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[Fig. 4]
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[Fig. 5]
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[Fig. 6]
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[Fig. 9]

Azsonm (MAY)

100—

7150

XD
} \
Mw : 505 kDa .

il# : liﬂ i iiﬁ : '-idnﬂ:.-- l.'i~\‘.'l 'w 'TD
Elution volume (ml)



ﬁHMHM(“#uﬂ

i

¢

8/50

OAC
(Oxaloacetate decarboxylase)
Mw: 446kDa
5
- -
-

"o ‘20 0 ‘40

1"]‘ g 1
's0 70



[Fig. 11]
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[Fig. 18]
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[Fig. 22]
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[Fig. 24b]

Stacking
gel

]’.‘j% Protein A S &HA|

~ 250k
. . J4E
| | kl
75 .
Nl = Protein A
E3
55k u
35k
- E2

Protein A-Ub
(56.5kDa)

M| - | +

UniStac
Mix




[Fig. 25]

250+

19/50

LY

AT

Sl

Elution volume (ml)

BiFE R ifadal aniriy
HEMAERAAARRHASAERANT
40 (7]

70

80

50

fr00



20/50

[Fig. 26a]
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[Fig. 26b]
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[Fig. 27a]
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[Fig. 27b]
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[Fig. 28a]
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[Fig. 28b]
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[Fig. 29a]
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[Fig. 29¢]
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[Fig. 30a]

10000 1

—4—0GB1 (0833 mghg)

8000 1 ) =0~ 0683 (1 mghg
6000 -

4000 1

™

Concentration in plasma (ng/mL)

2000 1

0 12 24 36 48 60

Time (hv)

Plasma Concentration-time Profiles of Test Substance in SD Rats (N=3).

+ QGBI ; Di-Ub-Albumin
»  0GB3; Human serum albumin

Summary of Pharmacokinetics Parameter

Group / Dose AUC, Con Tox  t
(mg/kg) (nghr/ml)  (ng/ml)  (hr) (hr)

62 Mean 282,470.33* 7,769.81* 16
0GB1:0.833 S.D 3519194  1,597.53 69 335

N 3 3 3 3

G3 Mean 155,737.74  3,855.00 20 23.01
0GB3:1 5D 1,909.85 189.59 69 659
N 3 3 3 3

Significantly different from Group 3 by Aspin-Welch t-test: * p<0.05.



30/50

[Fig. 31]
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[Fig. 33]
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[Fig. 35]
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[Fig. 36]
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[Fig. 38]
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[Fig. 40]
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[Fig. 41]
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[Fig. 43]
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[Fig. 45]
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[Fig. 46]
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[Fig. 47]
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[Fig. 48]
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[Fig. 50]
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[Fig. 52]
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[Fig. 53]
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[Fig. 54]
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[Fig. 55]
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[Fig. 57]
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