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SEQ ID NO:10 MSDNGPQNQRNAPRI TFGGPSDSTGSNQNGERS GARSKQRRPQGLPNNTASWETALTQHG 60

SEQ ID NO:12 ————— e mmmmmmmmmm oo RPQGLPNNTASWFTALTQHG 20
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SEQ ID NO:10 KEDLKFPRGQGVPINTNSSPDDQIGY YRRATRRIRGGDGKMKDLS PRWY FYYLGTGPEAG 120

SEQ ID NO:12 KEDLKFPRGQGVPINTNSSPDDQIGYYRRATRRIRGGDGKMKDLSPRWYFYYLGTGPEAG 80
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SEQ ID NO:10 LPYGANKDGIIWVATEGALNTPKDHIGTRNPANNAAIVLQLPQGTTLPKGFYAEGSRGGS 180

SEQ ID NO:12 LPYGANKDGIIWVATEGALNTPKDHI GTRNPANNAAIVLQLPQGTTLPKGFYAEGSRGGS 140
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SEQ ID NO:10 MSDNGPQNQRNAPRITFGGPSDSTGSNQONGERSGARSKQRRPQGLPNNTASWFTALTQHG 60

SEQ ID NO: 8 —=—————mmm e RSGARSKQRRPQGLPNNTASWFTALTQHG 29
khkhkkhkhkkhkkhkhkhkhkhkhkkhkkhkhkhkhkhhkhkhhkhkhhkhkkhk

SEQ ID NO:10 KEDLKFPRGQGVPINTNSSPDDQIGYYRRATRRIRGGDGKMKDLS PRWYFYYLGTGPEAG 120

SEQ ID NO: 8 KEDLKFPRGQGVPINTNS SPDDQIGYYRRATRRIRGGDGKMKDLS PRWYFYYLGTGPEAG 89
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SEQ ID NO:10 LPYGANKDGIIWVATEGALNTPKDHIGTRNPANNAAIVLQLPQGTTLPKGFYAEGSRGGS 180

SEQ ID NO: 8 LPYGANKDGIIWVATEGALNTPKDHIGTRNPANNAAIVLOLPQGTTLPKGFYAE-———-— 143
R e I el

SEQ ID NO:10 QASSRSSSRSRNSSRNSTPGS SRGTSPARMAGNGGDAALALLLLDRLNQLESKMSGKGQQ 240
SEQ ID NO: 8 == mm e 143
SEQ ID NO:10 QQGQTVTKKSAAEASKKPROKRTATKAYNVTQAFGRRGPEQTQGNFGDQELIRQGTDYKH 300
SEQ ID NO: 8  ——mm e 143
SEQ ID NO:10 WPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTYTGAIKLDDKDPNFKDQVILLNKHIDAY 360
SEQ ID NO: 8 =mmmmm e e e e 143
SEQ ID NO:10 KTFP 364
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