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FIGURE 18. Differentially expressed genes (DEG) in Pan02 tumors from mice treated with ARG2
vaccine compared to mice that received a control vaccine (cut off p-adjusted value <0.05 and absolute log2
fold change >0)

DEG - UPREGULATED DEG - DOWNREGULATED

Nr. Gene Log2 fold change FDR Nr. Gene Log? fold change FDR

1 Foxo4 0.22 5.00E-02 1 Getd -0.20 3.11E-02
2 Fam193b 0.28 2.19E-02 2 Sf1 -0.21 5.00E-02
3 Tmem126b 0.45 5.00E-02 3 Samm50 -0.22 3.90E-02
4 Deptor 0.50 6.57E-03 4 Snx4 -0.24 3.06E-02
5 Lipe 0.60 7.61E-05 5 Tentda -0.28 1.32E-02
6 Rn18s 0.60 3.20E-02 6 Pip5kia -0.32 4.55E-02
7 2fp953 0.62 1.98E-02 7 Pphini -0.34 4.55E-02
8 Gpri46 0.65 3.12E-02 8 Rfc5 -0.36 5.00E-02
9 Slc2a4rg-ps 0.66 4.85E-02 9 Glce -0.36 3.33E-02
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FIGURE 19. Gene ontology analysis for biological processes associated with differentially upregulated genes between Pan02 tumors
from mice that were treated with ARG2 vaccine compared to mice that received a control vaccine.
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Immune-related processes are classified into categories.
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