC
TGAGCCTCGC
TGAGCCTCGC
AGAGCCTCGC
AGAGCCTCGC
AGAGCCTCGC
CGAGCCTCGC
CGAGCCTCGC
CGAGCCTCGC
CGAGCCTCGC
TGAGCCTCGC
TGAGCCTCGC
TGAGCCT., .

TGAGCCT. ..
TGAGCCT. .

TGAGCCT. ..
TGAGCCT. ..
TGAGCCT. ..
TGAACCCCGC
TGAACCCCGC
TGAACCCCGC
TGARCCCCGC
AGAGCCTCGC
TGAGCCTCGC
AGAGCCTCGC
TGAACCTCGC
TGAACCCCGC
"TGAGCCTCGC
TGAGCCTCGC
TGAGCCTCGC

89/105

CCCATTGGCA
CCCATTGGCA
CCCATTGGCA
CCCATIGGCA
CCCATTGGCA
CCCATTGGCA
CCCATTGGCA
CCCATTGGCA
CCCATTGGCA
CCCATIGGCA
CCCATTGGCA
CCCATTIGGCA
CCCATTGGCA
CCCATIGGCA
CCCATTGGCA
CCCATTGGCA
cccarTeGea
CCCATTIGGCA
CCCATTGGCA
CCCATTGGCA
CCCATTGGCA
CCCATTIGGCA

eeeeeeeeee
----------
..........
----------
..........

..........

CCTATTGGCA
CCTATTGGCA
CCTATTGGCA
CCTATTIGGCA
CCCATTGGCA
CCCATTGGCA
CCCATTGGCA
CCTATTGGAA
CCCATTIGGCA

CCCATTGGTA
-CCTATTGGCA

CCCATCGGCA

4450
CCCGTTACCT
CCCGTTACCT
CCCGTTACCT
CCCGTTACCT
CCCGTTACCT
CCCGTTACCT
CCCGTTACCT
CCCGTTACCT
CCCGTTACCT
CCCGTTACCT
CCCGTTACCT
CCCGTTACCT
CCCGTTACCT
CTCGTTATCT
CTCGTTATCT .
CTCGTTATCT
CCCGTTACCT
CCCGTTACCT
CCCGTTACCT
CCCGTTACCT
CCCGTTACCT
CCCGTTACCT

----------
..........
----------
..........
..........

..........

CTCGTTACCT
CTCGTTACCT
CTCGTTACCT
CTCGTTACCT
CCCGTTACCT
CCCGTTACCT
CCAGATACCT
CCCGGTATCT

-CCCGTTACCT

CTCGTTACCT
CTCGTTACCT
CCCGTTACCT



42_2
42_8
42_15
42_5b
42 _1b
42_13
42 3a
42_4
42_5a
42_10
42_3b
42 11
42_6b
43_1
43 5
43 12
43 20
43 21
43 23
43 25

44 1

44 5

223 10°

223 2
223 4
223 5
223 6
2237
A3 4
A3 S
23 7
A3 3
42_12
RAV1
AAV2
ARV3
AAVS
RAV9Y
ARV7
44 2

4451

CACCCGTARC
CACCCGTAAC
CACCCGTEAC
CACCCGTAAC
CACCCGTAAC
CACCCGTAGC
CACCCGTAAC
CACCCGTAAC
CACCCGTAAC
CACCCGTAAC
CACCCGTAAC
CACCCGTAAC
CACCCGTAAC
CACCCGTAAT
CACCCGTAAT
CACCCGTAAT
CACCCGCAAC
CACCCGCAAC
CACCCGCAAC
CACCCGCAAC
CACCCGTRAT
CACCCGTAAT

..........
..........
..........
..........
..........

..........

TACCCGGAAC
TACCCGGAAC
TACCCGGAAC
TACCCGGAAC
CACCCGTAAC
TACCCGTCCC
GACTCGTAAT
CACACGARAC
CACCCGTAAT
CACCCGTAAT
CRCCCGTAAT
CACCCGTAAT

VP1-3 stop.

CTGTAATTGC
CTGTAATTGC
CTGTAATTGC
CTGTAATTGC
CTGTAATTGC
CTGTAATTGC
CTGTAATTGC
CTGTAATTGC
CTGTAATTGC
CTGTAATTGC
CTGTRATTGC
CTGTAATTAC
CTGTRATTGC
CTGTAATTGC
CTGTAATTGC
CTGTAATTGC
CTGTRATTAC
CTGTAATTAC
CTGTAATTAC
CTGTAATTAC
CTGTAATTGC
CTGTAATTGC

..........
..........
..........
..........
..........

----------

TTGTAATTTC
TTGTAATTTC
TTGTAATTTC
TTGTAATTTC
CTGTAATTGC
CTGTAATTAC
CTGTARTTGC
TTGTGAATCC
CTGTAATTGC
TTGTAATTGC
CTGTARTTGC
CTGTAATTGC

vpl—-3 stop

Fig. 1AAAL

CTGTTAATCA
CTGTTAATCA
CTGTTBATCA
CTGTTAATCA
CTGTTAATCA
CTGTTAATCA
CTGTTAATCA
CTGTTAATCA
CTGTTAATCA
CTGTTRATCA
CTGTTAATCA
TTGTTAATCA
CTGTTAATCA
TTGTTAATCA
TTGTTAATCA
TTGTTAATCA
ATGTTARTCA
ATGTTAATCA
ATGTTAATCA
ATGTTAATCA

TCGTTAATCA

TTGTTARTCA

----------
..........
..........
..........
..........

..........

CTGTTAATGA
CTGITTAATGA
CTGTTAATGA
CTGTTAATGA
CTGTTAATCA
GTGTTAATCA
TTGTTAATCA
TGGTTAATCA
- CTGTTARTCA
CTGTTRATCA
ATGTTAATCA
TTGTTAATCA

Polv A signal
ATABRACCGGT.

ATARACCGGC
ATAAACCGGT
ATAAACCGGT
ATAAACCGGT
ATARRCCGGT
ATAAACCGGT
ATAAACCGGT
ATARACCGGT
ATAAACCGGT
ATARAACCGGT
ATARACCGGT
ATABRACCGGT
ATAAACCGGT
ATARARCCGGT
ATAAACCGGT
ATAAACCGGT

ATAAACCGGT

ATAAACCGGT
ATAAACCGGT
ATAANCCGGT
ATAAACCGGT

..........
S5 s = e u e a oo
..........
..........
..........

..........

ATARARCCGAT
ATAAACCGAT
ATAABRCCGAT
ATAAGCCGAT
ATAAACCGGT
ATARRCCGGT
ATAARCCGTT
ATABACCGTT
ATAAACCGGT

ATAAACCGGET

ATARACCGGT
ATAAACCGGT

—— .
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PolyA signal

4500

TAATTCGTTT °
TAATTCGTTT
TAATTCGTTT
TAATTCGTTT
TGATTCGTTT
TGATTCGTTT
TARTTCGTTT
TAATTCGTTT
TAATTCGTTT
TAATTCGTTT
TAATTCGTTT
TGATTCGTTT
TARTTCGTTT
TAATTCGTTT
TAATTCGTTT
TAATTCGTTT
TAATTCGTTT
TAATTCGTTT
TAATTCGTTT
TGATTCGTTT
TGATTCGTTT

..........
..........
..........
..........
..........

..........

TTATGCGTTT
TTATGCGTTT
TTATGCGTTT
TTATGCGTTT
TAATTCGTTT
TGATTCGTTT
TAATTCGTTT
TAATTCGTTT
TGATTCGTTT
TAATTCGTTT
TGATTCGTTT
TGATTCGTTT



42 2
42 8
42 15
42 5b
42 1b
42 13
42_3a
42_4
42 5a
42_10
42 3b
42_11
42 6b
43 1
43 5
43 12
43 20
43 21
43 23
43 25
44 1
44 5
223 10
223_2
223 4
223 5
223_6
223 7
A3 4
A3 &
A3 7
A3 3
42 12
ARV
ARV2
AAV3
ARVS
AAVY
AAVT
44 2

4501

CAGTTGAACT
CAGTTGAACT
CAGTTGAACT
CAGTTGAACT
CAGTTGAACT
CAGTTGAACT
CAGTTGAACT
CAGTTGAACT
CAGTTGAACT
CAGTTGAACT
CAGTTGARACT
CAGTTGAMCT
CAGTTGAACT
CAGTTGAACT
CAGTTGAACT
CAGTTGAACT
CAGTTGAACT
CAGTTGAACT
CAGTTGAACT
CAGTTGAACT
CAGTTGAACT

..........
..........
..........
..........
..........

..........

CAGTTGAACT
CAGTTGAACT
CAGTTGARACT
CAGTTGAACT
CAGTTGAACT
CAGTTGAACT
CAGTTGAACT
CAGTTGAACT
CRGTTGARCT
CAGTTGAACT
CAGTTGAACT
CAGTTGAACT

TTGGTCTC.
TTGGTCIC.
TTGGTCTC.
TTGGTCTC.
TTGGICTC.
TTGGTCTC.
TTGGTCIC.
TTGGTCIC.
TTGGTCTC.,
TTGGTC. ..
TTGGTCTC.T
TTGGTCTC.
TIGGTCTC.T

=S e el

H e

=3

..........

TTGGTCTIC.T
TTGGTCIC.T
TTGGTCIC.T
TTGGTCTIC.T
TTGGTCTC.,T
TTGGTCTIC.T
TTIGGICTIC.T
TTeGICTC. T

----------
..........
..........
..........
..........

..........

TTGGTICTC.T
TTGGTCIC. T
TTGGTCIC.T
TTGGTCIC.T
TTGGTCTC. T
TTGGTCTCCT
TTGGTICTC.T
TTGGCTCT . T

"TTGGTICTIC.T

TTGGTCTC.T
TTGGTCTCCT
TTGGTCIC.T

Fig. 1AAAM

GCGAAGGGCG
GCGRAAGGGCG
GCGRAGGGCG
GCGAAGGGCG
.. .BAGGGCG
GCGAAGGGCG
GCGAAGGGCG
GCGAAGGGCG
GCGAAGGGCG
.. .BAGGGCG
GCGAAGGGCG
GCGBAGGGCG
GCGRAGGGCG
GCGARGGGCG
GCGAAGGGCG
GCGAAGGGCG
GCGRAGGGCG
GCGRAGGGCG
GCGAAGGGCG
GCGRAGGGCG
GCGAAGGGCG

..........
..........
..........
----------
..........

..........

GCGAAGGGCG
GCGAAGGGCG
GCGAAGGGCG
GCGAAGGGCG
GCGAAGGGCG
GTCCTTCTTA
GCGTATTTCT
GTGCACTTCT

GTGCTTCTTA
GCGAAGGGCG
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..........

..........
..........
..........
----------
..........

..........

TCTTATCGGT
.. TTCTT.AT
TTATCTTTIAT

..........

..........

..........
..........

..........

----------
..........
..........

..........
..........
..........
..........

..........

..........
..........
..........
..........
..........
..........
L N R I Y
..........
..........
..........

..........
..........

..........

..........

..........

TACCATGGTT
CTAGTTTCCA
CTTGTTTCCA

-----------

..........

..........
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..............................
..............................

...................

....................

..........

...............................

........................................

92/105



..................................................
...................................................
..................................................
..........

..................................................
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..................................................
..................................................
..................................................
..................................................
..................................................
..................................................
..................................................
..................................................
..................................................
..................................................
L T T T S
.....................................................
..................................................
..................................................
..................................................
..................................................
..................................................
..................................................
..................................................
..................................................
........................................

..................................................

. TCGCGA TAAAAGACTT ACGTCATCGG GTTACCCCTA GTGATGGAGT
. +ATGGCG GGTTAATCAT TAACTACAAG GA:ACCCCTA GTGATGGAGT
TACAACTGCT GGTTAATATT TAACTCTCGC CATACCTCTA CTGATGGAGT

...................................................

.....................................................

..................................................
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...................................................

L T T T S
......................
..................................................
..................................................
...................................................
..................................................
..................................................
........................................

..........

--------------------------------------------------

..................................................

..................................................
..................................................
..................................................
..................................................
..................................................
..................................................
..................................................
--------------------------------------------------
---------------------------------------------------
.....................................................
.....................................................
..................................................
...................................................
..................................................
..................................................
..................................................
..................................................
----------
..................................................
........................................

..........

..................................................

TGCCCACTCC CTCTCTGCGC GCTCGCTCGC TCGGETGGGEGC CTGCGGACCA
TGGCCACTCC CTCTCTGCGC GCTCGCTCGC TCACTGAGGC CGGGCGACCA
TGGCCACTCC CTCTATGCGC ACTCGCTCGC TCGGTGGGGC CTGGCGACCA

..................................................

----------------------------------------------

.................................................
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..................................................

..................................................
.........................................

----------

..................................................

..................................................

..................................................

..................................................
..................................................
........................................

..........

..................................................

BAGGTCCGCA GACGGCAGAG CTCTGCTCTG CCGECCCCAC CGAGCGAGCS
AAGGTCGCCC GACGCCCGGG CTTTGCCCGG GCGBGCCTCAG TGAGCGAGCE
ARGGTCGCCA GACGGACGTG CTTIGCACGT CCGGCCCCAC CGAGCGAGCG

..................................................

...................................................

..................................................
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Fig. 1AAAR
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AGCGCGCAGA GAGGGAGIGG CCAA
AGTGCGCATA GAGGGAGTGG CCAA
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