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Figure 3 continued
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Figure 4 continued
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Figure 5
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Figure 6 continued

c

RSV A2 ICso RSV B49 ICso

0,021 0,015

DS-Cav1-4

DS-Cav1-L66 0,46 0,032 0.46 0,032

D25 18,5 0,123 8,24 0,055

D
IC., [ng/ml] hMPV-A1-GFP hMPV-B1-GFP hRSV-A2-GFP
F-WHH-4 =34,000 30,000 0.47
F-WHH-L66 »>30,000 >30,000 0.59
Crtl-VHH ND* 30,000 230,000
MPES HD 108 47
101F 216 783 124
MF14%# 249 39 Dy
Motavizumab MD MND 33

*ND, not determined
**MF14 is a monoclonal antibody specific for the hMPV F glycoprotein
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Figure 7
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Figure 7 continued
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Figure 8
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Figure 9
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Total:

1156 A2

Residues on RSV F contacted by nanobody

ONITEEFYQSTCSAVSKGYLSALRTGWYTSVITIELSNIKENKCNGTDAKVEK
LIKQELDKYKNAVTELQLLMOSTPATNNRARR

FLCGFLLGVGSAIASGVAVCKVLHLEGEVNKIKSALLSTNKAVVSLSNGVSVL
TEKVLDLENYIDKQLLPILNKQSCSISNIETVIEFQQKNNRLLEITREFSVN
AGVTTPVSTYMLTNSELLSLINDMPITNDOEKLMSNNVQOIVRQOSYSIMCIT
KEEVLAYVVQLPLYGVIDTPCWKLHTSPLCTTNTKEGSNICLTRTDRGWYCD
NAGSVSFFPOAETCKVQOSNRVEFCDTMNSLTLPSEVNLCNVDIFNPKYDCKIM
TSKTDVSSSVITSLGAIVSCYGKTRCTASNENRGIIKTFSNGCDYVSENKGVD
TVEVENTLYYVNRKQECGKSLYVKGEPILINFYDPLVFPSDEFDASISQVNEKIN
QSLAFIRKSDELL

Rfree/Rwork: 30.21/27.06%

Buried Surface Area

On F, Protomer 1: 116 A2
On F, Protomer 1: 610 A2
On F, Protomer 2: 450 A2

Total:

1176 A2

Residues on RSV F contacted by nanobody

ONITEEFYQSTCSAVSKGYLSALRTGWYTSVITIELSNIKENKCNGTDAKVEK
LIKQELDKYKNAVTELQLLMOSTPATNNRARR

FLGFLLGVGSAIASGVAVCKVLHLEGEVNKIKSALLSTNKAVVSLSNGVSVL
TEFRVLDLEKNYIDKQLLPILNKQSCSISNIETVIEFQOQKNNRLLEITREFSVN
AGVTTPVSTYMLTNSELLSLINDMPITNDQKKLMSNNVQIVRQQOSYSIMCII
KEEVLAYVVQLPLYGVIDTPCWKLHTSPLCTTNTKEGSNICLTRTDRGWYCD
HAGSVSFFPQAETCKVQSNRVFCDTMNSLTLPSEVNLCNVDIFNPKYDCKIM
TSKTDVSSSVITSLGAIVSCYGKTRCTASNENRGIIKTFSNGCDYVSNRGVD
TYVSVENTLYYVNRKQEGKSLYVKGEPIINFYDPLVFPSDEFDASISQVNEKIN
QSLAFIRKSDELL
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Figure 12
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Figure 13
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Figure 14
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