1
SEQUENGE LISTING

<110> National University Corporation Kanazawa University
Kyowa Hakko Kirin Co., Ltd.

<120> Therapeutic method for mesothelioma
<130> W514793

<150> US61/734087
<151>  2012-12-06

<160> 11

<170> Patentln version 3.3
Q2100 1

Q211> 5

<212> PRT

<213> Artificial

<220>
<223> Description of the artificial sequence: HCDRI1

<400> 1
Asp Tyr Asn Met Asp
1 5

210> 2

1> 17

<212> PRT

<213> Artificial

<220>
<223> Description of the artificial sequence: HCDR2

<400> 2
Tyr Ile Tyr Pro Asn Asn Gly Gly Thr Gly Tyr Asn Gin Lys Phe Lys
i 5 10 15

Ser



<210>
21>
22
<213

<220>
<223>

<400>

1

<210>
211>
212>

3

11

PRT
Artificial

Description of the artificial sequence: HCDR3

3
Tyr Gly His Tyr Tyr Gly Tyr Met Phe Ala Tyr
5 10
4
10
PRT
Artificial

<213

<220>
<223>

<400>

1

<210>
211>
212>

Description of the artificial sequence: LCDRI1

4
Ser Ala Ser Ser Ser Val Ser Tyr Met His
5 10
5
7
PRT
Artificial

<213

<220>
<223>

<400>

1

<210>
Q11>
212

Description of the artificial sequence: LCDR2

5
Ser Thr Ser Asn Leu Ala Ser
5
6
9
PRT
Artificial

213>

<220>



3

<223> Description of the artificial sequence: LCDR3

<400> 6

Gln GIn Arg Ser Ser Tyr Pro Tyr Thr

1

<2105 7
<211> 120
<212> PRT

5

213> Artificial

<220>

<223> Description of the artificial sequence: humanized VH

<400> 7

Glu Val Gin Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro

1

Ser Val Lys

Asn Met Asp
35

Gly Tyr lle
50

Lys Ser Lys
65

Met Glu Leu

Ala Thr Tyr

Gly Thr Leu
115

5

Val Ser
20

Trp Val

Tyr Pro

Val Thr

His Ser
85

Gly His
100

Val Thr

Cys Lys Ala

Arg Gln Ala
40

Asn Asn Gly
55

Ile Thr Val
70

Leu Arg Ser

Tyr Tyr Gly

Val Ser Ser
120

10

Ser Gly Tyr
25

Pro Gly GIn

Gly Thr Gly

Asp Thr Ser
75

Glu Asp Thr
90

Tyr Met Phe
105

Thr Phe Thr
30

Gly Leu Glu
45

Tyr Asn Gin
60

Thr Ser Thr

Ala Val Tyr

Ala Tyr Trp
110

Gly Ala
15

Asp Tyr

Trp Met

Lys Phe

Ala Tyr
80

Tyr Cys
95

Gly GIn



<210>
(VAR DS
212>
<213

<220>
<223>

<400>

8

108

PRT
Artificial

Description of the artificial sequence: humanized VL

8

Asp Ile GIn Leu Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Pro Gly

1

5 10 15

Asp Arg Val Thr 1le Thr Cys Ser Ala Ser Ser Ser Val Ser Tyr Met

20 25 30

His Trp Phe GIn GIn Lys Pro Gly Lys Ala Pro Lys Leu Trp lle Tyr

35 40 45

Ser Thr Ser Asn Leu Ala Ser Gly Val Pro Ser Arg Phe Ser Gly Ser

50

55 60

Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Arg Leu Gln Pro Glu

65

10 75 80

Asp lle Ala Thr Tyr Tyr Cys Gln Gin Arg Ser Ser Tyr Pro Tyr Thr

85 90 95

Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg Thr

<210>
211>
212>
<213

<220>
<223>

100 105
9
108
PRT
Artificial
Description of the artificial sequence: humanized VL




<400> 9

Asp lle GIn Leu
1

Asp Arg Val Thr
20

His Trp Phe Gln
35

Ser Thr Ser Asn
50

Gly Ser Gly Thr
65

Asp Phe Ala Thr

Phe Gly GIn Gly
100

<210> 10
<211> 120
<212> PRT

Thr

5

Ile

Gln

Leu

Ser

Tyr

85

Thr

<213> Artificial

<220>

GIn

Thr

Lys

Ala

Tyr

70

Tyr

Lys

Ser

Cys

Pro

Ser

55

Ser

Cys

Leu

Pro Ser Ser Met Ser Ala Ser

10

Ser Ala Ser Ser
25

Gly Lys Ser Pro
40

Gly Val Pro Ser

Leu Thr Ile Ser
75

Gln GIn Arg Ser
90

Glu Tle Lys Arg
105

Ser

Lys

Val

Leu
45

Arg Phe

60

Ser

Ser

Thr

Met

Tyr

Ser

30

Trp

Ser

Gin

Pro

Pro Gly
15

Tyr Met

[le Tyr

Gly Ser

Pro Glu

80

Tyr Thr
95

<223> Description of the artificial sequence: humanized VH

<400> 10

Glu Val GIn Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala

1

5

10

15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr

20

25

30




6

Asn Met Asp Trp Val Lys GIn Ser Pro Gly GIn Gly Leu Glu Trp Met
35 40 45

Gly Tyr Ile Tyr Pro Asn Asn Gly Gly Thr Gly Tyr Asn Gln Lys Phe
50 55 60

Lys Ser Lys Val Thr Ile Thr Val Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu His Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Thr Tyr Gly His Tyr Tyr Gly Tyr Met Phe Ala Tyr Trp Gly GIn
100 105 110

Gly Thr Leu Val Thr Val Ser Ser
115 120

210> 1

211> 108

<212> PRT

213> Artificial

<220>
<223> Description of the artificial sequence: humanized VL

<400> 11
Asp lle GIn Leu Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Pro Gly
1 5 10 15

Asp Arg Val Thr Ile Thr Cys Ser Ala Ser Ser Ser Val Ser Tyr Met
20 25 30

His Trp Phe GIn GIn Lys Pro Gly Lys Ala Pro Lys Leu Trp Ile Tyr
35 40 45

Ser Thr Ser Asn Leu Ala Ser Gly Val Pro Ala Arg Phe Ser Gly Ser
50 b5 60



Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Arg Leu Gln Pro Glu
65 70 75 80

Asp Ile Ala Thr Tyr Tyr Cys GIn Gln Arg Ser Ser Tyr Pro Tyr Thr
85 90 95

Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg Thr
100 105




