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Fig. 1A
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Fig. 1B
Effect of BCV on lymphoma cell line
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Fig.1C

Effect of BCV on lymphoma cell line
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Fig.3A
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Fig. 3B
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Fig. 3D
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Fig. 4
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Fig.5A
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Fig.6 Calreticulin positive cells
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Fig. 7A
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Fig. /B
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Fig. 7C
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Fig.9 ICs50 > 1pg/ml
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Fig. 10A

Upregulated hallmark gene sets in top 4 sensitive NKTL cell lines
compared to other seven cell lines
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Fig. 10B

0.7 1
0.6 1
0.5 1
0.4 1
0.3 1
0.2 1

Enrichment score (ES)

& N A o a4 N

20/23

Enrichment plot: HALLMARK_MYC_ TARGETS V2

0.11 nNY

'sensitive’ (positively correlated)

Zero cross at 19073

‘resistant’ (negatively correlated)

Ranked list metric (signal 2 Noise)

o

10,000 20,000 30,000 40,000 50,000

Ranks in ordered dataset

~~= Enrichment profile == Hits Ranking Metric Scores




Fig. 11A
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Fig.11B
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Upregulated hallmark gene sets in poor prognosis group
compared to favorable prognosis group (local cohort)

Fig.12

E 2F T A R GG TS 0
MY C T ARGE T S \/ 1 /0 —
MYC TARGE TS {2 0 —

G2M CHE CEK P O] N T m——"

OXIDATIVE PHOSPHORY LA T HOIN e —
MTORCT SIGNALING e —
DNA REPAIR S —
UNFOLDED PROTEIN RESPONSE e ——
MITOTIC SPINDLE " —

FATTY ACID METABOLISM 'e—
0
** FDR q < 0.001

Normalized enrichment score

-



