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[FIG. 1]
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[FIG. 2]
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[FIG. 3]
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[FIG. 4]
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[FIG. 5]
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[FIG. 6]
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[FIG. 7]
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[FIG. 8]
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[FIG. 9]

syuaned 908N

()

101u09 AY)esH

¥ ¥

— G0

awosoxa DTOSN O} Ajuejiwis ‘|oy

Rel. similarity to NSCLC exosome

6 31
(a)

(8L =u)
sjuaned 970SN

v

(V)

(pz=u)
j013u09 AyjjesH



kairvenee.cumar
Text Box

9/11


[FIG. 10]
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[FIG. 12]
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