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. Y Max | Per.
Accession Description Seore | ldent
Lactobacillus parafarraginis gene for 16S ribosomal .
LC096238.1 RNA, partial sequence, strain: JCM 14109 2187 | 93%
: . Lactobacillus ozensis DSM 23829 = JCM 17196 strain | . 0
AR.113194.1 Mizu2-1 16S ribosomal RNA, partial sequence 2187 | 93%
HVI596988. 1 Lactobacillus pgrafarraginis strain F0439 165 ribosomal 2187 | 93%
RNA gene, partial sequence
HMV058034. 1 Lactobacillus ke_flrl‘stram MGB12-1 16S ribosomal 2187 | 93%
RNA gene, partial sequence
e Lactobacillus parafarraginis gene for 165 rRNA, partial .
AB262735.1 sequence, strain: NRIC 0680 21871 93%
\R 041468.1 Lactobacillus_ parafa;raginis strain NRIC 0677 16S 2187 | 93%
ribosomal RNA, partial sequence
HM218514. 1 Lactobacillus pqntls strain NM129-2 168 ribosomal 2185 | 93%
RNA gene, partial sequence
HM218378. 1 Lactoba'cﬂ.h'.ls kefirl strain NXM90-3 16S ribosomal RNA 9185 | 939
gene, partial sequence
HV057873.1 Lactobacillus keﬁri strain MGA17-5 168 ribosomal 9185 | 93%
RNA gene, partial sequence
KE263157.1 Lactobacﬂ-lus kefiri strain KG-17 168 ribosomal RNA 2183 | 93%
gene, partial sequence




