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<110> Garry, Daniel 3J.
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<120> ETV2 AND USES THEREOF

<130> 600.938w01
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<160> 21

600938

<170> FastSEQ for windows Version 4.0

<210> 1

<211> 16

<212> DNA

<213> Artificial Sequence

<220>
<223> A synthetic oligonucleotide

<400> 1
ctggccggaa atcccc

<210> 2

<211> 15

<212> DNA

<213> Artificial Sequence

<220>
<223> A synthetic oligonucleotide

<400> 2
gggctgcacc aggct

<210> 3

<211> 16

<212> DNA

<213> Artificial Sequence

<220>
<223> A synthetic oligonucleotide

<400> 3
gatcccaagt cacacc

<210> 4

<211> 15

<212> DNA

<213> Artificial Sequence

<220>
<223> A synthetic oligonucleotide

<400> 4
cccctaaggg tcctg

<210> 5
<211> 90
<212> DNA
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16

15

16

15



<213> Artificial Sequence

<220>

<223> A synthetic oligonucleotide

<400> 5

600938

cgtctgctga ccaggggtct ggccggaaat cccccttcct gtggatccaa cagacacagg
acccttaggg gacctactgt gtgttcactg

<210> 6

<211> 524
<212> DNA
<213>

<220>
<223>

<400> 6

tgaagcagcc
atcccaggtc
gtctgctgac
cccttagggg
gtagccactg
cacaatcaat
aaagagggct
ttgccccccc
tcccaaggaa

<210> 7
<211> 20
<212> DNA
<213>

<220>
<223>

<400> 7
tgaagcagcc

<210> 8
<211> 20
<212> DNA
<213>

<220>
<223>

<400> 8
tggcctccag

<210> 9
<211> 19
<212> DNA
<213>

<220>
<223>

<400> 9
tagcctatcc

<210> 10
<211> 20
<212> DNA
<213>

<220>
<223>

ccagaacttc
gaccaaccaa
caggggtctg
acctactgtg
gcctgcctgce
aactttcgaa
tactgtgtac
agtcacctat
agtctaccct

ccagaacttc

tgtccttttc

cgaccgcat

Artificial Sequence

A synthetic oligonucleotide

ctcctcaaag
cccccaccat
gccggaaatc
tgttcactgt
tttgtgcctg
tttacccact
cctccctgtg
tctgttttcc
gttctgggaa

Artificial Sequence

A synthetic oligonucleotide

Artificial Sequence

A synthetic oligonucleotide

Artificial Sequence

A synthetic oligonucleotide

Artificial Sequence

A synthetic oligonucleotide

ccctcgaagg
atcccccgeca
ccccttectg
gtggtgggcc
ccctgtactg
gtgtccccct
ccggggcecat
tacttcaagc
caactgagcg
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ggaaaacagc
ggccccctgce
tggatccaac
atgcagagga
ggacttgtac
ttgagaggac
cagcgaatta
taagggccat
ctta

ctggtggaag
ggattgtgac
agacacagga
atcaaattca
atgaaacaga
tcaagattcc
gacctggtgc
agaacttaga

60
90

60
120
180
240
300
360
420
480
524

20

20

19



600938

<400> 10
taagcgctca gttgttccca 20

<210> 11

<211> 16

<212> DNA

<213> Artificial Sequence

<220>
<223> A synthetic oligonucleotide

<400> 11
tcatccttat ctgtcc 16

<210> 12

<211> 15

<212> DNA

<213> Artificial Sequence

<220>
<223> A synthetic oligonucleotide

<400> 12
gcggagaccc agtcc 15

<210> 13

<211> 15

<212> DNA

<213> Artificial Sequence

<220>
<223> A synthetic oligonucleotide

<400> 13
taccgaaccc agaag 15

<210> 14

<211> 17

<212> DNA

<213> Artificial Sequence

<220>
<223> A synthetic oligonucleotide

<400> 14
actgtgggag acactca 17

<210> 15

<211> 90

<212> DNA

<213> Artificial Sequence

<220>
<223> A synthetic oligonucleotide

<400> 15
cctccctaaa ctcagcttca tccttatctg tcccagggat tctaagcttc acagccggac 60
tgggtctccg cattaccgaa cccagaagct 90

<210> 16

<211> 83

<212> DNA

<213> Artificial Sequence

<220>
<223> A synthetic oligonucleotide
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<400> 16

600938

cggactgggt ctccgcatta ccgaacccag aagctccatg gggcgcgggt gagtgtctcc
cacagtaact ggaggtttcg att

<210>
<211>
<212>
<213>

<220>
<223>

<400>

17
90
DNA

17

Artificial Sequence

A synthetic oligonucleotide

cggactgggt ctccgcatta ccgaacccag aagctccatg gtaagcttgg cgcgggtgag
tgtctcccac agtaactgga ggtttcgatt

<210>
<211>
<212>
<213>

<220>
<223>

<400> 18
cacaactctc

<210> 19
<211> 20
<212> DNA
<213>

<220>
<223>

<400> 19
gaacggaccc

<210> 20

<211> 1661
<212> DNA
<213>

<400> 20

tgagtcattg
accttataaa
tatctcatat
gggcatgatg
tcataaagtc
cacagttagt
attgtttata
ccctcgaagg
atcccccgca
ccccttectg
tcacctccct
cccagaaaca
tcaagtccaa
tgggtgggga
tgcgaccccc
gtatgtggta
cattcactac
cccctgggga
ctggcactcc
ttatctgtcc
ccatggggcg
ccgtacagcg
gatttccaag
cgtagcagct

18
20
DNA

gtcccgaaca

caagtgagag

sus scrofa

gaaacaaata
gatagcttcc
tcagttcata
gattctggag
agggtaagac
agcaagcaat
ttgttgatgt
ggaaaacagc
ggccccctgce
ttgcagataa
tgtcacagga
cccctctgca
gacaccccaa
gggggtggca
gctctgacgt
tgaaatgggg
tggcatccat
acagactgtc
caggggacag
cagggattcc
cggaacccgt
gctcggtccc
gtcccattca
gcatccgctg

Artificial Sequence

A synthetic oligonucleotide

Artificial Sequence

A synthetic oligonucleotide

cagacatcat
atatcataat
ctctaatttc
atgaagaaaa
tagtacccac
gagccctcaa
tactgtctgc
ctggtggaag
ggattgtgac
gcctggtgca
tcaagtcccc
ccccaggtca
agctaccgtg
cagcttggcc
cttggaaaat
ctgagacccc
ggacttgtgg
agggctggaa
gctgacagcg
acagccggac
ccctcaggct
ttggagccgg
gctgtggcag
gacgggcaac

aacacttcac
accattatca
ctcatgtgcc
gtaggaggaa
ttcctaagag
gaaatgttaa
tgaagcagcc
atcccaggtc
gtctgctgac
gcccagctga
aagccccctt
tgcccatccc
gaggcttgag
ccgccteggc
tcccecectge
tggctggggg
aactgggatg
ggagctgaat
gagacatact
tgggtctccg
cttccgtggt
gtctcccagg
ttcctcctgg
agccgcgagt
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tcctaaatac
catctaagaa
taaactatga
acgcacctca
aattaaacaa
ccattattgt
ccagaacttc
gaccaaccaa
caggggtctg
ccccaggcecc
cccctcccca
attgtttccc
gccatcccag
ccctgcaact
ccaggccccc
cacagggatc
aagcatcgcc
tcgacttcta
ggaaaactgg
cattaccgaa
ccggagattg
ccctggggtc
agctgctcca
tccaactgtg

ctgtttcata
aatgactaat
cagcatggaa
atttcccctt
aggcccatgg
cactgttgtt
ctcctcaaag
cccccaccat
gccggaaatc
tcctccccca
ttccagtcaa
aggctcctgce
ggggcagagg
tgacccgggc
agaggagggg
tgccagagaa
acaggaagtg
tttccctgaa
ctcttcatcc
cccagaagct
gacagacctg
tggctgccta
cgacgggacg
cgaccccaaa

60
83

60
90

20

20

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440



<210>
<211>
<212>
<213>

<400>

Met
1
Gly
Pro
Lys
Trp
65
val
Ser
Cys
Leu
Ser
145
Gly
Gly
Arg

Pro

Asp
Asn
Glu
Thr
50

val
Pro
Gly
Leu
Leu
130
Arg
Glu
Leu

Lys

As
210

21
221
PRT
sus scrofa

21

Leu
Arg
Leu
35

Gly
Ser
Gln
Ser
AS

115
His
Glu
Arg
Arg

TYyr
195

p Arg

Trp
Leu
20

Ala
Ser
Ala
Ala

val
100

p Phe

Asp
Phe
Lys
Tyr
180
Thr

Met

Asn
5
Ser
Leu
Ser
Leu
Leu
85
Pro
Gln
Gly
Gln
Ar
165
Tyr
Tyr
Gly

Trp
Gly
Pro
Ser
Pro
70

Pro
Trp
Gly
Thr

Leu
150

g Lys

Tyr
Arg
Asp

Asp
Leu
Gly
Leu
55

Asn
Trp
Ser
Pro
Ar

135
Cys
Pro
Arg
Phe

Gly
215

Glu
Glu
Asp
40

Ser
Pro
Ser
Arg

Ile
120

g Ser

Asp
Gly
Arg
Gly

200
Gln

Ala
Gly
25

Arg
val
Glu
Gly
val
105
Gln
Ser
Pro
Met
Asp
185
Gly

Gly

600938
gaggtggcgc ggctgtgggg cgaacgcaag aggaagcccg
agccgaggcc tgcgttacta ctaccgccgc gacatcgtgc
tacacgtacc gcttcggagg ccgagtgcca ggcctagect
ggacagggag cagcgaccca ataaaaatat ctggtcaagc

Ser
10

Ala
Leu
Pro
Ala
Asp
90

Ser
Leu
Cys
Lys
Asn
170
Ile
Arg

Ala

Pro
Glu
Thr
Gly
Pro
75

Trp
Gln
Trp
Ile
Glu
155
Tyr
val
val

Ala
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gcatgaatta tgagaagctg

tcaagagcgg ggggcgcaag
atcccgaccg catgggggac

C

Gln
Phe
Ala
Ile
60

Trp
Thr
Ala
Gln
Arg
140
val
Glu
Leu
Pro

Thr
220

Glu
Asp
Glu
45

Pro
Gly
Asp
Leu
Phe
125
Trp
Ala
Lys
Lys
Gly

205
Gln

val
Phe
30

Thr
Gln
Ala
Leu
Gly
110
Leu
Thr
Arg
Leu
Ser

190
Leu

Pro
15

Tyr
Tyr
Pro
Glu
Pro
95

Ser
Leu
Gly
Leu
Ser
175
Gly

Ala

Leu
Phe
Trp
Asp
Pro
80

Tyr
Gly
Glu
Asn
Trp
160
Arg
Gly

Tyr



