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FIG. 1A

TE-derived epitopes expressed in B16F100VA cells
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FIG. 2A

N25 (expected size 313 bp)
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N25L delays growth of B16F100VA cells
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FIG. 4B

N26L delays growth of B16F100VA cells
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FIG. 5B
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FIG.7C

Shared tumor-specific peptides across Her2+ subtypes. n= 100
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FIG. 7C (continued)
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FIG. 7D
3
Q.
£ Shared tumor-specific peptides across TNBC subtypes. n= 197
2 17614
Y
D
.‘E 150001
wn
3
°
2 10000
=
D
7
S 50001
.S 3402
"é 1431 734
g Bl i 315 210 160 105 103 72 65 52 45
= 1 2 3 4 5 6 7 8 9 10 11 12 13 14

31 24 26 22 21 15 8 8 1 10 4 1 7 4

15 16 17 18 19 20 21 22 23 24 28 28 28 28

11 2 1 1 2 2 2 3 3 1 1 1 1 1 1

29 30 31 32 33 34 35 36 37 38 41 43 50 56 65 76

Numbers of samples

SUBSTITUTE SHEET (RULE 26)



WO 2022/189620 PCT/EP2022/056318

12/26

FIG. 8A
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FIG. 8B
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A FIG. 12
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A FIG. 19
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