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Binding of 15-mer ssDNA probe {2 pmole) and 50-mer antiparallei or
paraliel ssDNA targets (2 pmole) with YOYO-1
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——YOYO-1 only (500 nM)

—5sDNA probe

—wild-type ssDNA target (sense strand)

—wild-type sSDNA target (antisense strand)

——mutant ssDNA target (sense strand)

——mutant ssDNA target {antisense strand)

——perfect malch anuparallél complementary dsDNA
«—-perfect match parafiel homologous dsDNA

~—1bp T-G mi ry dsDNA
——1 bp A-G mismatch parallel homologous dsDNA
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& (57) Abstract: A method for modifying transcription and/or translation in an organism (e.g., for preventing or treating a disorder
w={ thereof), includes administering to the organism a composition containing a probe containing a heteropolymeric probe sequence of
-+ nucleic acids or nucleic acid analogues; and binding the probe to a target to modify transcription and/or translation in the organism,
&= wherein the target is in the organism and contains a heteropolymeric target sequence of nucleic acids, and wherein the heteropoly-
& meric probe sequence is bonded to the heteropolymeric target sequence to form a complex by Watson-Crick complementary base
interaction or by homologous base interaction, provided that when the complex is a duplex and the heteropolymeric probe sequence
is antiparallel to the heteropolymeric target sequence, the heteropolymeric probe sequence is bonded to the heteropolymeric target
sequence by homologous base interaction, and provided that when the complex is a triplex, the complex is preferably free of RecA

protein.
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