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<210>  1
<211>  208
<212>  PRT
<213>  Homo sapiens

<400>  1

Met Ser Thr Gly Gly Asp Phe Gly Asn Pro Leu Arg Lys Phe Lys Leu 
1               5                   10                  15      

Val Phe Leu Gly Glu Gln Ser Val Gly Lys Thr Ser Leu Ile Thr Arg 
            20                  25                  30          

Phe Met Tyr Asp Ser Phe Asp Asn Thr Tyr Gln Ala Thr Ile Gly Ile 
        35                  40                  45              

Asp Phe Leu Ser Lys Thr Met Tyr Leu Glu Asp Arg Thr Val Arg Leu 
    50                  55                  60                  

Gln Leu Trp Asp Thr Ala Gly Gln Glu Arg Phe Arg Ser Leu Ile Pro 
65                  70                  75                  80  

Ser Tyr Ile Arg Asp Ser Thr Val Ala Val Val Val Tyr Asp Ile Thr 
                85                  90                  95      

Asn Val Asn Ser Phe Gln Gln Thr Thr Lys Trp Ile Asp Asp Val Arg 
            100                 105                 110         



Thr Glu Arg Gly Ser Asp Val Ile Ile Met Leu Val Gly Asn Lys Thr 
        115                 120                 125             

Asp Leu Ala Asp Lys Arg Gln Val Ser Ile Glu Glu Gly Glu Arg Lys 
    130                 135                 140                 

Ala Lys Glu Leu Asn Val Met Phe Ile Glu Thr Ser Ala Lys Ala Gly 
145                 150                 155                 160 

Tyr Asn Val Lys Gln Leu Phe Arg Arg Val Ala Ala Ala Leu Pro Gly 
                165                 170                 175     

Met Glu Ser Thr Gln Asp Arg Ser Arg Glu Asp Met Ile Asp Ile Lys 
            180                 185                 190         

Leu Glu Lys Pro Gln Glu Gln Pro Val Ser Glu Gly Gly Cys Ser Cys 
        195                 200                 205             

<210>  2
<211>  627
<212>  DNA
<213>  Homo sapiens

<400>  2
atgtccacgg gcggagactt cgggaatccg ctgaggaaat tcaagctggt gttcctgggg       60

gagcaaagcg ttggaaagac atctttgatc accagattca tgtatgacag ttttgacaac      120

acctatcagg caacaattgg cattgacttt ttatcaaaaa ctatgtactt ggaggatcga      180

acagtacgat tgcaattatg ggacacagca ggtcaagagc ggttcaggag cttgattcct      240

agctacattc gtgactccac tgtggcagtt gttgtttatg atatcacaaa tgttaactca      300

ttccagcaaa ctacaaagtg gattgatgat gtcagaacag aaagaggaag tgatgttatc      360

atcatgctag taggaaataa aacagatctt gctgacaaga ggcaagtgtc aattgaggag      420

ggagagagga aagccaaaga gctgaatgtt atgtttattg aaactagtgc aaaagctgga      480

tacaatgtaa agcagctctt tcgacgtgta gcagcagctt tgccgggaat ggaaagcaca      540

caggacagaa gcagagaaga tatgattgac ataaaactgg aaaagcctca ggagcaacca      600



gtcagtgaag gaggctgttc ctgctaa                                          627

<210>  3
<211>  567
<212>  PRT
<213>  Homo sapiens

<400>  3

Met His Gly Arg Leu Lys Val Lys Thr Ser Glu Glu Gln Ala Glu Ala 
1               5                   10                  15      

Lys Arg Leu Glu Arg Glu Gln Lys Leu Lys Leu Tyr Gln Ser Ala Thr 
            20                  25                  30          

Gln Ala Val Phe Gln Lys Arg Gln Ala Gly Glu Leu Asp Glu Ser Val 
        35                  40                  45              

Leu Glu Leu Thr Ser Gln Ile Leu Gly Ala Asn Pro Asp Phe Ala Thr 
    50                  55                  60                  

Leu Trp Asn Cys Arg Arg Glu Val Leu Gln Gln Leu Glu Thr Gln Lys 
65                  70                  75                  80  

Ser Pro Glu Glu Leu Ala Ala Leu Val Lys Ala Glu Leu Gly Phe Leu 
                85                  90                  95      

Glu Ser Cys Leu Arg Val Asn Pro Lys Ser Tyr Gly Thr Trp His His 
            100                 105                 110         

Arg Cys Trp Leu Leu Gly Arg Leu Pro Glu Pro Asn Trp Thr Arg Glu 
        115                 120                 125             

Leu Glu Leu Cys Ala Arg Phe Leu Glu Val Asp Glu Arg Asn Phe His 
    130                 135                 140                 

Cys Trp Asp Tyr Arg Arg Phe Val Ala Thr Gln Ala Ala Val Pro Pro 
145                 150                 155                 160 



Ala Glu Glu Leu Ala Phe Thr Asp Ser Leu Ile Thr Arg Asn Phe Ser 
                165                 170                 175     

Asn Tyr Ser Ser Trp His Tyr Arg Ser Cys Leu Leu Pro Gln Leu His 
            180                 185                 190         

Pro Gln Pro Asp Ser Gly Pro Gln Gly Arg Leu Pro Glu Asp Val Leu 
        195                 200                 205             

Leu Lys Glu Leu Glu Leu Val Gln Asn Ala Phe Phe Thr Asp Pro Asn 
    210                 215                 220                 

Asp Gln Ser Ala Trp Phe Tyr His Arg Trp Leu Leu Gly Arg Ala Asp 
225                 230                 235                 240 

Pro Gln Asp Ala Leu Arg Cys Leu His Val Ser Arg Asp Glu Ala Cys 
                245                 250                 255     

Leu Thr Val Ser Phe Ser Arg Pro Leu Leu Val Gly Ser Arg Met Glu 
            260                 265                 270         

Ile Leu Leu Leu Met Val Asp Asp Ser Pro Leu Ile Val Glu Trp Arg 
        275                 280                 285             

Thr Pro Asp Gly Arg Asn Arg Pro Ser His Val Trp Leu Cys Asp Leu 
    290                 295                 300                 

Pro Ala Ala Ser Leu Asn Asp Gln Leu Pro Gln His Thr Phe Arg Val 
305                 310                 315                 320 

Ile Trp Thr Ala Gly Asp Val Gln Lys Glu Cys Val Leu Leu Lys Gly 
                325                 330                 335     

Arg Gln Glu Gly Trp Cys Arg Asp Ser Thr Thr Asp Glu Gln Leu Phe 
            340                 345                 350         

Arg Cys Glu Leu Ser Val Glu Lys Ser Thr Val Leu Gln Ser Glu Leu 
        355                 360                 365             



Glu Ser Cys Lys Glu Leu Gln Glu Leu Glu Pro Glu Asn Lys Trp Cys 
    370                 375                 380                 

Leu Leu Thr Ile Ile Leu Leu Met Arg Ala Leu Asp Pro Leu Leu Tyr 
385                 390                 395                 400 

Glu Lys Glu Thr Leu Gln Tyr Phe Gln Thr Leu Lys Ala Val Asp Pro 
                405                 410                 415     

Met Arg Ala Thr Tyr Leu Asp Asp Leu Arg Ser Lys Phe Leu Leu Glu 
            420                 425                 430         

Asn Ser Val Leu Lys Met Glu Tyr Ala Glu Val Arg Val Leu His Leu 
        435                 440                 445             

Ala His Lys Asp Leu Thr Val Leu Cys His Leu Glu Gln Leu Leu Leu 
    450                 455                 460                 

Val Thr His Leu Asp Leu Ser His Asn Arg Leu Arg Thr Leu Pro Pro 
465                 470                 475                 480 

Ala Leu Ala Ala Leu Arg Cys Leu Glu Val Leu Gln Ala Ser Asp Asn 
                485                 490                 495     

Ala Ile Glu Ser Leu Asp Gly Val Thr Asn Leu Pro Arg Leu Gln Glu 
            500                 505                 510         

Leu Leu Leu Cys Asn Asn Arg Leu Gln Gln Pro Ala Val Leu Gln Pro 
        515                 520                 525             

Leu Ala Ser Cys Pro Arg Leu Val Leu Leu Asn Leu Gln Gly Asn Pro 
    530                 535                 540                 

Leu Cys Gln Ala Val Gly Ile Leu Glu Gln Leu Ala Glu Leu Leu Pro 
545                 550                 555                 560 



Ser Val Ser Ser Val Leu Thr 
                565         

<210>  4
<211>  331
<212>  PRT
<213>  Homo sapiens

<400>  4

Met Gly Thr Pro Gln Lys Asp Val Ile Ile Lys Ser Asp Ala Pro Asp 
1               5                   10                  15      

Thr Leu Leu Leu Glu Lys His Ala Asp Tyr Ile Ala Ser Tyr Gly Ser 
            20                  25                  30          

Lys Lys Asp Asp Tyr Glu Tyr Cys Met Ser Glu Tyr Leu Arg Met Ser 
        35                  40                  45              

Gly Ile Tyr Trp Gly Leu Thr Val Met Asp Leu Met Gly Gln Leu His 
    50                  55                  60                  

Arg Met Asn Arg Glu Glu Ile Leu Ala Phe Ile Lys Ser Cys Gln His 
65                  70                  75                  80  

Glu Cys Gly Gly Ile Ser Ala Ser Ile Gly His Asp Pro His Leu Leu 
                85                  90                  95      

Tyr Thr Leu Ser Ala Val Gln Ile Leu Thr Leu Tyr Asp Ser Ile Asn 
            100                 105                 110         

Val Ile Asp Val Asn Lys Val Val Glu Tyr Val Lys Gly Leu Gln Lys 
        115                 120                 125             

Glu Asp Gly Ser Phe Ala Gly Asp Ile Trp Gly Glu Ile Asp Thr Arg 
    130                 135                 140                 

Phe Ser Phe Cys Ala Val Ala Thr Leu Ala Leu Leu Gly Lys Leu Asp 
145                 150                 155                 160 



Ala Ile Asn Val Glu Lys Ala Ile Glu Phe Val Leu Ser Cys Met Asn 
                165                 170                 175     

Phe Asp Gly Gly Phe Gly Cys Arg Pro Gly Ser Glu Ser His Ala Gly 
            180                 185                 190         

Gln Ile Tyr Cys Cys Thr Gly Phe Leu Ala Ile Thr Ser Gln Leu His 
        195                 200                 205             

Gln Val Asn Ser Asp Leu Leu Gly Trp Trp Leu Cys Glu Arg Gln Leu 
    210                 215                 220                 

Pro Ser Gly Gly Leu Asn Gly Arg Pro Glu Lys Leu Pro Asp Val Cys 
225                 230                 235                 240 

Tyr Ser Trp Trp Val Leu Ala Ser Leu Lys Ile Ile Gly Arg Leu His 
                245                 250                 255     

Trp Ile Asp Arg Glu Lys Leu Arg Asn Phe Ile Leu Ala Cys Gln Asp 
            260                 265                 270         

Glu Glu Thr Gly Gly Phe Ala Asp Arg Pro Gly Asp Met Val Asp Pro 
        275                 280                 285             

Phe His Thr Leu Phe Gly Ile Ala Gly Leu Ser Leu Leu Gly Glu Glu 
    290                 295                 300                 

Gln Ile Lys Pro Val Asn Pro Val Phe Cys Met Pro Glu Glu Val Leu 
305                 310                 315                 320 

Gln Arg Val Asn Val Gln Pro Glu Leu Val Ser 
                325                 330     

<210>  5
<211>  653
<212>  PRT
<213>  Homo sapiens



<400>  5

Met Ala Asp Thr Leu Pro Ser Glu Phe Asp Val Ile Val Ile Gly Thr 
1               5                   10                  15      

Gly Leu Pro Glu Ser Ile Ile Ala Ala Ala Cys Ser Arg Ser Gly Arg 
            20                  25                  30          

Arg Val Leu His Val Asp Ser Arg Ser Tyr Tyr Gly Gly Asn Trp Ala 
        35                  40                  45              

Ser Phe Ser Phe Ser Gly Leu Leu Ser Trp Leu Lys Glu Tyr Gln Glu 
    50                  55                  60                  

Asn Ser Asp Ile Val Ser Asp Ser Pro Val Trp Gln Asp Gln Ile Leu 
65                  70                  75                  80  

Glu Asn Glu Glu Ala Ile Ala Leu Ser Arg Lys Asp Lys Thr Ile Gln 
                85                  90                  95      

His Val Glu Val Phe Cys Tyr Ala Ser Gln Asp Leu His Glu Asp Val 
            100                 105                 110         

Glu Glu Ala Gly Ala Leu Gln Lys Asn His Ala Leu Val Thr Ser Ala 
        115                 120                 125             

Asn Ser Thr Glu Ala Ala Asp Ser Ala Phe Leu Pro Thr Glu Asp Glu 
    130                 135                 140                 

Ser Leu Ser Thr Met Ser Cys Glu Met Leu Thr Glu Gln Thr Pro Ser 
145                 150                 155                 160 

Ser Asp Pro Glu Asn Ala Leu Glu Val Asn Gly Ala Glu Val Thr Gly 
                165                 170                 175     

Glu Lys Glu Asn His Cys Asp Asp Lys Thr Cys Val Pro Ser Thr Ser 
            180                 185                 190         



Ala Glu Asp Met Ser Glu Asn Val Pro Ile Ala Glu Asp Thr Thr Glu 
        195                 200                 205             

Gln Pro Lys Lys Asn Arg Ile Thr Tyr Ser Gln Ile Ile Lys Glu Gly 
    210                 215                 220                 

Arg Arg Phe Asn Ile Asp Leu Val Ser Lys Leu Leu Tyr Ser Arg Gly 
225                 230                 235                 240 

Leu Leu Ile Asp Leu Leu Ile Lys Ser Asn Val Ser Arg Tyr Ala Glu 
                245                 250                 255     

Phe Lys Asn Ile Thr Arg Ile Leu Ala Phe Arg Glu Gly Arg Val Glu 
            260                 265                 270         

Gln Val Pro Cys Ser Arg Ala Asp Val Phe Asn Ser Lys Gln Leu Thr 
        275                 280                 285             

Met Val Glu Lys Arg Met Leu Met Lys Phe Leu Thr Phe Cys Met Glu 
    290                 295                 300                 

Tyr Glu Lys Tyr Pro Asp Glu Tyr Lys Gly Tyr Glu Glu Ile Thr Phe 
305                 310                 315                 320 

Tyr Glu Tyr Leu Lys Thr Gln Lys Leu Thr Pro Asn Leu Gln Tyr Ile 
                325                 330                 335     

Val Met His Ser Ile Ala Met Thr Ser Glu Thr Ala Ser Ser Thr Ile 
            340                 345                 350         

Asp Gly Leu Lys Ala Thr Lys Asn Phe Leu His Cys Leu Gly Arg Tyr 
        355                 360                 365             

Gly Asn Thr Pro Phe Leu Phe Pro Leu Tyr Gly Gln Gly Glu Leu Pro 
    370                 375                 380                 

Gln Cys Phe Cys Arg Met Cys Ala Val Phe Gly Gly Ile Tyr Cys Leu 
385                 390                 395                 400 



Arg His Ser Val Gln Cys Leu Val Val Asp Lys Glu Ser Arg Lys Cys 
                405                 410                 415     

Lys Ala Ile Ile Asp Gln Phe Gly Gln Arg Ile Ile Ser Glu His Phe 
            420                 425                 430         

Leu Val Glu Asp Ser Tyr Phe Pro Glu Asn Met Cys Ser Arg Val Gln 
        435                 440                 445             

Tyr Arg Gln Ile Ser Arg Ala Val Leu Ile Thr Asp Arg Ser Val Leu 
    450                 455                 460                 

Lys Thr Asp Ser Asp Gln Gln Ile Ser Ile Leu Thr Val Pro Ala Glu 
465                 470                 475                 480 

Glu Pro Gly Thr Phe Ala Val Arg Val Ile Glu Leu Cys Ser Ser Thr 
                485                 490                 495     

Met Thr Cys Met Lys Gly Thr Tyr Leu Val His Leu Thr Cys Thr Ser 
            500                 505                 510         

Ser Lys Thr Ala Arg Glu Asp Leu Glu Ser Val Val Gln Lys Leu Phe 
        515                 520                 525             

Val Pro Tyr Thr Glu Met Glu Ile Glu Asn Glu Gln Val Glu Lys Pro 
    530                 535                 540                 

Arg Ile Leu Trp Ala Leu Tyr Phe Asn Met Arg Asp Ser Ser Asp Ile 
545                 550                 555                 560 

Ser Arg Ser Cys Tyr Asn Asp Leu Pro Ser Asn Val Tyr Val Cys Ser 
                565                 570                 575     

Gly Pro Asp Cys Gly Leu Gly Asn Asp Asn Ala Val Lys Gln Ala Glu 
            580                 585                 590         



Thr Leu Phe Gln Glu Ile Cys Pro Asn Glu Asp Phe Cys Pro Pro Pro 
        595                 600                 605             

Pro Asn Pro Glu Asp Ile Ile Leu Asp Gly Asp Ser Leu Gln Pro Glu 
    610                 615                 620                 

Ala Ser Glu Ser Ser Ala Ile Pro Glu Ala Asn Ser Glu Thr Phe Lys 
625                 630                 635                 640 

Glu Ser Thr Asn Leu Gly Asn Leu Glu Glu Ser Ser Glu 
                645                 650             

<210>  6
<211>  1962
<212>  DNA
<213>  Homo sapiens

<400>  6
atggcggata ctctcccttc ggagtttgat gtgatcgtaa tagggacggg tttgcctgaa       60

tccatcattg cagctgcatg ttcaagaagt ggccggagag ttctgcatgt tgattcaaga      120

agctactatg gaggaaactg ggccagtttt agcttttcag gactattgtc ctggctaaag      180

gaataccagg aaaacagtga cattgtaagt gacagtccag tgtggcaaga ccagatcctt      240

gaaaatgaag aagccattgc tcttagcagg aaggacaaaa ctattcaaca tgtggaagta      300

ttttgttatg ccagtcagga tttgcatgaa gatgtcgaag aagctggtgc actgcagaaa      360

aatcatgctc ttgtgacatc tgcaaactcc acagaagctg cagattctgc cttcctgcct      420

acggaggatg agtcattaag cactatgagc tgtgaaatgc tcacagaaca aactccaagc      480

agcgatccag agaatgcgct agaagtaaat ggtgctgaag tgacagggga aaaagaaaac      540

cattgtgatg ataaaacttg tgtgccatca acttcagcag aagacatgag tgaaaatgtg      600

cctatagcag aagataccac agagcaacca aagaaaaaca gaattactta ctcacaaatt      660

attaaagaag gcaggagatt taatattgat ttagtatcaa agctgctgta ttctcgagga      720

ttactaattg atcttctaat caaatctaat gttagtcgat atgcagagtt taaaaatatt      780

accaggattc ttgcatttcg agaaggacga gtggaacagg ttccgtgttc cagagcagat      840



gtctttaata gcaaacaact tactatggta gaaaagcgaa tgctaatgaa atttcttaca      900

ttttgtatgg aatatgagaa atatcctgat gaatataaag gatatgaaga gatcacattt      960

tatgaatatt taaagactca aaaattaacc cccaacctcc aatatattgt catgcattca     1020

attgcaatga catcagagac agccagcagc accatagatg gtctcaaagc taccaaaaac     1080

tttcttcact gtcttgggcg gtatggcaac actccatttt tgtttccttt atatggccaa     1140

ggagaactcc cccagtgttt ctgcaggatg tgtgctgtgt ttggtggaat ttattgtctt     1200

cgccattcag tacagtgcct tgtagtggac aaagaatcca gaaaatgtaa agcaattata     1260

gatcagtttg gtcagagaat aatctctgag catttcctcg tggaggacag ttactttcct     1320

gagaacatgt gctcacgtgt gcaatacagg cagatctcca gggcagtgct gattacagat     1380

agatctgtcc taaaaacaga ttcagatcaa cagatttcca ttttgacagt gccagcagag     1440

gaaccaggaa cttttgctgt tcgggtcatt gagttatgtt cttcaacgat gacatgcatg     1500

aaaggcacct atttggttca tttgacttgc acatcttcta aaacagcaag agaagattta     1560

gaatcagttg tgcagaaatt gtttgttcca tatactgaaa tggagataga aaatgaacaa     1620

gtagaaaagc caagaattct gtgggctctt tacttcaata tgagagattc gtcagacatc     1680

agcaggagct gttataatga tttaccatcc aacgtttatg tctgctctgg cccagattgt     1740

ggtttaggaa atgataatgc agtcaaacag gctgaaacac ttttccagga aatctgcccc     1800

aatgaagatt tctgtccccc tccaccaaat cctgaagaca ttatccttga tggagacagt     1860

ttacagccag aggcttcaga atccagtgcc ataccagagg ctaactcgga gactttcaag     1920

gaaagcacaa accttggaaa cctagaggag tcctctgaat aa                        1962

<210>  7
<211>  1992
<212>  DNA
<213>  Homo sapiens

<400>  7
gatatcgaat tcctgcagcc cggcggcacc atggcggata ctctcccttc ggagtttgat       60

gtgatcgtaa tagggacggg tttgcctgaa tccatcattg cagctgcatg ttcaagaagt      120

ggccggagag ttctgcatgt tgattcaaga agctactatg gaggaaactg ggccagtttt      180



agcttttcag gactattgtc ctggctaaag gaataccagg aaaacagtga cattgtaagt      240

gacagtccag tgtggcaaga ccagatcctt gaaaatgaag aagccattgc tcttagcagg      300

aaggacaaaa ctattcaaca tgtggaagta ttttgttatg ccagtcagga tttgcatgaa      360

gatgtcgaag aagctggtgc actgcagaaa aatcatgctc ttgtgacatc tgcaaactcc      420

acagaagctg cagattctgc cttcctgcct acggaggatg agtcattaag cactatgagc      480

tgtgaaatgc tcacagaaca aactccaagc agcgatccag agaatgcgct agaagtaaat      540

ggtgctgaag tgacagggga aaaagaaaac cattgtgatg ataaaacttg tgtgccatca      600

acttcagcag aagacatgag tgaaaatgtg cctatagcag aagataccac agagcaacca      660

aagaaaaaca gaattactta ctcacaaatt attaaagaag gcaggagatt taatattgat      720

ttagtatcaa agctgctgta ttctcgagga ttactaattg atcttctaat caaatctaat      780

gttagtcgat atgcagagtt taaaaatatt accaggattc ttgcatttcg agaaggacga      840

gtggaacagg ttccgtgttc cagagcagat gtctttaata gcaaacaact tactatggta      900

gaaaagcgaa tgctaatgaa atttcttaca ttttgtatgg aatatgagaa atatcctgat      960

gaatataaag gatatgaaga gatcacattt tatgaatatt taaagactca aaaattaacc     1020

cccaacctcc aatatattgt catgcattca attgcaatga catcagagac agccagcagc     1080

accatagatg gtctcaaagc taccaaaaac tttcttcact gtcttgggcg gtatggcaac     1140

actccatttt tgtttccttt atatggccaa ggagaactcc cccagtgttt ctgcaggatg     1200

tgtgctgtgt ttggtggaat ttattgtctt cgccattcag tacagtgcct tgtagtggac     1260

aaagaatcca gaaaatgtaa agcaattata gatcagtttg gtcagagaat aatctctgag     1320

catttcctcg tggaggacag ttactttcct gagaacatgt gctcacgtgt gcaatacagg     1380

cagatctcca gggcagtgct gattacagat agatctgtcc taaaaacaga ttcagatcaa     1440

cagatttcca ttttgacagt gccagcagag gaaccaggaa cttttgctgt tcgggtcatt     1500

gagttatgtt cttcaacgat gacatgcatg aaaggcacct atttggttca tttgacttgc     1560

acatcttcta aaacagcaag agaagattta gaatcagttg tgcagaaatt gtttgttcca     1620

tatactgaaa tggagataga aaatgaacaa gtagaaaagc caagaattct gtgggctctt     1680



tacttcaata tgagagattc gtcagacatc agcaggagct gttataatga tttaccatcc     1740

aacgtttatg tctgctctgg cccagattgt ggtttaggaa atgataatgc agtcaaacag     1800

gctgaaacac ttttccagga aatctgcccc aatgaagatt tctgtccccc tccaccaaat     1860

cctgaagaca ttatccttga tggagacagt ttacagccag aggcttcaga atccagtgcc     1920

ataccagagg ctaactcgga gactttcaag gaaagcacaa accttggaaa cctagaggag     1980

tcctctgaat aa                                                         1992

<210>  8
<211>  567
<212>  PRT
<213>  Rattus norvegicus

<400>  8

Met His Gly Arg Leu Lys Val Lys Thr Ser Glu Glu Gln Ala Glu Ala 
1               5                   10                  15      

Lys Arg Leu Glu Arg Glu Gln Lys Leu Lys Leu Tyr Gln Ser Ala Thr 
            20                  25                  30          

Gln Ala Val Phe Gln Lys Arg Gln Ala Gly Glu Leu Asp Glu Ser Val 
        35                  40                  45              

Leu Glu Leu Thr Ser Gln Ile Leu Gly Ala Asn Pro Asp Phe Ala Thr 
    50                  55                  60                  

Leu Trp Asn Cys Arg Arg Glu Val Leu Gln His Leu Glu Thr Glu Lys 
65                  70                  75                  80  

Ser Pro Glu Glu Ser Ala Ala Leu Val Lys Ala Glu Leu Gly Phe Leu 
                85                  90                  95      

Glu Ser Cys Leu Arg Val Asn Pro Lys Ser Tyr Gly Thr Trp His His 
            100                 105                 110         

Arg Cys Trp Leu Leu Ser Arg Leu Pro Glu Pro Asn Trp Ala Arg Glu 



        115                 120                 125             

Leu Glu Leu Cys Ala Arg Phe Leu Glu Ala Asp Glu Arg Asn Phe His 
    130                 135                 140                 

Cys Trp Asp Tyr Arg Arg Phe Val Ala Ala Gln Ala Ala Val Ala Pro 
145                 150                 155                 160 

Ala Glu Glu Leu Ala Phe Thr Asp Ser Leu Ile Thr Arg Asn Phe Ser 
                165                 170                 175     

Asn Tyr Ser Ser Trp His Tyr Arg Ser Cys Leu Leu Pro Gln Leu His 
            180                 185                 190         

Pro Gln Pro Asp Ser Gly Pro Gln Gly Arg Leu Pro Glu Asn Val Leu 
        195                 200                 205             

Leu Lys Glu Leu Glu Leu Val Gln Asn Ala Phe Phe Thr Asp Pro Asn 
    210                 215                 220                 

Asp Gln Ser Ala Trp Phe Tyr His Arg Trp Leu Leu Gly Arg Ala Glu 
225                 230                 235                 240 

Pro His Asp Val Leu Cys Cys Val His Val Ser Arg Glu Glu Ala Cys 
                245                 250                 255     

Leu Ser Val Cys Phe Ser Arg Pro Leu Thr Val Gly Ser Arg Met Gly 
            260                 265                 270         

Thr Leu Leu Leu Met Val Asp Glu Ala Pro Leu Ser Val Glu Trp Arg 
        275                 280                 285             

Thr Pro Asp Gly Arg Asn Arg Pro Ser His Val Trp Leu Cys Asp Leu 
    290                 295                 300                 

Pro Ala Ala Ser Leu Asn Asp Gln Leu Pro Gln His Thr Phe Arg Val 
305                 310                 315                 320 



Ile Trp Thr Gly Ser Asp Ser Gln Lys Glu Cys Val Leu Leu Lys Asp 
                325                 330                 335     

Arg Pro Glu Cys Trp Cys Arg Asp Ser Ala Thr Asp Glu Gln Leu Phe 
            340                 345                 350         

Arg Cys Glu Leu Ser Val Glu Lys Ser Thr Val Leu Gln Ser Glu Leu 
        355                 360                 365             

Glu Ser Cys Lys Glu Leu Gln Glu Leu Glu Pro Glu Asn Lys Trp Cys 
    370                 375                 380                 

Leu Leu Thr Ile Ile Leu Leu Met Arg Ala Leu Asp Pro Leu Leu Tyr 
385                 390                 395                 400 

Glu Lys Glu Thr Leu Gln Tyr Phe Ser Thr Leu Lys Ala Val Asp Pro 
                405                 410                 415     

Met Arg Ala Ala Tyr Leu Asp Asp Leu Arg Ser Lys Phe Leu Leu Glu 
            420                 425                 430         

Asn Ser Val Leu Lys Met Glu Tyr Ala Asp Val Arg Val Leu His Leu 
        435                 440                 445             

Ala His Lys Asp Leu Thr Val Leu Cys His Leu Glu Gln Leu Leu Leu 
    450                 455                 460                 

Val Thr His Leu Asp Leu Ser His Asn Arg Leu Arg Ala Leu Pro Pro 
465                 470                 475                 480 

Ala Leu Ala Ala Leu Arg Cys Leu Glu Val Leu Gln Ala Ser Asp Asn 
                485                 490                 495     

Ala Leu Glu Asn Val Asp Gly Val Ala Asn Leu Pro Arg Leu Gln Glu 
            500                 505                 510         

Leu Leu Leu Cys Asn Asn Arg Leu Gln Gln Ser Ala Ala Ile Gln Pro 



        515                 520                 525             

Leu Val Ser Cys Pro Arg Leu Val Leu Leu Asn Leu Gln Gly Asn Ser 
    530                 535                 540                 

Leu Cys Gln Glu Glu Gly Ile Gln Glu Arg Leu Ala Glu Met Leu Pro 
545                 550                 555                 560 

Ser Val Ser Ser Ile Leu Thr 
                565         

<210>  9
<211>  331
<212>  PRT
<213>  Rattus norvegicus

<400>  9

Met Gly Thr Gln Gln Lys Asp Val Thr Ile Lys Ser Asp Ala Pro Asp 
1               5                   10                  15      

Thr Leu Leu Leu Glu Lys His Ala Asp Tyr Ile Ala Ser Tyr Gly Ser 
            20                  25                  30          

Lys Lys Asp Asp Tyr Glu Tyr Cys Met Ser Glu Tyr Leu Arg Met Ser 
        35                  40                  45              

Gly Val Tyr Trp Gly Leu Thr Val Met Asp Leu Met Gly Gln Leu His 
    50                  55                  60                  

Arg Met Asn Lys Glu Glu Ile Leu Val Phe Ile Lys Ser Cys Gln His 
65                  70                  75                  80  

Glu Cys Gly Gly Val Ser Ala Ser Ile Gly His Asp Pro His Leu Leu 
                85                  90                  95      

Tyr Thr Leu Ser Ala Val Gln Ile Leu Thr Leu Tyr Asp Ser Ile His 
            100                 105                 110         



Val Ile Asn Val Asp Lys Val Val Ala Tyr Val Gln Ser Leu Gln Lys 
        115                 120                 125             

Glu Asp Gly Ser Phe Ala Gly Asp Ile Trp Gly Glu Ile Asp Thr Arg 
    130                 135                 140                 

Phe Ser Phe Cys Ala Val Ala Thr Leu Ala Leu Leu Gly Lys Leu Asp 
145                 150                 155                 160 

Ala Ile Asn Val Glu Lys Ala Ile Glu Phe Val Leu Ser Cys Met Asn 
                165                 170                 175     

Phe Asp Gly Gly Phe Gly Cys Arg Pro Gly Ser Glu Ser His Ala Gly 
            180                 185                 190         

Gln Ile Tyr Cys Cys Thr Gly Phe Leu Ala Ile Thr Ser Gln Leu His 
        195                 200                 205             

Gln Val Asn Ser Asp Leu Leu Gly Trp Trp Leu Cys Glu Arg Gln Leu 
    210                 215                 220                 

Pro Ser Gly Gly Leu Asn Gly Arg Pro Glu Lys Leu Pro Asp Val Cys 
225                 230                 235                 240 

Tyr Ser Trp Trp Val Leu Ala Ser Leu Lys Ile Ile Gly Arg Leu His 
                245                 250                 255     

Trp Ile Asp Arg Glu Lys Leu Arg Ser Phe Ile Leu Ala Cys Gln Asp 
            260                 265                 270         

Glu Glu Thr Gly Gly Phe Ala Asp Arg Pro Gly Asp Met Val Asp Pro 
        275                 280                 285             

Phe His Thr Leu Phe Gly Ile Ala Gly Leu Ser Leu Leu Gly Glu Glu 
    290                 295                 300                 

Gln Ile Lys Pro Val Ser Pro Val Phe Cys Met Pro Glu Glu Val Leu 
305                 310                 315                 320 



Gln Arg Val Asn Val Gln Pro Glu Leu Val Ser 
                325                 330     


