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<210>  1
<211>  19
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  ESR_F

<400>  1
agagggtgcc aggctttgt                                                    19

<210>  2
<211>  22
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  ESR_R

<400>  2
aggatctcta gccaggcaca tt                                                22

<210>  3
<211>  27
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  ESR_P

<400>  3
tttgaccctc catgatcagg tccacct                                           27

<210>  4
<211>  21
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  HER2_F

<400>  4
gaactcacct acctgcccac c                                                 21

<210>  5
<211>  21
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  HER2_R

<400>  5

1



gacctgcctc acttggttgt g                                                 21

<210>  6
<211>  22
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  HER2_P

<400>  6
ccaggaggtg cagggctacg tg                                                22

<210>  7
<211>  22
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  KI67_F

<400>  7
cgagacgcct ggttactatc aa                                                22

<210>  8
<211>  25
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  KI67_R

<400>  8
ggatacggat gtcacattca atacc                                             25

<210>  9
<211>  23
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  KI67_P

<400>  9
acggtcccca ctttcccctg agc                                               23

<210>  10
<211>  27
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  PGR_F

<400>  10
aaacttcttg ataacttgca tgatctt                                           27

<210>  11
<211>  25
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  PGR_R
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<400>  11
caataacttc agacatcatt tctgg                                             25

<210>  12
<211>  30
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  PGR_P

<400>  12
cgggactgga taaatgtatt caagcagtac                                        30

<210>  13
<211>  22
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  RAC_F

<400>  13
gaatgtgcgg aatctgtttg ag                                                22

<210>  14
<211>  21
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  RAC_R

<400>  14
tcgccaactg gataaattgg a                                                 21

<210>  15
<211>  23
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  RAC_P

<400>  15
actgagaatc tccacccggc gca                                               23

<210>  16
<211>  20
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  B2M_F

<400>  16
gtatgcctgc cgtgtgaacc                                                   20

<210>  17
<211>  22
<212>  DNA
<213>  Artificial Sequence
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<220>
<223>  B2M_R

<400>  17
ggcatcttca aacctccatg at                                                22

<210>  18
<211>  25
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  B2M_P

<400>  18
agtgggatcg agacatgtaa gcagc                                             25

<210>  19
<211>  19
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  CALM2_F

<400>  19
aggaggcgaa ttagtccga                                                    19

<210>  20
<211>  20
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  CALM2_R

<400>  20
gctcttcagt cagttggtca                                                   20

<210>  21
<211>  22
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  CALM2_P

<400>  21
tcgcgtctcg gaaaccggta gc                                                22
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